1. OBLLEKNMNMHUWYECKUE NCCIIEOOBAHUA KPOBU

WmetoTca orpaHMyeHUA Mo B3ATUIO KaNnUNSAPHOW KPOBU. YTOUYHANTE y agMUHUCTpaTopa MeauLMHCKoro odmca.

1.1. O6LweKNnHMYecKue uccrnenoBaHusi KPOBU

* TecT TRO BbINONHAETCA TONLKO B KOMMIieKce ¢ Tectom Ne5

1515 KnnHmMuyeckuii aHanums KpoBu: obwmin aHanms, neikodpopmyna, CO3 (c
MMKPOCKOMKEH Ma3Ka KPOBM MpU Hanuumm natonormndeckux cgsuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with Microscopic
Examination of Blood Smear if Presence of Pathologic Changes))

1555 KAuHMueckuii aHanus Kposu: obLumin aHanus, nemkopopmyna, CO3 (c
06a3aTeNbHOM «pPy4YHON» MUKpOCKonuel maska Kposu) (Clinical Blood Analysis:
General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic
Examination of Blood Smear))

5/119 KNMHUYECKnit aHanm3 KpoBM: 06LWMIA aHanus, nerikopopmyna (c MMKpocKkonuei
MasKa KpoBU NPpu HaIMYMKN NATONOTMYECKUX CABUIOB)

5 O6wuit aHanms kposu (OAK) (6e3 nelikountapHoit dopmynbl n CO3) (General
Blood Analysis, without White Blood Cell (WBC) Count and ESR)

TRO TpombounTbI, MUKPOCKONMSA (MoacyeT B OKpalLeHHOM Ma3Ke no metoay ®oHumo)
(Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect Method by
Fonio))*

119 NelikounTtapHan popmyna (anddepeHUMpPoBaHHbIN NOACHET EMKOLUTOB,
NerKounTorpamma) C MMKpOCKOMNMEN Ma3Ka KPpoBM MPU HaAMUYMKU NATONOTMUYECKMX
casuros (Leucocyte Formula (Differential White Blood Cell Count) with
Microscopic Examination of Blood Smear if Presence of Pathologic Changes)*

911 NelikoumTapHas dopmyna (anddepeHUNMpPoBaHHbIN NOACYET NEMKOLUTOB,
NnenKkoumuTorpamma) c 06s3aTesibHOM «PyYHOM» MUKPOCKONMEN Ma3Ka KpoBU
(Leucocyte Formula (Differential White Blood Cell Count) with Manual
Microscopic Examination of Blood Smear)*

150 PeTtukynouuTbl (Reticulocytes)

139 CO3 (cKopocTb ocegaHus aputpoumToB) (Erythrocyte Sedimentation Rate, ESR)

1600 OcmoTmyecKkasa pes3sncTeHTHOCTb SPUTPOLIUTOB

1618 AnekTpodopes remornobumHa. FremornobmHonaTnm

1620 G6PD 3puTpOLUTOB, aKTUBHOCTb

1542 KapbokcuremornobuH

150P PeTukynoumTbl, pacwmnpeHHoe nccnegosanue (Reticulocytes Profile)

912 Mwuenorpamma

1543 MeTremornobuH

2. AMMYHOIEMATONOIus

2.1. AmmyHoremaronorus

93 lpynna Kposwu (Blood Group, ABO)

94 Pesyc-npuHaanexxHocTtb (pesyc-dakTop) (Rh-factor, Rh)

15RH Rh (C, E, c, e) Kell-dpeHotunuposanue (Rh C (E, c, e) Kell-Phenotyping)
140 ANNOMMMYHHbIE aHTUTENa, BKAoYan aHTUTena K Rh-aHtureny (Anti Rh)




999 MpAaMon aHTUrNOBYAMHOBBIN TecT, noancneundouyHbii (NAFT, npamasa npoba
Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test Polyspecific)

1576 UccnepgosaHue TREC u KREC ans gMarHoCTMKM UMMYHOAeDULMTOB B NATHAX
KpoBMU

93/94 lpynna KpoBu 1 pesyc-dhakTop

3. OLIEHKA CBEPTbIBAIOLLEA CUCTEMbI

3.1. OueHkKa cBepThbIBaloLLe CUCTEMbI KPOBU

1 AKTMBMpPOBaHHOE YacTMUHOe (napumnanbHoe) TpombonnactuHosoe Bpema (AYTB
(ANTB), kedannH-kaonnHosoe Bpems) (Activated Partial Thromboplastin Time,
APTT)

2 MpoTpombuH (npoTpombuHosoe Bpems, MNB), MHO (MexayHapoaHoe
HOopManin3oBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
International Normalized Ratio, INR)

1409 dakTop VIl (aHTUremodunbHbIN rnobynuH A) (Antihemophilic Globulin A, FVIII)

1410 dakTop IX, akTUBHOCTb, % (PpakTop KpncTmaca, aHTUremodunbHbIN GakTop «B»)
Factor IX, Activity,% (Christmas Factor, anti-hemophilic globulin “B”)

1412 AHTU-Xa akTuBHOCTb, ME/Mn (TenapuH, KoHueHTpauma, ME/mn), Anti-Xa activity,
IU/ml (Heparin concentration, IU/ml)

1413 dakTop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %)

3 ®ubpuHoreH (Fibrinogen, FG)

4 AHTUTPOMOBWH llI, % akTneHocTu (AT Ill, Antithrombin 111, % Activity)

194 TpombuHoBsoe Bpemsa (TB) (Thrombin Time, TT)

164 D-aumep (D-Dimer)

190 BonyaHouHbINM aHTUKoarynsaHT (BA) (Lupus Anticoagulant, LA )

1263 MpoTtenH C, % akTnsHocTtu (Protein C, % Activity)

1264 MpoTenH S cBoboaHbIi (Protein S, Free)

1153 MnasmuHoreH (Plasminogen)

0ObC103 lFemocTasmorpamma (Koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

0OBC109 lFemocTasmorpamma (Koarynorpamma) pacwmpeHHan (Hemostasiogram
(coagulogram), extended

1801 UccnepoBaHue akTMBHOCTM daKkTopa I

1802 UccneposaHne akTMBHOCTM daKTopa V

1803 UccnepoBaHMe akTUBHOCTM daKkTopa X

1804 UccnepoBaHue akTMBHOCTM dakTopa Xl

1805 NccnepoBaHue akTMBHOCTM dakTopa Xl

1417 dakTop BunnebpaHpa (puctouetnH-kodpakTopHas aktueHocTb) (Von Willebrand
Factor ristocetin cofactor activity)

1156 ®dunbprH MoHOMEp, pacTBopUMble GPUBPUH-MOHOMEpPHbIE KoMmnieKcbl (PPMK)

1822 NccnepoBaHue MHAEKCA PUCTOLLETUHOBOM aKTUBHOCTM daKkTopa BunnebpaHaa

1823 MccnenoBaHWe KoNNareHCBA3bIBalOLWEN aKTUBHOCTM daKTopa BunnebpaHaa




1824 KomnnekcHoe nccnegosaHne GpyHKUMOHANbHOM aKTUBHOCTM daKTopa

BunnebpaHga
1214 UccnepoBaHme akTMBHOCTM npoTeasbl ADAMTS-13
1902 PaclwmpeHHbI NOUCK BONYAHOUYHbIX aHTUKOAry/IAHTOB B M1a3Me B COOTBETCTBUM C

pekomeHaaumamm MexayHapoaHoro ObuLecTsa no Tpombo3am U remocTasy
(Lupus Anticoagulant Diagnostic in Plasmaon recommendation ISTH)

1800 NccnepoBaHue akTMBHOCTM dakTopa VI

4. BUOXUMWUYECKHUE UCCJIEOOBAHUA KPOBM

4.1. YrneBoabl

16 Intoko3a (Glucose)

17 dpykTozamuH (Fructosamine)

18 InuKkunposaHHbIit remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB)
215 NakTar (Lactate)

rmr2 [NIOKO30-TONEPAHTHBIN TECT C oNpeaeneHUeM r10K03bl B BEHO3HOW KPOBM

HaTOLW,aK M nocsie Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test,
OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous Blood)

rmrc2 [ NOKO30-TOJIEPAHTHbIM TECT C ONpeaesieHUEM IOKO3bl 1 C-nenTuaa B BEHO3HOM
KPOBM HATOLLAK M NOC/ie Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose and C-Protein Concentration (Fasting and 2 Hours after Load),
Venous Blood)

4.2. NNunnpbl, JNIMNOoNpoTenHbl, anoJfinnonpoTeuHbI

* Tect Ne33 JIMHIM BbinonHAeTcsi Tonbko B kKomnnekce ¢ Tectamu Ne 30 Tpurnuuepuabl, 31 XonectepyH obwmn n 32

30 Tpurnnuepuab! (TT) (Triglycerides)
31 XonecTtepuH obwmii (XonectepuH) (Cholesterol Total)
32 XonectepuH JINBM (XonectepmH AMNONPOTEMHOB BbICOKOW NaoTHOCTH, JINBIM, a-

xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol)

1644 XonectepuH JINHM (npamoii meTtog) Cholesterol LDL (direct)

33 XonectepuH JIMHM (XonecTtepuH AMNonpoTeMHOB HU3KOWM naoTHocTw, JINHIM, B-
xonecTtepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*

218 XonectepuH-/INMOHN (XonectepuH AMNONPOTEMHOB OYEHb HU3KOM NJIOTHOCTY,
JINOHMN, VLDL Cholesterol)

1071 NunonpotewuH (a), 1N (a) (Lipoprotein (a), Lp (a))

219 AnonvnonpotenH Al (AnonpoTeunH Al, ano Al) (Apolipoprotein Al, Apo Al)

220 AnonvnonpoTenH B (AnonpoTeunH B, ano B) (Apolipoprotein B, Apo B)

1512BILE *enuHble kucnoTsl (Bile Acids)

1619 dnekTpodopes AMNONPOTEUHOB C TUMMPOBAHUEM rUNepannuaeMmnit (Lipoprotein
electrophoresis with typing of hyperlipidemias)

2219 OKUCNIEHHbI AMNONPOTENH HU3KOW NaoTHOCTM (ox-LDL) (Oxidized low-density

lipoprotein (Ox-LDL))

4.3. Benku n aMMHOKMUCNOThI

* Tect Ne29 BbInonHAEeTCA TONbLKO B KOMMyiekce ¢ Tectom Ne28

10 |Aﬂb6yMMH (Albumin)




28 O6wmin 6enok (Protein Total)

29 Benkosble ppaKkumnm (Serum Protein Electrophoresis, SPE, SPEP)*

4050 M-rpagMeHT, CKPUHUHT. dneKkTpodopes CbIBOPOTKM KPOBU, UMMYHODUKCALMA C
NO/IMBANEHTHOM aHTUCbIBOPOTKOM, KOIMYECTBEHHAA oueHKa M-b6enka (6e3
TunuposaHus) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quantification of M-Protein (without
Typing))

4051 M-rpagueHT, TMNMpoBaHue. INeKTpodopes CbiIBOPOTKU KPOBU, MMMYHODUKCaALUA
C MaHe b0 aHTMUCbIBOPOTOK (pa3aenbHo K IgG, IgA, IgM, kanna, nambaa),
Ko/mMyecTBeHHas oueHKa M-6enka (M-Gradient, Typing. Serum Protein
Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA, 1gM, Kappa,
Lambda), Quantification of M-Protein)

1551 AnekTpodopes 6enkos mouu, onpeaeneHune Tmuna nporemHypum (Urine Protein
Electrophoresis)

1552 benok beHc-[)KOHCa B MOYE, CKPUHUHT C NPUMEHEHUEM MMMYHOPUKCALNM U
KonmyecTBeHHoe onpegeneHue (Bence-Jones Protein, Urine, Immunofixation,
Quantification )

1553 benok beHc-KoHca B Moye: MMMYHOPUKCaALLMA, KOJIMYECTBEHHOE ONpeaeneHue,
TUNUpoBaHue Kanna, nambaa (Bence-Jones Protein, Urine, Electrophoresis,
Immunofixation, Kappa/Lambda Typing, Quantification )

1539 CBobOoAHble Nerkue Lenn MMMyHorn1obyanHOB Kanna u 1ambaa cbiIBOPOTKM €
pacyeTom MHAeKca Kanna/aambaa

1540 CBoboaHbIe IeTKNe Lenm UMMYHOrN06yIMHOB Kanna 1 nambaa B moye (Urine
immunoglobulin free light chains (FLC) kappa and lambda)

153 FomoumcTtenH (Homocysteine)

1689 AMWHOKNCNOTbI B N1a3Me KPOBM - CKPUHUHIOBOE UccnenoBaHune 13 nokasatenen

1690 AMWHOKKNCNOTbI B Nf1a3me Kposu, 48 noKkasaTtenem

1792 AMWHOKMNCNOTDLI B Na3Me KPOBM - SKCNEPTHOE KOJIMYECTBEHHOE MUCCNe0BaHMe
405 BbIABNEHUA GYHKLUMOHAIbHBIX METabOoIMYECKUX U3MEHeHU (48
nokasatesnei), BOXKX-MC

1862 (Chromolab) OueHKa ¢pyHKLMM cepae’HO-COCYANCTON cUCTEMbI, PYHKLMM NOYEK -
nabopaTtopHble mapkepbl, BIXKX-MC

1863 (Chromolab) MeTunanpoBaHHble NPOM3BOAHbIE aPTMHUHA: MOHOMETUIAPTUHWUH
(MMA), acummeTpUUHbIN aumeTrunapritHuH (ADMA), cuMMeTPUYHbIM
AMMeTUNaprnHnH (SDMA) - B nnasme KpoBM. PacyeTHble COOTHOLLEHUSA:
(ADMA+SDMA)/MMA, SDMA/MMA, ADMA/MMA, ADMA/SDMA, B3}X-MC

1867 (Chromolab) OueHKa pyHKLMOHANBHOIO COCTOAHMA KMLLEYHUKA (NnocneacTema
aHTMBUOTHMKOTepanum) - nabopaTopHblie mapkepbl, IX-MC

2041 (Chromolab) dHepreTnuecknin 610K - nabopatopHbie mapkepbl, IX-MC, BIXKX-MC

2043 (Chromolab) 2¢pdekTnBHOCTL 3HEpProobecneyeHus KNeTkM (pabota MUTOXOHAPUIA)
- nabopatopHble mapkepsbl, NX-MC, BIKX-MC

2929 AnbbyMUH-rN0ByNnMHOBOE COOTHOLLIEHME (anbbyMUH, TNOBYIUH, COOTHOLLIEHUE)
(Albumin/Globulin ratio)

PACYETALB/|AnbbymuH-rno6YyNMHOBOE COOTHOLLIEHWE, pacyeT (anbbyMuH, rnobynuH,

GLO cooTHouweHue) (Albumin/Globulin ratio)

1662 L-KapHUTUH cBOBOAHbIN B KPOBU




1664 L-KapHWUTUH CBOOOAHbLIV B MOYe

1673 L-KapHUTUH 06LLNI B KPOBU

1678 L-KapHUTUH 06LNI1 B MOYe

1865 L-KapHUTUH 0b6wwmnit n cBoboaHbIN, Nnasma Kposu (L-Carnitine total and free,
blood plasma)

1866 L-KapHUTUH 0b6wwmit n ceoboaHbIN, Mmoya pasosas (L-Carnitine total and free, urine
one-time)

1899 MapokcunponuH (Hyp)

4.4. OueHka PyHKLMU NoYeK

22 KpeaTtuHuH (Creatinine)
26 MoueBuHa (Urea)
27 MoueBas kucnota (Uric Acid)

40CKDEPI  |KnyboukoBasa dunbTpauma, pacuet no popmyne CKD-EPI — kpeaTuHuH (Estimated
Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

1525 Uucratun C (Cystatin C)

1526 KnyboukoBasa dunbTpauma, pacyet no popmyne CKD-EPI — uncratmH C (Estimated
Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

PACYETCKD |Knyb6oukoBasa ¢punbtpauma CKD-EPI, pacuet
EPI1

PACYETGRF |KnyboukoBas ¢ounbTpaums (pCKP neamatp., popmyna Leapua 2009)

1646GRF OueHKa ckopocTu Knyboukosoi dunbTpauum y getei no opmyne Lsapua,
KpeaTuHuH (Estimation of glomerular filtration rate in children using the Schwartz
formula, creatinine)

OosmMm OCMONAPHOCTb CbIBOPOTKU KPOBM

1509 OCMONAPHOCTb CbIBOPOTKM KPOBM (pacyeTHbIli meToa)

4.5. IurmeHTbI

* Tect N-BINDR BbInonHsieTcsi ToNbko B koMmnnekce ¢ Tectamu Ne13 u Ne14

13 Bunmpybun obwmit (Bilirubin Total)

14 BunnpybuH npamoii (BunmpybrH KOHBIOTMPOBaHHbIN, cBA3aHHbIN) (Direct
Bilirubin, DBIL, Conjugated Bilirubin )

4.6. DepMeHTbI

8 AnaHvHamuHoTpaHcdepasa (AnAT, A/IT, ryTaMUHO-NMPOBUHOrPagHasn
TpaHcamuHasza, MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic
Transaminase, SGPT)

9 AcnapTaTtamuHoTpaHcdepasa (AcAT, ACT, rnyTaMUHO-LLaBENEBOYKCYCHaAs
TpaHcamuHa3sa, M'UT) (Aspartateaminotransferase, AST, Serum
Glutamicoxaloacetic Transaminase, SGOT )

11 Anbda-amunasa (a-amunasa, guacrasa) (Alpha-Amilase, a-Amylase)

12 Anbda-amunasa naHKkpeaTnyeckas (P-nsodpepmeHT ammnasbl) (Pancreatic a-
Amylase)

15 Famma-rnytamunTpancnentuaasa ([T, rnyTamuntpaHcnenTtuaasa) (Gamma-
Glutamyl Transferase, GGT)

19 KpeaTnHKnHaza (KpeatnHdocdokuHasa, KK, KOK) (Creatine Kinase, CK, Creatine

Phosphokinase, CPK)




20 KpeaTuHKnHasa-MB (KpeatuHpocdpokunHaza-MB, KK-MB, KPK-MB) (Creatine
Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)

23 Nunasa (Tpuaumunranueponaumarngponasa) (Lipase)

24 NakrtatgernaporeHasa (147, L-naktat, HAQ+OKcmaopenyKkrtasa) (Lactate
Dehydrogenase, LDH)

34 XonuHactepasa (S-MNceBgoxonnHacTepasa, xonmMHacTepasa ll, S-X3,
aunnxonuHruaponasa) (Cholinesterase, Pseudocholinesterase, PCHE)

36 docdarasa wenoyHaa (LLP) (Alkaline Phosphatase, ALP)

1676 Ko3H3nm Q10 B KpoBsu

1418 KocTHbI depmeHT wenoyHon pocdatasbl (Octasa)

2039 (Chromolab) Mapkepbl ancébuosa (apabuHosa, apabuHuton) 8 moude, N’X-MC

4.7.

OueHkKa cocTosi

HUA UHKPETOPHOW 1 cekpeTopHou d-Lmnin XKKT

216 FacTpuH (Gastrin)

294 MencuHoreH | (Pepsinogen |)

295 MencuHoreH Il (Pepsinogen I1)

2111 MencuHoreHsbl | 1 Il ¢ pacdieTom cooTHolleHus (MencuHoreH I/MencuHoreH Il)
(Pepsinogen I/Pepsinogen Il, PG1/PG2)

FACTP FacTponaHenb (GastroPanel)

978 CTumynsaumoHHas npoba — MactpmH-17 (cTumynupoBaHHbIi) (Gastrin-17

Stimulation Test, Gastrin-17, G-17)

4.8.

Mapkepbl MeTabonuama KOCTHOM TKaH!

146 OcteokanbumH (KocTHbilh Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla
Protein, BGP)

928 25-0OH BuTamuH D 061wwmin (25-0OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol)

203 C-KoHueBble TesionenTuabl KonnareHa | Tuna (6era-CrossLaps, C-TepMUHaNbHbIN
Tenonentua, CT) (Carboxyterminal Cross-linking Telopeptide of Bone Collagen,
Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, B-CrossLaps Serum, C-
Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

204 N-TepMWHaNbHbIN NponenTua npoKoanareHa 1 obwwmit (Procollagen Type 1 N-
terminal Propeptide, PINP, Total)

147 OesokcunupuguHonvd (4NNA) 8 mouye (Deoxypyridinolinein, DPD, Urine)

4.9.

AHTUMOKCUAAHTHbIN cTatyc

1231 InyTatmoH obwuit (Glutathione Total)

1679 8-OH-Ae30KcMryaHo3uH B KpOBU

1681 ManoHoBbIN gManbaerus,

1370 KomnneKkcHaA oueHKa OKCMAATUBHOIO cTpecca

1741 (Chromolab) FnytatMoH cBob6oaHbIN (BOCcCTaHOBAEHHbIN, GSH) B KpoBM

(Glutathione reduced), BOXX-® /1

4.10. ButTaMuHbI

117

ButamumH B12 (umaHokobanamuH, kobanamuH) (Cobalamin)

118

donuesan kucnota (Folic Acid)




928 25-OH ButamumH D 06wumii (25-0OH Vitamin D Total, 25(0H)D, 25-Hydroxycalciferol)
1317B12 AKTUBHbIN BUTamMuKH B12 (TonoTpaHckobanamuH, Active-B12, Holotranscobalamin)
877 ButamuH K1 B cbiBopoTKe (punnoxmHoH) (Vitamin K1, Phylloquinone, Serum)
931 ButamuH A B cbiBopoTKe (petuHon) (Vitamin A, Retinol, Serum)

932 ButamuH E B cbiBOpoTKe (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol,
Serum)

1581 Omera-3 nHgekc (Omega-3 Index)

1587 *upHble KucnoTbl, Nnpoduab: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -
6, -9, plasma)

1604 ButamuH B1 (ThamuH)

1609 ButamumH B2 (pnbodnasuH)

1610 ButamumH B3 (HMKOTUHamuMA)

1608 BuTamumH B5 (naHTOTEHOBas KMcnoTa)

1605 ButamuH B6 (nupugokcanbdocdar)

1611 ButamumH B7, H (61MOTUH)

1606 ButamuH C (ackopbuHoBasa Kucnota)

1614 PeTuHun nanbmuTat

1615 beTta-kapoTuH

1603 1,25-gurngpokemnsmtammH D3 (1,25-dihydroxivitamin D3)

1616 Butamuu 25(0OH)D2 1 25(0OH)D3, pasaenbHoe onpeaeneHme (BIXKX - MC/MC)

1827 Mu1po- n BoaopacTBoOpmMMble BUTAMUHDI

1828 Kupopactsopmmble BUTaMUHbI

1829 Bopopactsopumbie BUTAaMUHBI

1830 HelpoTponHbie BUTAMMUHbI

OBbC156 ButamuH [l 1 MMHepasnbHbli 06meH

1613 ButamumH K2 (meHaxmnHoH-4) (Vitamin K2, Menaquinone-4, serum)

1661 ButamuH K2, MeHaxuHoH-7, cbiBopoTKa (Vitamin K2, Menaquinone-7, serum)

1613/61 ButamuH K2: MK-4 n MK-7, cbiBopoTKa (Vitamin K2: MK-4 and MK-7, serum)

0004HMY  [ButamuHbl rpynnsi B (B1, B2, B3, B5, B6, B7, B9, B12) (B vitamins (B1, B2 ,B3, B5,
B6, B7, B9, B12))

1794 (Chromolab) Omera-3 nHaeKc - oTHoWeHWe 3 iKko3aneHTaeHoBo (EPA),
AoKo3saneHTaeHoBow (DPA) n aoko3sarekcaeHoBol (DHA) *KMpPHbIX KUCNOT K
CYMMapHOMY COAEPKAHMUIO }KUPHbIX KUCNOT B LLeSIbHOW KPOBU Y 3PUTPOLLUTAPHbIX
MeMbpaHax: OLEeHKa PUCKOB BO3HMKHOBEHMA CePAEYHO-COCYANCTbIX
3aboneBaHn U MHbapKTa MMoKapaa, MNX-NUA4

1796 (Chromolab) Butamun B6 (nMpuaokcanb-5-pocdat) B nnasme Kposu, BIKX-
MC/MC

1798 (Chromolab) *upopacteopumbie BUTamuHbI: A (petuHon), D (25-OH D2/D3

cymmapHo), E(anbda-tokodepon), K1 (dbnnnoxmHoH) - 8 Kposu, BIKX-MC/MC
((Chromolab) Fat-soluble vitamins: A (retinol), D (25-OH D2/D3 total), E (alpha-
tocopherol), K1 (phylloguinone) - in the blood, HPLC-MS/MS)




1861

(Chromolab) ButamuHbl rpynnbi B: B1(tTnamuH-nupodocdar), B2(PAL),
B3(HuauwuH), B5(naHToTeHoBasA Kncnota), B6(nupuaokcanb-5-dbocoar),
B7(61oTuH), B9(ponnesas kucnota), B12(kobanamuH) 8 Kposu, BIXKX-MC/MC;
MXM ((Chromolab) B vitamins: B1(thiamine pyrophosphate), B2(FAD), B3(niacin),
B5(pantothenic acid), B6(pyridoxal-5-phosphate), B7(biotin), B9(folic acid),
B12(cobalamin) in blood, HPLC-MS/MS; IHM)

1743

OnpegaeneHune KoHUeHTpauumn ButammHa Bl(tnamunnupodocdar), uenbHas
KpOBb

1744

OnpegeneHune KOHUeHTpaLmm ButamunHa B2(PAL), uenbHan Kposb

2060

(Chromolab) BuTaMmHHO-MWHEpPanbHbIA KOMMAeKc. HeHcKan penpoayKTUBHas
cuctema (Fe, Cu, Zn, Se, Mn, Mg ; ButamuHbl A, C, E; Omera-3, omera-6 upHble
KMCNOTbI

1665

CBoboaHble *UpHble KucnoTbl (Free fatty acids)

4.11. HeopraHu4eckue BellecTBa

* 1ecT 155 BbINONMHsAETCA NPU OfQHOBPEMEHHOM 3aKka3e TecToB Ne48 u Ne49

39 Kanuii/HaTpuii/Xnop B cbiBopoTKe Kposwu (K+/Potassium, Na+/Sodium, CI-
/Chloride, Serum)

37 Kanbumii obwmii (Ca) (Calcium Total)

37/10 Kanbumii KOPPEKTUPOBAHHDIN MO aIbOYMUHY

165 Kanbumit MoHM3npoBaHHbIM (Ca2+, cBobogHbINn Kanbumii) (lonized Calcium, Free
Calcium)

40 MarHui (Mg) B cbiBopoTKe KpoBu (Magnesium (Mg), Serum)

41 docdop HeopraHuyeckuit (P) (Phosphorus (P))

48 eneso (Fe) B cbiBOopoTKe KpoBu (lron (Fe), Serum)

49 JNlaTeHTHan (HeHacbIWEeHHanA) Kene30CBA3bIBatoLLasA CMOCOBHOCTb CbIBOPOTKU
Kposu (JTKCC, HXCC) (Unsaturated Iron Binding Capacity, UIBC)

155 O6uasn Kene3ocBasbiBatoLLan cNocobHOCTb cbiBOPOTKU (OHKCC) (Total Iron
Binding Capacity, TIBC)*

1693 AMMMaK B niasme Kpoeu (Ammonia in blood plasma)

2065 BukapboHat

4.12. Cneundpmyeckue 6enkm

42 AHTucTpenTonnsnH-0 (ACN-0, AC/I0) (Antistreptolysin-O, ASO)

43 C-peakTtuBHbIit 6enok (CPB) (C-Reactive Protein, CRP)

1643 BbICOKOUYYBCTBUTENbHbIN C-peakTUBHbIN 6enoK (Kapamo)

44 PesmatoungHbiit pakTop (PP) (Rheumatoid Factor, RF)

840 LUepynonnasmuH (Ceruloplasmin)

841 Fantorno6buH (Haptoglobin)

1210 Anboda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M)

1200A1AT |Anbda-1l-aHTuTpuncuH (A1AT), KoHueHTpauma (Alpha-1-Antitrypsin, A1AT, AAT,
Concentration)

832A1A Anboda-1-aHtutpuncuH (A1AT), deHoTMnupoBaHue (Alpha-1-Antitrypsin, A1AT,
AAT, Phenotyping)

50 TpaHcoeppuH (Cngepodunmt) (Transferrin)

51 depputuH (Ferritin)

21 MwuornobuH (Myoglobin)




1631 HaTpuitypeTnueckoro ropmoHa (B-tuna) N-koHuesol nponentung (NT-proBNP, N-
Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

157 TponoHuH-I (Troponin-I)

838 Kapbornapat-gedumuntHblii TpaHcheppuH (Carbohydrate-Deficient Trancferrin,
CDT)

839 Kapbornapat -aepuumTtHbIn TpaHceppuH ¢ anekTpodoperpammoit (Carbohydrate

Deficient Transferrin with results on an electrophoregram (CDT))

1566 lencngmH 25 (6noakTtnsHbIi) (Hepcidin 25, bioactive)

1595STFR  |PactBopumbie peuenTopbl TpaHcheppuHa (pTOP, Soluble Transferrin Receptor,
sTfR)

1700 MpokanbuMTOHUH (Procalcitonin)

TR157 BbICOKOUYBCTBUTE/IbHbIN TPOMOHWH B CTPAaTUDUKALMKN KapaMopUCKa CTabUNbHbIX
ambynaTopHbIX NALNEHTOB

1275 NccnepgoBaHMe KOHLEHTPALUMKU CbIBOPOTOYHOrO amunonga A (SAA)

1632 HaTpuitypetnueckoro ropmoHa (B-tuna) N-koHuesoi nponentung, (NT-proBNP, N-

Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

1856 PIVKA-Il — 6enoK, HAyuMpOBaHHbIA OTCYTCTBMEM BUTamMHa K nam ero
aHTaroHucTom-|
1258 KomnneKkcHan oueHKa Tpodonormyeckoro cratyca (anbbymuH, npeanbbymuH,

PEeTUHON-CBA3bIBAOWMI BENOK)

1258ALB AnbbyMuH

4.13. OHKOMapKepbl

* Heo6XxoAMM 3aKa3 AOMNONMHUTENbHbIX TECTOB

103 MCA o6wumii (MpocTaTnyeckuii cneunduyecknin aHTuren obwuii) (Prostate-Specific
Antigen Total, PSA Total)

0OBC69 OHKOPUCK My¥KCKOI: NpeacTaTenbHan Xenesa (Male oncologic risk: prostate)

2113 OueHKa 3g0poBbsa npoctaTsl (MCA o06u., MNCA cB., -2proPSA, phi)

171 KanbumTtoHuH (Calcitonin)

92 Anboa-petonpotenH (APMN) (a-Fetoprotein, AFP)

141 PakoBO-aMbpUOHanbHbIM aHTUTeH (P3A, KapUMHO3IMOPUOHANbHbIA aHTUTEH)
(Carcinoembryonic Antigen, CEA)

142 CA-15-3 (YrneBogHbliit aHTUreH 15-3) (Carbohydrate Antigen CA-15-3, Cancer
Antigen CA-15-3)

166 CA-72-4 (YrneBogHblih aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer
Antigen CA-72-4)

144 CA-19-9 (YrneBogaHblit aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer
Antigen-Gl)

167 UunTokepatmHoBblit pparmeHT (Cyfra 21-1, dparmeHT untoKepaTnHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
Fragments, Cyfra 21-1)

143 CA-125 (YrneBogHblt aHTureH 125) (Carbohydrate Antigen CA-125, Cancer
Antigen CA-125)

1281 HE4 (Benok 4 sanuangmmuca Yenoseka) (Human Epididymis Protein 4, HE4)




ROMA1 OugeHKa pucKa paka andHukos no anroputmy ROMA (Risk of Ovarian Malignancy
Algorithm, anropuTm pacyeta pMcKa snUTENMaNbHOTO paka AMYHMKOB) (anA
eHWMH go meHonaysbl) (Risk of Ovarian Malignancy Algorithm, ROMA (Before
Menopause))

PACYHYETRO |ROMA1 PacueT nHgekca

MA1

ROMA2 OueHKa pu1cKa paka sMd4HuKoB no anroputmy ROMA (Risk of Ovarian Malignancy
Algorithm, anropuTm pacyeta pMcKa sNUTENMANBHOTO paka AMYHMKOB) (anA
eHLWMH nocne meHonaysbl) (Risk of Ovarian Malignancy Algorithm, ROMA (After
Menopause))

PACYETRO |ROMA2 PacuyeT nHgekca

MA?2

1280 CA-242 (YrneBogHbl aHTUreH 242, onyxonesbiit mapkep CA-242) (Carbohydrate
Antigen CA-242, Tumor Marker CA-242)

208 BeTa-2-MUKPOornobyamH (B-2-mmnkpornobynnH) B cbiBOpOTKe Kposu (Beta-2-
Microglobulin, BMG, Serum )

209 HenpoHcneuundumueckan eHonasa (HCE) (Neuron-Specific Enolase, NSE)

946 XpomorpaHuH A (Chromogranin A, CgA)

1198 Benok S100 (S100 Protein)

1296 SCC (AHTMIreH NNOCKOKNETOYHOM KapumnHoMsbl) (Squamous Cell Carcinoma Antigen,
SCCA, SCCAg)

1297 UBC (AHTUreH paka MOYEeBOro Ny3bips, UCCAeaoBaHMe PacTBOPMMbIX GpparmeHToB
uuTokepatuHoB 8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder
Cancer, UBC)

4050 M-rpagMeHT, CKPUHUHT. dneKkTpodopes CbIBOPOTKM KPOBU, UMMYHODUKCALMA C
NO/IMBANEHTHOM aHTUCbIBOPOTKOM, KOIMYECTBEHHAA oueHKa M-b6enka (6e3
TunuposaHusa) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quantification of M-Protein (without
Typing))

4051 M-rpaZMeHT, TMNMpoBaHue. INeKTpodopes CbiIBOPOTKM KPOBU, UMMYHODUKCAUMSA
C MaHesiblo aHTUCLIBOPOTOK (pasaensHo K IgG, IgA, 1IgM, kanna, nambaa),
Ko/MyecTBeHHas oueHKa M-6enka (M-Gradient, Typing. Serum Protein
Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA, 1gM, Kappa,
Lambda), Quantification of M-Protein)

104 MCA cBoboaHbIi (MpocTaTUYecknin cneunduyeckuini aHTUreH cBobogHbIN)*

PSA103 MCA o6wumii (MpocTaTnyeckuii cneunduyecknin aHTuren obwuii) (Prostate-Specific
Antigen Total, PSA Total)*

7650 MonekynsapHO-reHeTU4YeCcKan AMArHOCTMKa paKka NpeacTaTe/ibHOW Xenesbl

35 docdartasza kucnas (KP) (Acid Phosphatase, ACP)

1453 CA 50 (YrnesogHbliit aHTureH CA 50) (Carbohydrate Antigen 50, Cancer Antigen 50)

5. OLIEHKA ®YHKLMN 3HOOKPUHHOW CUCTEMbI

5.1. OueHka cpyHKLMM runocusa

* TecT 6161 BbINONHAETCA NP OQHOBPEMEHHOM 3aka3e TecTta 61

100

AZPeHOKOPTUKOTPONHbIN ropmoH (AKTT, kopTukoTponuH) (Adrenocorticotropic
Hormone, ACTH)




56 TupeoTponHbIii ropmoH (TTT, TupotponuH) (Thyroid Stimulating Hormone, TSH)

99 ComaTtoTponHbI ropmoH (comatoTtponuH, CTT) (Growth Hormone, GH)

174 ComatomepgmH C (MHcynnHonoaobHbIn daktop 1) (Somatomedin C, Insulin-like
Growth Factor 1, IGF-1)

59 donnmkynoctumynnpyrowmii ropmoH (PCr) (Follicle Stimulating Hormone, FSH)

60 NotenHmnsnpytowmii ropmodH (/1) (Luteinizing Hormone, LH)

61 MponakTuH (Prolactin)

6161 MakKponponaKtuH (Macroprolactin)*

1645 MenaTtoHuH, nnasma (Melatonin, plasma)

5601 Makpo-TTT

5.2.

OueHKa (PyHKLUW LMTOBUAHOM Xene3bl

56 TupeoTponHbIiii ropmoH (TTF, TupoTponuH) (Thyroid Stimulating Hormone, TSH)
54 TUpPOKCUH 06Wwmii (T4 0bwmin, TeTpalioATUPOHUH obwumit) (Total Thyroxine, TT4)
55 TupoKcuH cBobogHbin (T4 cBoboaHbIn) (Free Thyroxine, FT4)

52 TpuihoaTMpoHuH obwmii (T3 obwmin) (Total Triiodthyronine, TT3)

53 TpuitoaTMpoHuH ceoboaHbili (T3 cBoboaHbIi) (Free Triiodthyronine, FT3)

1612 TpuiioaTMPOHUH peBepcuBHbIN (T3 peBepcuBHBbIN, Reverse Triiodthyronine).

196 TUPOKCMHCBA3bIBatOLWAA CNOCOBHOCTL (MOrnoWweHWe TMPEOUAHbIX FOPMOHOB;
MHAEKC CBA3bIBAaHUA TUPOKCUHA; MHAEKC cBOBoAHOro TUpoKcmHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index, TBI,
free T4Index, fT4l)

197 Tupeornobynun (TT) (Thyroglobulin, TG)

57 AHTUTENa K Tupeornobynunny (AT-TT) (Anti-Thyroglobulin Autoantibodies,
Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)

58 AHTUTeNa K TUpeonaHoi nepokcngase (AT-TMO, MUKPOCOMabHble aHTUTENA)
(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO
Antibodies, TPOAb, Anti-TPO)

198 AHTUTENA K MUKPOCOMasbHOM dpakuum TupeoumnTos (AT K MMKPOCOManbHOMY
aHTUreny Tupeountos, AT-MAT, AMAT, TupeonaHble aHTUMUKPOCOMAbHbIE
aHtutena) (Anti-Thyroid Microsomal Antibodies)

199 AHTUTena K peuentopam TTT (AT K peLenTopam TUPEOTPONHOrO rOPMOHa B
CbIBOPOTKe KpoBM, AT-pTTl) (Thyroid-Stimulating Hormone Receptor Antibodies,
TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor immunoglobulin, TBII)

1706 KanbLUMTOHUH B cMbIBe NYHKLMOHHOM Mrabl (Calcitonin in puncture needle flush)

5.3.

OueHKa (hyHKLMUN KOPbI HaANOYeYHUKOB

65 KopTtuson (TmgpokopTtnsoH) (Cortisol, Hydrocortisone)

178 CBoboaHbIl KOpPTM30A, cyTouHaa moda (Free Cortisol, Free Hydrocortisone, 24-
Hour urine)

1508 KopTtuson, cntoHa (Cortisol, Saliva)

205 AnbpoctepoH (Aldosterone)




206 PeHuH (PeHWH nnasmbl KpoBu, Npamoe onpegenerue) (Direct Renin, Plasma)

DRE206 PeHWH (PeHMH nnasmbl KpoBu, npsamoe onpegeneHune) (Direct Renin, Plasma)

1302ARR AnbaocTepoH-peHnHoBoe cooTHolleHue (Aldosterone-Renin Ratio, ARR)

1301 MperHeHonoH (Pregnenolone)

1573 KopTtuson, 9A — catoHa, 4 nopumu, cooTHoweHue [DA-kopTnson

ALD205 AnbpoctepoH (Aldosterone)

1728 (Chromolab) Koptuson B catoHe (ogHa nopums), BIKX-MC/MC

1733 (Chromolab) KopTrson B catoHe (yTpeHHsa nopuus 8:00, BeuepHsa nopuus
23:00), B3XX-MC/MC

1734 (Chromolab) KopTtuson B cntoHe, 4 nopuumn, BIXKX-MC/MC

1735 (Chromolab) Koptrson (6 nopuuit), aermapoanuaHgpoctepoH (4r3A), BbiasneHue
cTpecca u ero ctaamu, BOXX-MC/MC

1722 (Chromolab) KopTn3on, KOPTU30H, 6-TMAPOKCMKOPTMU30/1 U UX COOTHOLLEHUSA B
move, ' X-MC

1711 KopTuson (nopumm cntoHbl - TpU YTPEHHUE, NONYAEeHHAn, AHEBHAs U BeYyepHAs — 6
nopuwni), derngpoanunaHapoctepoH (4r3A), cootHoweHue AMDA u KopTrsona
(Cortisol (saliva portions - three morning, midday, afternoon and evening - 6
portions), Dehydroepiandrosterone (DHEA), the ratio of DHEA to cortisol)

1919 CrepougHbiit npodunb B catoHe (11 nokasarteneit)

1920 CrepongHbiii npodunb B cntoHe (13 nokasatenei)

5.4.

OueHKa aHAPOreHHoro cratyca

64 TectocTepoH (Testosterone)

169 CBoboaHbIl TecTocTepoH (Free Testosterone)

168 OunrngpotectoctepoH (4IT) (Dihydrotestosterone, DHT)

195 AHppocTeHanoH (Androstenedione)

170 AHApoOCTeHAMON rOKYpoHUg, (AHapocTaHaAMoN ratokypoHua) (Androstanediol
Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G)

101 OernaposnuangpoctepoH-cynboart (3A-S04, Dehydroepiandrosterone sulfate,
DHEA-S)

1602 JdervaposnuaHapocTepoH (HEKOHBIOTMPOBAHHbIN)

156 17-keTocTepounabl (17-KC) B moue (17-Ketosteroids, Urine)

154 17-OH- NporecTtepoH (17-Hydroxyprogesterone, 17-OHP)

149 FnobynuH, cBA3bIBatOWMI NonoBble ropMoHbl (TCMT) (Sex Hormone-Binding
Globulin, SHBG)

1715 (Chromolab) AHapoOreHbl, FIOKOKOPTUKOUAbI, MUHEPANOKOPTUKOUARI,
NporecToreHsbl, X NPeawecTBEHHUKN U MeTabonuTbl (13 nokasaTesneli) B KPOBH,
B3X¥X-MC/MC

1725 (Chromolab) AernaposnmaHapocTepoH B c/loHe (MccnefoBaHMe ANA 1L, cTaplie
18 net), BaXX-MC/MC

1726 (Chromolab) CrepounaHbiii npoduns B citoHe (4 nokasatens), BIXKX-MC/MC

1729 (Chromolab) AHaporeHbl, rIOKOKOPTUKOUAbI, MUHEPANOKOPTUKOUARI,

nporecToreHsbl, X NPeaWecTBEHHUKN U MeTabonunTbl (12 nokasaTeneli) B KPOBHU,
B3XX-MC/MC




1730

(Chromolab) AHaporeHbl, FIOKOKOPTUKOMAbI, MUHEPaNIOKOPTUKOUAbI,
nporecTareHbl, UX NpeaLecTBEHHUKMU U meTabonTbl (18 noKasaTteneit) B KpoBHy,
B3XX-MC/MC

1731

(Chromolab) TectocTepoH B Kposu, BIHKX-MC/MC

1732

(Chromolab) AernapoanunaHapoctepoH-cynbdat (ArA-SO4) B Kposu, BIMKX-
MC/MC

1736

(Chromolab) AHaporeHbl, rIIOKOKOPTUKOUAbI, 3CTPOreHbI, MporecTareHsbl, UX
npeawecTBeHHUKN U meTabonunTsl (8 nokasaTeneit) B catoHe (Androgens and their
metabolites (8 indicators), salivary), B3}X-MC/MC

1737

(Chromolab) AHaporeHbl, rIIOKOKOPTUKOU I, MUHEPANOKOPTUKOUAbI, 3CTPOTEHbI,
nporecrtareHbl, UX NpeawecTBEHHUKM U MeTaboanTbl (13 nokasartenen) B ctoHe
(Androgens and their metabolites (13 indicators), salivary), B*X-MC/MC

1738

(Chromolab) TectocTepoH cBo60AHbIN B CAtOHE (MCCneaoBaHMe ANS AL, CTaplue
18 net) (Testosterone Free), BIXX-MC/MC

1739

(Chromolab) CtepouaHbiii npoduab 13 nokasaTenei c onpeaeneHmem
nperHeHonoHa (Salivary steroids (13 indicators), pregnenolone), B3¥X-MC/MC

1717

(Chromolab) AHgporeHbl 1 nx metabonuThbl (8 NnoKasaTtenen), pacyer
COOTHOLIEHUI: AernapoannaHapocTepoH (Ar3A), aHApPOCTeHANOH, TECTOCTEPOH,
aHAPOCTEPOH, 3MMAHAPOCTEPOH, STUOXOIAHOIOH, ANMUTECTOCTEPOH,
nperHaHTpmon B moye, NX-MC

1720

(Chromolab) AHaporeHbl 1 X MeTaboNnTbl, PaCYET COOTHOLIEHWI, 3CTPOreHbl U
nporectareHbl (12 nokasatenei): aernapoanmaHapoctepoH (AM3A),
aHAPOCTEHAMOH, TECTOCTEPOH, aHAPOCTEPOH, 3MMAHAPOCTEPOH, 3TUOXONAHO/IOH,
3MUTECTOCTEPOH,NPErHAHTPUON, 3CTPAANON, SCTPOH, 3CTPUOA, NPErHAHANON B
moye, 'X-MC

1713

(Chromolab) AHaporeHbl, rIOKOKOPTUKOUAbI, MUHEPANOKOPTUKOUAbI, SCTPOTEHbI,
nporecTtareHbl, UX NpeaWwecTBEHHUKM U MeTabonnTbl (16 nokasaTenen) B KPoBM,
B3XX-MC/MC

1748

CtepongHbiii npodunb B Kposu (12 noKasaTtenen)

1875

17-OH-nporectepoH B Kposu, BIXKX-MC/MC (17-OH-progesterone, blood)

1876

HernaposnuaHapocrepoH-cynbodaT B Kposu, BIXKX-MC/MC
(Dehydroepiandrosterone sulfate, blood)

1877

TectocTtepoH obwnit B Kposu, BIKX-MC/MC (Total testosterone, blood)

1626

CrepongHbiit npodunb B catoHe (TectocTepoH, [ernapoannuaHapocTepPOH,
AnppocteHanoH, Koptnuson, KoptnsoH, 3ctpagnon, MporectepoH, 17-OH-
nporecTepoH)

5.5

. OcTporeHbl U N

porecTuHbl

62 3ctpaguon (32) (Estradiol, E2)

63 MporectepoH (Progesterone)

1771 MeTabonnTbl 3CTPOreHoB 1 NporectepoHa, 24-4 moya (Estrogens and
progesterone metabolites, 24-h urine)

1714 (Chromolab) 3ctpaguon 8 kposu, BIKX-MC/MC

1716 (Chromolab) 3cTporeHbl: acTpaanon, SCTPOH 1 3CTPUOA B KPoBM, BIKX-MC/MC

1718 (Chromolab) 17-OH nporectepoH B Kposu, BIHKX-MC/MC




1719

Chromolab) 17-OH-MperHeHon0oH cBo60OAHbIN B KpoBK, BIKX-MC/MC

1724

Chromolab) MporecrepoH B kposu, BIKX-MC/MC

1727

Chromolab) 3ctpaanon ceoboaHbiin B cntoHe, BIMKX-MC/MC

2037

_—

Chromolab) MeTabonnTbl acTporeHoB, pacyeT COOTHOLWEHUSA (OLEHKa pUCKa
pa3BMUTUA OHKONaToorMn) B moue, BIXKX-MC/MC

1721

(Chromolab) 3cTporeHbl 1 nporectareHsbl (4 NoKasaTens): 3CTPaAnoN, 3CTPOH,
s3cTpuon, nperdaHamon B moye, 'X-MC

1723

(Chromolab) 3cTporeHbl U Mx MeTaboNnUTbl: 3CTPa[MON, SCTPOH, 3cTpmon, 16a-
OHE1, 2-OHE2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1 v pacyeT COOTHOLLEHMIA;
nperHaHanon - meTabonut nporectepoHa (10 nokasaTeneit) B moye, BIHKX-
MC/MC; I'X-MC

1871

(Chromolab) OnpegeneHune pe3snCTEHTHOCTM K NPOrecTepoHy

1192

MporectepoH B CAtoHe

2057

(Chromolab) XMC TecT. PenpoayKTMBHOE 340Pp0BbE *KEHLWMHbI (MoYa). ICTporeHsl
N UX MeTaboInTbl: 3CTPAAMO, 3CTPOH, acTpmon, 16a- OHEL, 2-OHE2, 2-OHE1, 2-
OMekE1, 4-OMeE1, 4-OHE1 1 pacyeT COOTHOLWIEHWI; NperHaHaAnon -metabonut
nporectepoHa (10 noKasaTeneit) B CyTOUHOM MoYe; AHAPOreHbl U UX MeTabonTbI
(8 nokasaTeneit), pacyeT COOTHOLWEHUI: AernaposannaHapocTepoH (ArdA),
aHAPOCTEHAMOH, TECTOCTEPOH, aHAPOCTEPOH, SNNAHAPOCTEPOH, 3STUOXOIAHOJIOH,
3MUTECTOCTEPOH, NPErHaHTPMoa B moye; KopTuson, KOPTU3OH, 6-
rMOPOKCUKOPTU30/ U UX COOTHOLLIEHUA B MoYe; MenaToHUH cybdaT B Moye

2058

(Chromolab) XMC TecT. PenpoayKTMBHOE 340Pp0Bbe KEHLWMNHbI (CKPUHWUHT).
AHApOreHbl, FTIOKOKOPTUKOWAbI, 3CTPOrEHbI, NPOrecTareHbl, UX NpeawecTBEHHNKN
1 MmeTabonunTbl (8 NoKasaTesieit) B CIHOHE: TECTOCTEPOH, 4EMMAPO3NNAHLAPOCTEPOH,
aHAPOCTEHAMOH, KOPTU30J1, KOPTU3OH, 3CTPAAMO, NporecTepoH, 17-
OH[1]nporectepoH; KopTnson (yTpeHHAnA, NoNyAeHHas, AHEBHAA U BeYEpPHAA
nopuun), gernaposannaHapoctepoH (4r3A), cootHoweHue AMDA u KopTrsona
(mapKep cTpeccoycToumMBOCTH), BbiABAEHME CTPECCA U ero cTaauu; ButamuH D:
25-0OH D2 (25- ruapokcuaprokanbumdepon) n 25- OH D3

2061

(Chromolab) XMC Tect. CTpeccoycToinumBocTb. KopTnson (yTpeHHaAnA, nonyaeHHas,
AHEBHaA M BEYEPHAA NOpLMM), A4ernapoanmnaHapoctepoH (Ar2A), cooTHoweHMe
AM9A n KopTusona (MapKep CTPEeccoycTOMYMBOCTH), BbIAB/IEHWE CTPecca U ero
ctaguu; Koptuson (yTpeHHue, NoNyaeHHas, AHEBHAA U BEYEPHAA — 6 nopuni),
aernaposnuaHgpoctepoH (4M3A), cootTHoweHue AMDA u KopTrsona (MapKep
CTPECCOYCTOMYNBOCTH) B C/tOHE, BbIAB/IEHME CTPEcca U ero ctaamnmu




2062

(Chromolab) XMC TecT. PenpoayKTMBHOE 340P0BbE }KEHLMHbI (CAoHa).
AHApPOreHbl, IMIOKOKOPTUKOMAbI, MMHEPAIOKOPTUKOUAbI, 3CTPOreHbI,
nporecrareHbl, UX NpeaLecTBEHHUKN U MeTabonnTbl (13 nokasaTenei) B c/toHe:
TECTOCTEPOH, AerMaposnmMaHapoCTEPOH, aHAPOCTEHAMOH, KOPTMU30/, KOPTU3OH,
11-0e30KCUKOPTM30/1, KOPTUKOCTEPOH, afibA0CTEPOH, 3CTPAAMO, SCTPOH,
acTpuon, nporectepoH, 17-OH-nporectepoH; KopTtnson (yTpeHHnAs, nonyaeHHas,
OHEBHas M BeYepHAs nopuunn), gerngpoanmnaHapoctepoH (4r3A), cooTHoweHne
AM9A n KopTusona (MapKep CTPeccoycToMYMBOCTH), BbIABIEHUE CTPECCa U ero
cTaguu; MenaToHWH: CYTOYHbIN PUTM CEKpeLmu (YTPEHHAS, AHEBHAA, BEYEepPHSS,
HOYHas nopuun) B cntoHe; MenaToHUH: HoyHasa nopums (02:00- 03:00) B citoHe

2063

(Chromolab) PenpoayKTMBHOE 340P0BbE MKEHLMHbI (ONTUMYM)

2066

(FhobycMeg) OnpeaeneHve pesMcTEHTHOCTU K NPOrecTepoHy

5.6.

HecTteponaHblie perynatopHblie hakTopbl MONOBLIX XKenes3

1144

AHTUmIoNNepoB ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian
Inhibiting Substance, MIS)

1145

NHrM6umH B (Inhibin B)

1158

Tpodobnactnueckuii beta-1-rnnkonpotenH (TBI) (Trophoblastic beta-1-Globulin,
TBG)

5.7.

MOHVITOpVIHr 6epemeHHocm, Buoxmmuyeckme MapKepbl COCTOSIHUA nnoga

66 XOpPUMOHUYECKNI TOHAAOTPONUH YenioBeka (XM, 6eta-Xr4y, B-Xr4d) (Human
Chorionic Gonadotropin, HCG)

HCG66 XOpPUMOHUYECKNI TOHAaAOTPONUH YenioBeka (XM, 6eta-Xr4y, B-Xr4d) (Human
Chorionic Gonadotropin, HCG)

92 Anbda-petonpoTenH (ADM) (a-Fetoprotein, AFP)

AFP92 Anboa-petonpotenH (APMN) (a-Fetoprotein, AFP)

134 CsoboaHbIli acTpuon (Estriol Free, E3)

E134 CBoboaHbili acTpuon (Estriol Free, E3)

161 ACCOUMMPOBAHHBIN C bepeMeHHOCTbIO NPoTenH-A naasmbl (Pregnancy-Associated
Plasma Protein-A, PAPP-A)

PAP161 AccouMmnpoBaHHbIN c bepeMeHHOCTbIO NpoTenH-A nnasmsl (Pregnancy-Associated
Plasma Protein-A, PAPP-A)

189 CeoboaHbIl B-XI'Y (cBob6oaHas B-cybbeamMHULA XOPUOHUYECKOrO rOHAA0TPONMHA
yenoseka) (Free Human Chorionic Gonadotropin, Free HCG)

FBC189 CBoboaHbIl B-XIY (cBoboAHas B-cybbeamHMLLa XOPMOHMYECKOTO FOHaA0TPONMHA
yenoseka) (Free Human Chorionic Gonadotropin, Free HCG)

207 MnaueHTapHbIA nakToreH (XopmoHMyeckunini comatomammoTponuH) (Placental
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic Somatomammotropin,
CS, Human Chorionic Somatomammotropin, hCS)

PRS1 MpeHaTanbHbIN CKPUHUHT Tpncomuii: | Tpumectp (PRISCA-1) (Maternal Screen,
First Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk Calculation))

PRS1-INV MpeHaTanbHbIA CKPUHUHT Tpucomui: | TpumecTp (PRISCA-1) (Maternal Screen,

First Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk Calculation))




PACHETPRIS

PRISCA1 pacuet

CAl

PRS2 MpeHaTanbHbIM CKPUHUHT Tpncomuii: Il Tpumectp (PRISCA-2) (Maternal Screen,
Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk Calculation))

PRS2-INV MpeHaTanbHbIM CKPUHUHT Tpucomui: |l Tpumectp (PRISCA-2) (Maternal Screen,
Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk Calculation))

PRS2- MpeHaTanbHbIM CKPUHUHT Tpncomuii: Il TpumecTp (PRISCA-2) (Maternal Screen,

2MAPK Second Trimester; Prenatal Screening Il; PRISCA Il (Prenatal Risk Calculation))

PACYETPRIS [PRISCA2 pacuet

CA2

1634 MnaueHTapHbIM dakTop pocTa (PLGF)

1648 PactBopuman fms-nogo6bHaa TMpo3nHKMHa3a-1 (sFlt-1)

1649 Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cooTHolweHwue sFIt-1/PIGF

BX-PRS1 BUOXMMMYECKUI TPOMHOM TecT 2 TpumecTpa bepeMeHHOCTM 414 NPOorpaMmbl
PRISCA (Biochemical triple test of the 2nd trimester of pregnancy for the PRISCA
software)

BX-PRS2 BUOXMMMYECKMNIA TPOMHOW TECT 2 TPUMECTPa bepeMeHHOCTU A8 NPOrPaMmmbl
PRISCA (Biochemical triple test of the 2nd trimester of pregnancy for the PRISCA
software)

PAPP161 AccoumMnpoBaHHbIi c bepeMeHHOCTbI0 NpoTenH-A nnasmbl (Pregnancy-Associated
Plasma Protein-A, PAPP-A)

FBS189 CsoboaHbIl B-XIY (cBOB6OAHAaA B-cybbeaMHMNLA XOPUOHUYECKOrO roHaa0TPOoNMHa
yenoseka) (Free Human Chorionic Gonadotropin, Free HCG)

ASTRAIA1 BUOXMMMUYECKUI CKPUHUHT 1-r0 TpumecTpa 6epeMeHHOCTM ANA NPorpaMmmbl
AcTpaiin

ASTRAIA2 UccneposaHme PAPP-A u cB. B-XIY B 11-14 Hepenb 6epeMeHHOCTU C pacyeTom
PUCKOB XPOMOCOMHbIX aHOMannin B nporpamme ASTRAIA

ASTRAIA3 NccneposaHme PAPP-A u cB. B-XIY B 11-14 Hegenb 6epeMeHHOCTU C pacyeTom
PUCKOB XPOMOCOMHbIX aHOMANNM, 3a4ePKKM POCTa NA04A, NPEKAEBPEMEHHDIX
poaos., npeaknamncum B nporpamme ASTRAIA

ASTRAIA4  |UccneposaHue PAPP-A u cB. B-XI'Y v PIGF B 11-14 Hepenb 6epemeHHOCTH €
pacyeToM PUCKOB XPOMOCOMHbIX aHOMaNNM, 3a4EPKKU pOCTa NA0Aa,
npexaespeMeHHbIX PO40B, MHAMBUAYANbHOTO PUCKA NPE3KNAMMCUN B
nporpamme ASTRAIA

PACYETAST |PacueT pycKoB XpOMOCOMHbIX aHOManuini B nporpamme ASTRAIA

R2

PACYETAST |PacyeT pUCKOB XPOMOCOMHbIX aHOMAJIMI, 3a4EPKKM POCTa N104a,

R3 npexkaeBpeMeHHbIX PoAoB, Npeakaamncum B nporpamme ASTRAIA

PACYETAST |PacyeT puCKOB XPOMOCOMHbIX aHOMAJIMI, 334€PKKM POCTa N104a,

R4 npexaespeMeHHbIX POA0B, MHAMBUAYANbHOTO PUCKA NPE3KNAMMCUN B

nporpamme ASTRAIA

5.8.

OueHKa 3HAOKPUHHOW (PyHKLMY NoaXenyao4HOM xenesbl

172 NHcynuH (Insulin)
173 MpowHcynuH (Proinsulin)
148 C-nentug (C-Peptide)




11HOMA OueHKa MHCYIMHOPE3UCTEHTHOCTU: [110K03a (HaToLLaK), MHCYAUH (HaTowak),
pacyeT uHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
Homeostasis Model Assessment of Insulin Resistance, HOMA-IR)

PACYETHO |HOMA-G pacuyeT nHaeKca (Npw BbINOAHEHUU FIOKO3bl U3 CePOoit NPOBUPKN)

MA-G

PACHETHO |HOMA-IR pacyeT nHaekca

MA-IR

1742 MpouHcynnH (Proinsulin)

1837 NHAeKc nHcynnHopesncteHTHocTn CARO (BKAKOYaeT onpeaeneHune rnoKossl U
WNHCYNNHa)

CAROMED [WHAeKc nHcynmHpesmncteHTHoctn CARO

5.9. BuoreHHble aMUHbI

KATEMNN KatexonamuHbl (agpeHanuH, HopagpeHanuH, AodamMuH) B Naasme KpoBu —
KATENN (Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Plasma)

151 KatexonamuHbl (agpeHanuH, HopagpeHanuH, aobdammH) B mode (Catecholamines:
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)

950 MeTabo/nTbl KaTEXONaMUHOB U CEPOTOHUHA, CYTOYHAA MoYa:
BaHUNUMAMUHAANbHAA KncnoTa (BMK), romoBaHunmnHoBas Kucnota (MBK), 5-
rMAPoKCUMHA0NYKcycHas Kucaota (5-TMYK)(Catecholamines and Serotonin
Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)

1166 MeTaHedpuHbI GpaKkLMOHNPOBaHHbIe (CBOBOAHbIE M KOHBIOTMPOBaHHbIE), 24-
yacosana moya (Metanephrines fractionated, free and conjugated , 24-h urine)

152 KaTexonamuHbl (agpeHanuH, HopagpeHanuH, godamumH) B mode (Catecholamines:
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)

1270 fMctamuH B Nnnasme Kposu (Histamine, Plasma)

993 CepOTOHUH B CbIBOPOTKE KpoBU (Serotonin, Serum)

1159 CBoboaHble meTaHedpUHbI U HOpMeTaHedPUHbI B Nia3me KpoBu

1674 MeTaHedpurHbI GpaKLMOHNPOBaHHbIE, pa3oBas Mo4a (cBOboaHbIe +
KOHblormpoBaHHble) (Metanephrines fractionated, free + conjugated, random
urine)

1683 MeTabonTbl KaTEXONIAMUHOB U CEPOTOHNHA, Pa30Bas MoYa:
BaHUAMAMUHAANbHaA KncnoTa (BMK), romosaHuanHosas Kkucnota (MBK), 5-
r’MAPOKCUMHAONYKCYCcHas KucaoTa (5-TUYK), c nepecyueTom Ha KpeaTUHUH
(Metabolites of catecholamines and serotonin, random urine: Vanillylmandelic
Acid (VMA), Homovanilic Acid (HVA), 5-Hydroxyindoleacetic acid (5-HIAA),
normalized to creatinine)

1696 MeTaHedpuH 1 HopmeTaHedpuH cBoboaHble, nnasma, BIXKX (Metanephrine and

normetanephrine free, plasma, HPLC)




1795

(Chromolab) BuoreHHble amuHbI: aapeHanuH, HopagpeHaauH, AopamuH U Ux
METUNMPOBAHHbIEe MeTabonTbl: cBO6OAHbIE MeTaHePUH U HOpmeTaHeppPUH
(HeKkoHblornmpoBaHHble ¢ SO4), obuime metTaHedpUH U HopmeTaHedpUH
(cBob6OAHbIE N KOHbIOrMpPOBaHHbIE ¢ SO4) N KOHeYHble MeTaboNUTbI
KaTexo/laMMHOB M CEPOTOHMHA: TOMOBaHUANHOBasA KucnoTa (MBK),
BaHUAMAMUHAANbHAA KncnoTa (BMK), 5-okcumHaonykcycHas kucaota (5-ONYK) -
B Moue, BIKX-MC/MC; TX-MC

1797

(Chromolab) BuoreHHble amuHbI: agpeHanrH, HopagpeHaauH, 4odammH, Ux
MeTaboNTbl: FOMOBAHWANHOBAA KncnoTa (MBK) M BaHMAUAMUHAANbHAA KMCAOTA
(BMK); meTabonunt cepoToHmHa: 5-okcumHaonyKeycHas Kucnota (5-ONYK) - B
moue, BIXKX-MC/MC; I'X-MC ((Chromolab) Biogenic amines: adrenaline,
noradrenaline, dopamine, their metabolites: homovanillic acid (HVA) and
vanillylmandelic acid (VMA); serotonin metabolite: 5-hydroxyindoleacetic acid (5-
HIAA) - in urine, HPLC-MS/MS; GC-MS)

1799

(Chromolab) BroreHHble amuHbI: aapeHanuH, HopagpeHanvH, 4opamuH,
CEPOTOHUH N UX METUIMPOBAHHbIE METAaboIUTbI: MeTaHePPUH, HopMeTaHeDPUH -
B KpoBu, BIKX-MC/MC ((Chromolab) Biogenic amines: adrenaline, noradrenaline,
dopamine, serotonin and their methylated metabolites: metanephrine,
normetanephrine - in blood, HPLC-MS/MS)

1864

(Chromolab) BroreHHble amuHbI: aapeHanuH, HopagpeHanvH, 4opamuH,
CEPOTOHMH - B KpoBM, BIKX-MC/MC

1868

(Chromolab) MeTabonuTbl agpeHanvMHa n HopaapeHaauHa: cBoboaHble
MeTaHedpUH U HopmeTaHedpUH (HEKOHbIOrMpPoBaHHble ¢ SO4); obwme
meTaHeppuH N HopmeTaHePppuH (cBOBOAHbIE U KOHbIOTMPOBaHHbIe ¢ SO4) - B
moue, BIMKX-MC/MC

2040

(Chromolab) BroreHHble amuHbI: aapeHanuH,HopaapeHannH, 4obamMuH - B MoYe,
B3XX-MC/MC

2042

(Chromolab) MeTabonuTbl 6UOreHHbIX aMMHOB: TOMOBaHUAMHOBAnA KucnoTa (MBK),
BaHWAUAMUHAANbHAA KucnoTa (BMK), 5-okcn-mHaonykeycHaa kucnota (5-OMNYK) -
B moue, 'X-MC

1174

MeTaHedpurHbI cBObOAHbIE (MeTaHePUH U HOpMmeTaHedpPUH, 3-
METOKCUTMPaAMMH), Nna3ma Kposu (Free metanephrines (metanephrine and
normetanephrine, 3-methoxytyramine), blood plasma)

1188

MeTaHedpurHbl cBoOB6OAHbIE (MeTaHEDPUH M HOpMeTaHeDPUH, 3-
METOKCUTMPAMMH), CyToUYHasA moya (Free metanephrines (metanephrine and
normetanephrine, 3-methoxytyramine), daily urine)

5.10. Kanbuui-perynupyoiime ropmMmoHbl

171

KanbumTtoHuH (Calcitonin)

102

MapatupeongHbiii ropmoH (MapaTropmoH, napaTnpuH, MNTI) (Parathyroid
Hormone, PTH)

5.11. TOpMOHbI XXMPOBOW TKaHU

175

|I'IenTMH (Leptin)

5.12. Perynsiums apuTtponoasa

222

|3pMTpon03TMH (Erythropoetin)

5.13. OueHka pucka pa3BuTUA 3a6oneBaHUit cepaeyHO-COCYANCTON CUCTEMBI




1677

,ﬂ,VIMeTMI'IapI'VIHMH aCVIMMETpVI'-IHbIﬁ B KpOBU

OBC288

Ob6cnepoBaHMe NPU XpOHMYECKON cepaevyHol HegocTaTouyHoCTH (XCH)
(Examination for chronic heart failure (CHF))

6. MMUKPOJJIEMEHTbI

*CToMMOCTb yKa3aHa Ans npoBeAeHus nccnepoBaHusa ogHoro M3 ¢ npo6onoArotoBko/cToMMoCTb NpoBeAeHUs

6.1. MukpoanemMeHTbl B KPOBU (CbIBOPOTKA KPOBMU, LieNbHasA KPOBb)

M31 OCHOBHbIe 3cCeHUManbHble (}KM3HEHHO HEOHXOAUMbIE) MUKPO3/IEMEHTbI B
cbiBOpOTKe KpoBw (Essential Vital Elements, Essential Trace Elements, Serum)

M32 TOKCUYHbIE MUKPO3IEMEHTI (TSXKEe/Ible MeTaNbl) B BEeHO3HOM KpoBsu (Toxic Trace
Elements, Toxic Heavy Metals, Venous Blood)

M33 MWKpPO3/1EMEHTbI B CbIBOPOTKE KPOBM M BEHO3HOM KPOBU: CKPUHUHT (Trace
Elements, Serum, Venous Blood: Screening)

874 Kagmuit (Cd) B cbiBopoTKe Kposu (Cadmium (Cd), Serum )

863 KobanbT (Co) B cbiBopoTKe Kposu (Cobalt (Co), Serum)

888 Meap (Cu) B cbiBopoTKe Kposu (Copper (Cu), Serum )

892 MapraHed, (Mn) B cbiBopoTKe KpoBu (Manganese (Mn), Serum)

869 CeneH (Se) B cbiBopoTKe KpoBu (Selenium (Se), Serum)

868 LUUHK (Zn) B cbiBOpOTKE KpoBu (Zinc (Zn), Serum)

893 Hukenb (Ni) B cbiBopoTke Kposu (Nickel (Ni), Serum)

1111 3os070 (Au) B cbiBOpOTKE KpoBu (Gold (Au), Serum)

873 MonnbaeH (Mo) B cbiBopoTKe Kposu (Molybdenum (Mo), Serum)

1118 Tannuii (Tl) B cbiBopoTKe Kposwu (Thallium (TI), Serum)

883 MbiwbskK (As) B cbiBOpoTKe KpoBwu (Arsenic (As), Serum)

1491 Mop 8 coiBopoTke (lodine, serum)

814 Nntun (Li) B cbiBopoTKe Kposwu (Lithium (Li), serum)

1112 Kaamuii (Cd) B BeHO3HOM Kposu (Cadmium (Cd), Blood)

1113 Kob6anbT (Co) B BeHo3HOM KpoBu (Cobalt (Co), Blood)

1114 Megab (Cu) B BeHo3HoOI Kposu (Copper (Cu), Blood)

1115 MapraHeu, (Mn) B BeHo3HoM KpoBu (Manganese (Mn), Blood)

1116 Hukenb (Ni) B BeHo3Hol Kposu (Nickel (Ni), Blood)

1117 CeneH (Se) B BeHo3HOWM KpoBw (Selenium (Se), Blood)

1119 UUWHK (Zn) B BEHO3HOM KpoBu (Zinc (Zn), Blood)

878 CsuHeu, (Pb) B BeHo3HoI Kposu (Lead (Pb), Blood)

1141 PtyTb (Hg) B BeHo3HOI Kposu (Mercury (Hg), Blood)

6.2.

MMKpOS.ﬂeMeHTbI B Mo4e

M34 3cceHumanbHble (}KU3HEHHO HeOBX0AMMbIE) M TOKCUUYHbIE MUKPO3NEMEHTbI B
moue (Essential Vital Elements, Toxic Trace Elements, Urine)

1040 Kagmuit (Cd) B moye (Cadmium (Cd), Urine)

1034 Kobanbt (Co) B moye (Cobalt (Co), Urine)

1035 Meab, Moya, pasosasa nopuma (Copper, random urine; Cu)

889 Megab (Cu) B cyTouHOM moue (Copper (Cu), 24-Hours Urine)

1032 MapraHedy, (Mn) B moye (Manganese (Mn), Urine)

1038 CeneH ( Se) B moue (Selenium ( Se), Urine)

1036 UmHK (Zn) B moue (Zinc (Zn), Urine)

894 Hukenb (Ni) B moue (Nickel (Ni), Urine)




895 CsuHel, (Pb) B moye (Lead (Pb), Urine)

1042 PTyTb (Hg) B Moue (Mercury (Hg), Urine)

1074 Tannuii (Tl) B moye (Thallium (TI), Urine)

1037 Mbiwbsk (As) B moye (Arsenic (As), Urine)

881 AntomuHnia (Al) B mode (Aluminum (Al), Urine)

1033 eneso (Fe) B moue (Iron (Fe), Urine)

1479 Mog, (1) 8 moue (lodine (1), Urine)

6.3. MukpoanemMeHTbI B Boriocax

M38 ToKcuuHble MUKpO31emMeHTbl B Bosiocax (Toxic Trace Elements, Hair)

M39 TOKCUYHbIE U 3CCEHLManbHble MUKPO31emeHTbl B Bosiocax (Toxic Trace Elements,
Essential Vital Elements, Hair)

M310 BONbLIOKN CKPUHUHT 3/1eMeHTHOro cocTtasa Bonoc (Elemental Composition of Hair:
Screening )

1004 AmomuHunin (Al) B Bonocax (Aluminum (Al), Hair)

1126 Bapwuit (Ba) B Bosiocax (Barium (Ba), Hair)

1127 Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair)

1001 Bop (B) B Bonocax (Boron (B), Hair)

1138 BaHaawit (V) B Bosiocax (Vanadium (V), Hair)

1128 BucmyT (Bi) B Bostocax (Bismuth (Bi), Hair)

1139 Bonbdppam (W) B Bonocax (Tungsten, Wolframium (W), Hair)

1129 Fannuii (Ga) B Bonocax (Gallium (Ga), Hair)

1130 lepmaHuii (Ge) B Bosiocax (Germanium (Ge), Hair)

1011 "eneso (Fe) B Bonocax (lron (Fe), Hair)

1125 3onoTo (Au) B Bonocax (Gold (Au), Hair)

1131 Mog, (1) 8 Bonocax (lodine (1), Hair)

1019 Kagmuit (Cd) B Bonocax (Cadmium (Cd), Hair)

1006 Kanwuit (K) B Bonocax (Potassium (K), Hair)

1007 Kanbumii (Ca) B8 Bonocax (Calcium (Ca), Hair)

1012 Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair)

1005 KpemHuli (Si) B Bonocax (Silica (Si) , Hair)

1132 NaHTaH (La) B Bosnocax (Lantanum 9La), Hair)

1000 Nnutui (Li) B Bonocax (Lithium (Li), Hair)

1003 Marnui (Mg) B Bonocax (Magnesium (Mg), Hair)

1010 MapraHeuy, (Mn) B Bosiocax (Manganese (Mn), Hair)

1014 Meap (Cu) B Bonocax (Copper (Cu), Hair)

1018 MonubaeH (Mo) B Bonocax (Molybdenum (Mo), Hair)

1016 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair)

1002 HaTpwuit (Na) B Bosiocax (Sodium (Na), Hair)

1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)

1136 Onoso (Sn) B Bosiocax (Tin (Sn), Hair)

1134 MnatmHa (Pt) B Bonocax (Platinum (Pt), Hair)

1021 PtyTb (Hg) B Bonocax (Mercury (Hg), Hair)

1135 Pybuguii (Rb) B Bonocax (Rubidium 9Rb), Hair)

1022 CsuHeu, (Pb) B Bonocax (Lead (Pb), Hair)

1017 CeneH (Se) B Bonocax (Selenium (Se), Hair)

1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)

1137 CtpoHumi (Sr) B Bonocax (Strontium (Sr), Hair)

1020 Cypbma (Sb) B Bosiocax (Antimony (Sb), Hair)

1008 Tannni (Tl) 8 Bonocax (Thallium (TI), Hair)




1133 docdop (P) B Bonocax (Phosphorus (P), Hair)
1009 Xpom (Cr) B Bonocax (Chromium (Cr), Hair)
1015 LUuHK (Zn) B BONOCcax (Zinc (Zn), Hair)

1140 LiMpKoHMI (Zr) B BONocax (Zirconium (Zr), Hair)

6.4.

MukpoanemMeHTbl B HOITAX

M311 TOKCUUYHbIE MUKPO3NemeHTbl B HorTax (Toxic Trace Elements, Nails)

M312 TOKCUYHbIE U 3CCEHUManbHblE MUKPO31emMeHTbl B HOorTax (Toxic Trace Elements,
Essential Vital Elements, Nails)

M313 BonbLION CKPUHUHT 31eMeHTHOro cocTaBa Hortel (Elemental Composition of
Nails: Screening )

1076 AntomuHnin (Al) B Hortax (Aluminum (Al), Nails)

1080 Bbapwuii (Ba) B Hortsix (Barium (Ba), Nails)

1081 Bepunnuit (Be) B HorTax (Beryllium (Be), Nails)

1079 Bop (B) B HorTsix (Boron (B), Nails)

1120 BaHaawuit (V) B HorTax (Vanadium (V), Nails)

1082 BucmyT (Bi) B Hortax (Bismuth (Bi), Nails)

1121 Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails)

1089 Fannuii (Ga) B HorTax (Gallium (Ga), Nails)

1090 lFepmanuii (Ge) B Hortax (Germanium (Ge), Nails)

1088 *eneso (Fe) 8 HorTax (Iron (Fe), Nails)

1078 3onoTo (Au) B HorTax (Gold (Au), Nails)

1092 Mop, (1) B HorTax (lodine (1), Nails)

1084 Kagmuit (Cd) B Hortax (Cadmium (Cd), Nails)

1093 Kanuit (K) B Hortax (Potassium (K), Nails)

1083 Kanbymii (Ca) B HorTax (Calcium (Ca), Nails)

1085 Kob6anbT (Co) B Hortax (Cobalt (Co), Nails)

1107 KpemHuit (Si) B HorTax (Silica (Si), Nails)

1094 NanTaH (La) B Hortax (Lantanum (La), Nails)

1095 Nntui (Li) B HorTax (Lithium (Li), Nails)

1096 Marnuit (Mg) B HorTax (Magnesium (Mg), Nails)

1097 MapraHeu, (Mn) B Hortax (Manganese (Mn), Nails)

1087 Megab (Cu) B Hortax (Copper (Cu), Nails)

1098 MonnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails)

1077 Mbiwbsk (As) B HorTax (Arsenic (As), Nails)

1099 Hatpuii (Na) B HorTax (Sodium (Na), Nails)

1100 Hukenb (Ni) B HorTax (Nickel (Ni), Nails)

1108 OnoBo (Sn) B HorTax (Tin (Sn), Nails)

1103 MnaTtuHa (Pt) B HorTax (Platinum (Pt), Nails)

1091 PtyTb (Hg) B HOrTAX (Mercury (Hg), Nails)

1104 Pybugmii (Rb) B Hortax (Rubidium (Rb), Nails)

1102 CsuHel, (Pb) B HorTax (Lead (Pb), Nails)

1106 CeneH (Se) B HorTax (Selenium (Se), Nails)

1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails)

1109 CTpoHumii (Sr) B HOrTax (Strontium (Sr), Nails)

1105 Cypbma (Sb) B HorTax (Antimony (Sb), Nails)

1110 Tannni (Tl) 8 HorTax (Thallium (TI), Nails)

1101 docdop (P) B Hortax (Phosphorus (P), Nails)

1086 Xpom (Cr) B Hortax (Chromium (Cr), Nails)

1122 UmMHK (Zn) B HOrTAX (Zinc (Zn), Nails)




1123

|LI,V|pKOHm71 (Zr) B HorTax (Zirconium (Zr), Nails)

7. NEKAPCTBEHHbIA MOHUTOPUHI

*BHUMAHMUE! [laHHble nabopaTopHble UCCNeAoBaHUA He SABMAIOTCA 3KCNepTU3on. Tun uccrnepfoBaHUs —

7.1. llekapCTBEHHbLI MOHUTOPUHI

88 deHobapbuTan (/ltommHan) (Phenobarbitalum)

89 deHutonH (AndeHnH, JunaHtur) (Phenytoin)

90 Banbnpoesas kucnoTa (denakuH, KoHsynekc) (Acidum Valproicum, Depakin,
Convulexs)

91 KapbamasenuH (PunHnencuH, Terpeton) (Carbamazepine, Tegretol)

274 UuknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune)

917 NamoTtpugxuH (Lamotrigine)

1271 Nesetupauetam (Levetiracetam, Keppra®)

1353 Takponumyc (Agsarpad, Mporpad, MNpotonuk, Takpocen) (FK506, Advagraf,
Prograf, Protopic, Tacrosel)

1376 MwuTtoTaH, nhasma Kposu (Mitotane, o, p’-DDD, plasma)

1377TER TepudnyHomma, nebnyHomug, (metabonut) (Teriflunomide, Leflunomide
metabolite)

1633 3Beponumyc (Everolimus)

1415 AnukcabaH, KoHUeHTpauus (Apixaban Level)

1416 PuBapokcabaH, KoHueHTpauuma (Rivaroxaban Level)

1399 BaHkomuumH (Vancomycin)

1757 KnoHasenam

1761 UnnpodnokcaymH

1762 MeToTpeKcaT, CbIBOPOTKa

1763 labaneHTuH

1765 DnyoKceTuH + HOpPAYOKCETUH

1766 Fanonepuagon

1768 AunrokcuH (Digoxin)

1769 CepTtpanuH (Sertraline)

1770 MeToTpeKcaTta NoANrAyTamaTbl, SpUTPOLMUTbI

1773 deHasenam (Phenazepam)

1754 bpueapaueTtam

1755 PydunHamung

1756 MNepamnaHen

1758 30HMCcamma,

1759 BurabatpuH

1752 3Ttocykemmmg, (Ethosuximide)

1750 Nakocamupg, (Lacosamide)

1374 Tonupamart (Topiramate)

1760 Knob6asam + HopKknobaszam

1751 OkckapbasenuH (Oxcarbazepine)

1764 CynbTnam

1767 Kapb6amasenuH n metabonntbl (10-OH-kapbamasenuH, kapbamasenuH-gmon,
KapbamasenuH-anokcua) (Carbamazepine and metabolites (10-OH-
carbamazepine, carbamazepine diol, carbamazepine epoxide))

1916 MukodeHonosas Kucnota (Mycophenolic acid)

1243 OnansanuH (Olanzapine)

1776 Jlnnesonng,

1915 Apununpason + 4ermapoapmnunpason, CbiIBOPOTKA




2353 Cuponumyc (Sirolimus)

2018 (ABT) OnpeaeneHne BanbnpoesBoi KUCNoTbl (MeToa BIXKX-MC)

2017 (ABT) OnpeneneHne BanbnpoeBon KUCNOTbl (meToa BIKX-MC) (nocne npuema
npenapara)

2015 (ABT) OnpeneneHne KapbamasenuHa (1 ero ocHoBHoro metabonuta 10, 11-
KapbamasenuH-anokecng) (metog BIKX-MC)

2023 (ABT) OnpeneneHune okckapbasenuHa (meTabonuT nmkapbasenuH) (metoq BIMKX-
MC)

1202 (ABT) OnpeaneneHue nesetupaueTama (metoa BIKX- MC)

2016 (ABT) OnpeaeneHue Tonnpamarta (metog BIKX-MC)

1194 (ABT) OnpepneneHue apununpasona (metoa BIXKX-MC)

2047 (ABT) OnpeaeneHne namoTpuamHa (metoq BIHKX-MC)

2025 (ABT) OnpegeneHue atocykcumuaa (meton BIXKX-MC)

2026 (ABT) OnpeaeneHune 3oHMcammga (metog BIKX-MC)

2027 (ABT) Onpegenexne pypuHamuaa (meton BIKX-MC)

2028 (ABT) OnpeaeneHne nakocamuga (meton BIHKX-MC)

2056 (ABT) Onpegenexue apepoanmyca (metog BIKX-MC)

2048 (ABT) OnpeaeneHue cuponumyca (metog BIXKX-MC)

2053 (ABT) OnpegeneHue Takpoanmyca (metog BIKX-MC)

2050 (ABT) OnpeaeneHue ymknocnopuHa (metog BIKX- MC)

2054 (ABT) OnpegeneHne nepamnaHena (metog BIHKX-MC)

2049 (ABT) OnpeaeneHue cynbtnama (Mmeton BIHKX-MC)

8. UCCJIEOOBAHUA MO4M

8.1. KnuHnyeckue TecTtbl

116 AHanus moumn obwmin (AHann3 moum obwuii ¢ MMKpockonuei ocagaka) (Complete
Urinalysis, Microscopic Examination)

272 UccnepgoBaHue moum no metogy Heunnopenko (Nechiporenko’s Urine Test)

401 Kanbumin moum, KayecTBeHHbIM TecT (Npoba Cynkosuua) (Sulkowitch Urine Calcium

Test)

8.2. Buoxumusa mou

1 (cyTo4Has aKcKpeuwus)

* Tectbl N2 95110, Ne 11

0113, N2 97110, Ne 1318110, Ne 115110 u Ne 112110 BbINONHAKOTCA B KOMMJieKce ¢ Tectom Ne

CREA-U KoHueHTpauma B moye (Urine Creatinine)

95 AnbbymMmuH, cyTouHasa moua (Albumin, 24-Hour urine)

95110 AnbbyMWH, pa3oBas Nopunsa MouM (C KpeaTUHUHOM U pacyeTom
anbbymuH/kpeaTuHuH oTHoweHuA) (Albumin, random urine, with creatinine and
albumin/creatinine ratio calculation, UACR)

96 Mpoba Pebepra (KAnpeHc aHA0reHHOro KpeaTUHMHA, CKOPOCTb K1ybo4YKoBOM
dunbtpaumm) (Glomerular Filtration Rate, GFR)*

97 O6wuit 6enok, cytoyHas moua (Protein Total, 24-Hour urine)

97110 Benok, pasosan nopuma mouu (C KpeaTUHUHOM W pacyeToM HOPMaIn30BaHHOIO
Nno KpeaTUHWHY nokasatens) (Protein, random urine, with creatinine and
protein/creatinine ratio calculation)

108 AMna3a B MOYE CYTOYHOM WK MNOPLMOHHOM 3a uamepeHHoe Bpems (Anbda-
amunasa, guactasa moun) (Amylase, 24-Hour or Timed Urine)

109 InoKo3a, cytouHasa mouya (Glucose, 24-Hour urine)

110 KpeaTuHuH, cyToyHas moua (Creatinine, 24-Hour urine)




110113 Kanbuuii, pasoBana nopums Mo4u (C KpeaTUHUHOM U pacyeTom
KanbUuit/KpeaTuHmH oTHoweHwus) (Calcium, random urine, with creatinine and
calcium/creatinine ratio calculation)

111 MoueBWHa, cyTouHan moya (Urea, 24-Hour urine)

112 MoueBas Kucniota, cytodHas moda (Uric Acid, 24-Hour urine)

112110 MoueBaa KMCnoTa, pa3oBasa NoOpPLMA MOYM, C KPEaTUHMHOM U pacyeTom
HOPMaNIM30BAHHOIO MO KPEATUHUHY NOK-/11

113 Kanbymii (Ca), cytouHas mouya (Calcium (Ca), 24-Hour urine)

114 Kanwuit (K), Hatpuii (Na), cytouHaa moua (Potasium (K), Sodium (Na), 24-Hour
urine)

115 docoop (P), cytouHas moua (Phosphorus (P), 24-Hour urine)

115110 docoop, paszoBaa nopuUnsa Moum (C KPeaTUHUHOM U PacyeToOM HOPMa/IM30BAHHOIO
no KpeaTuHWHy nokasatens) (Phosphorus, random urine, with creatinine and
phosphorus/creatinine ratio calculation)

225 beTa-2-MUKpornobynuH (B-2-mukpornobynvH) B mode (Beta-2-Microglobulin,
Urine)

918 MeTaHedpuHbI PpaKkLMOHNPOBaHHbIE CBOOOAHbIE, CYyTOYHAA MOYa

1318 MarHui, cyTouyHas mouda (cyTouyHas aKkckpeuwms), (Magnesium, 24 h urine
excretion)

1318110 MarHui, pa3osasa NOPLUMA MOUYU (C KPeaTUHMHOM U PacyeTom MarHUn/KpeaTUHUH
oTHouweHua) (Magnesium, random urine, with creatinine and
magnesium/creatinine ratio calculation)

1458 Okcanarbl, cyTouyHasas moda (Oxalates, 24-Hour urine)

1458110 Okcanartbl, pa3oBas NopLMa MOUYM (C KpeaTUHMHOM M pacyeTom
HOPMa/IM30BaHHOIO MO KpeaTUHUHY noKasaTena) (Oxalates, random urine, with
creatinine and oxalate/creatinine ratio calculation)

1691 AMMHOKNCNOTbI B MoYe, 32 NoKa3aTtensa

OBC110 OugeHKa p1cKka KamHeobpa3oBaHMA - NNTOreHHble cybCTaHUUM MOYM, CyToUHan
Moua (Kanbuuii, marHunin, dochop, OKcanaTbl, MOYEBaAA KUCOTA, KPEAaTUHUH
CYTOYHOM MOYM C PACYETOM CYTOYHOM IKCKPeLUN)

OBC111 OueHKa p1cKa KaMHeobpa3oBaHMA - INTOreHHble cybCcTaHUMM MoYun, pa3oBasn
nopuma moun (Kanbumin, marHuii, pocchop, okcanaTbl, MOYEBAA KUCNOTAa,
KpeaTUHMH Pa3oBOM MOPLMU MOYU, C PACYETOM HOPMAZIM30BaAHHbIX MO
KpeaTMHWUHY NOoKasaTesnen)

1694 JenbTa-aMMHONEBY/IMHOBAA KMCNOTA

2103 MopdupurHbI, CyTOYHAs mo4a: KonponopoupuHbl, yponopdrpuHbl,
KapbokcmnnopdmpuHbl, nopdobuanHoreH

1459 AHWOHHBIN N KAaTUOHHbI COCTAB CYTOYHOM MOYUMN: Kanun, HAaTPUN, KaNbLUN,
MarHuin, ammoHuii, cynbdat, pocdat, x10pua, Wwasenesan KMCNOTa, TMMOHHaA
KMCNoTa, MoyeBas KucaoTa (Anionic and cationic composition of daily urine)

1476 AnbaocTepoH B cyTo4HoM mouye (Aldosterone, daily urine)

2036 (Chromolab) M'yaHO3MHbI: MapKepbl OKCUAATUBHOIO NOBPEXAEHUA HYKNENHOBbIX
Kucaot B moye, BIXKX-MC/MC

7500 (Chromolab) OpraHuyeckune KMUCNOTbl B MOYE - CKDUHUHTOBOE BbisiB/IEHUE
nabopaTopHbIX NPU3HAKOB Hac/eaCTBEHHbIX bonesHel obmeHa y
HOBOPOXAEHHbIX 1 AeTel go 3-x neT (43 nokasartensa), NX-MC

7501 (Chromolab) OpraHuyeckue KMCNOTbl B MoYe - BbiiBAEHWE PYHKLMOHANbHbIX

MeTabonnyecknx nsmeHeHui (63 nokasaTens) ana auu, ctapuwe 3-x net, ’X-MC




8.3. NcuxoakTUBHbIE BelecTBa B Mo4e

MC HapKOTMKKM M NCUXOTPOMHbIE BELLECTBA — CKPUHUHT (KOMIMIEKCHbIV aHaIM3 MOUU
Ha onuaTbl, ampeTaMnH, meTamdpeTammH, KOKanH, KaHHabuHoUAabl N UX
meTabonntbl) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid
Metabolites, Urine)

902 KaHHabunHouabl (mapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)*

925 Onuatbl (MopduH/repomnH) B moye (Opiates (Morphine/Heroin), Urine)*

898 BapbutypaTtbl B Moue (Barbiturates, Urine)*

982 3taHon (ankorosb) B mode (Ethanol (Alcohol) Urine)*

9950 "BpeaHble NPUBbLIYKM» (AHAIN3 MOYM HA HUKOTUH, NMCUXOTPOMHbIE U
HapKOTUYECKMNE CPEeACTBA, IeTyUMe TOKCUYECKUE BELLLECTBA (HUKOTUH;
NMCUXOTPOMHbIE N HAPKOTUYECKUE BELLECTBA, IeTyYne TOKCMUYECKUE BeLLecTBa)
(Pernicious habits: nicotine, drugs, psychostimulants and psychotropic substances,
volatile toxic substances, urine).

nm CkuHbTe Macky

8.4. UccnepoBaHue

no4ye4yHoOro KamMHs

1265 AHann3 XMMMYECKOro cocTaBa MOYEBbIX (MOYEYHbIX) KAMHEN METO40M
PEHTIEeHOCTPYKTYpHOro aHanmsa (Compositional Analysis of Urine (Kidney) Stones,
infrared spectrometry, X-ray diffraction analysis)

1565MN0K AHaNn3 XMMNYECKOro COCTaBa MOYEBbIX (MOYEYHbIX) KaMHEN MEeTOA0M

nHodpakpacHoi cnektpomeTpum (Compositional Analysis of Urine (Kidney) Stones,
infrared spectrometry)

8.5. ToKcM4HbIe BellecTBa B Mo4e

9953 BucdheHon A, TpukNo3aH, 4-HOHUAPEHON (TOKCUHbI U3 NNACTMACC, TMTMEHNYECKUX
CPeLCTB, MOKLLMX CPEACTB), MOYa Pa3oBa
1635 YpaH (moya pa3oBas)

9. UCCJIEOOBAHUA KAJTA

9.1. UccnepoBaHus

Kana

*[ns TecToB, MNOMe4YeHHbIX *, Heobxoauma npoconoarotoBka (KAJMP) - Heo6xoaMmo 3abnaroBpeMeHHO NpuodpecTu

16010CT NccnepgoBaHue Ha aHTepobMos (aliua ocTpuu), wnatens (Enterobiasis, Spatula)

236 CopeprkaHue yrnesoaoB B Kane (peayumpylolme BelecTsa B kane) (Stool Sugars,
Reducing Substances, Fecal)

240 NccnepoBaHuMe Kafa Ha CKPbITYIO KPoBb. KauecTBeHHbIN MeTos,

2401 CKpbliTan KPOBb B Ka/sie (KONOPeKTabHblE KPOBOTEYEHMA), KONNYECTBEHHbIN
UMMyHOXMMKUYeckunit metog FOB Gold (Quantitative Immunochemical Fecal Occult
Blood, Test FOB Gold)

162 dnactasa 1 (91), naHKpeaTudyeckas snactasa 1 (Elastase 1, E1)

1533A1AT |Anbda-1l-aHTuTpuncuH B Kane (Alpha-1-Antitrypsin, Feces)

15920CC OcTaTo4Has ocMonsApHOCTb cTyna (Stool osmotic gap)

1593 KenyHble KNCNoThI B CTyNe

1594 303MHOPUNbHBIA HEMPOTOKCKH B CTy/e

1596 30HYAUH deKaNbHbIN

1597 XMMOTPUNCUH B CTyNe, aKTUBHOCTb

1599 CreatoKpuT cTyna




1338 KanbnpoTeKkTuH dpekanbHbili (Fecal Calprotectin)

3357 OugeHKa COCTOSIHUA MUKPOBMOTbI TONCTOrO KULeyHnKa metogom MLUP, TecT-
cuctema KOJTOHOD/TOP-8

3348 OugeHKa COCTOSIHUA MUKPOBMOTbI TONCTOrO KULeYyHnKa metogom MLUP, TecT-
cuctema KOJTIOHO®/10P-16 (6uoueHo3)

3347 OugeHKa COCTOSIHUA MUKPOBMOTbI TONCTOrO KULeyHnKa metogom MLUP, TecT-
cucrema KOJIOHO®/TIOP-16 (meTabonnzm)

1999 KopoTKoLenoyeyHble }UPHble KUCNOTbI B Kase

398 UccnepoBaHuA coctaBa MUKPOBMOTbI KMLWEYHUKA y aeTeit meTogom MLUP,
SHTepodnop Odetu

360 OcTpble KnweyHble nHdekuun. Kamnunobakrep(tepmodunbHas rpynna)/
Wwurennsl u SUKMN, onpenenenne AHK B Kane

361 OcTtpble KnweyHble nHdekuun. CanbmoHennol/AgeHosnpyc F, onpegenerne OHK
B Kane

362 OcTpble KnweyHble nHdekuuun. Potasnpyc A/Actposupyc, onpeaeneHune PHK B
Kane

364 OcTtpble KnweyHble nHdekuun. Hoposupyc G I/Hoposupyc G I, onpegeneHne PHK
B Kane

33127KANT  |OcTpblie KuweyHble nHbeKunun. OnpepenenHne PHK BUpycHbIX BO3byantenein
KMLWeYHbIX MHPekumii (PoTtaBupyc A, Actposupyc, Hoposupyc G |, Hopoeupyc G Il)
B Kane

33128KAJ/T |OcTpbie KuLeyHble MHbeKunun. OnpeaeneHune 6akTepuanbHbIX U BUPYCHbIX
BO3byauTeNnei KMWeYHbIX MHbekuui (Kamnunobaktep(tepmoduibHas
rpynna),lUurennsi u 3UKM, CanbmoHennsl, AneHosupyc F, PoTaBupyc A,
AcTtpoBsupyc, Hoposupyc G |, Hoposupyc G Il) B kane

3363 OugeHKa COCTOAHMA MUKPOBMOTbI TONCTOFO KULEeYHMKa meTogom MLP, TecT-
cuctema KOJTOHO®/I0P-16 Mpemunym

159rnMmM MmeHonenuaos (AluUa Kap/IMKOBOTO LLeMNHs)

842 FemornobuH/rantornobuHOBbLIM KoMmnieKe B Kane (Hemoglobin/haptoglobin
complex in feces)

262 MMMyHOXpomaTorpadpuyeckmnii TecT g1 04HOBPEMEHHOro KayecTBEHHOTO

onpeaeneHusa remornobumHa u TpaHcpeppmHa B 06pasuax Kaaa YenoBeKa

86 Onyxonesasa M2-nupyBaTKMUHa3a

10. ANATHOCTUKA UHOEKLIMOHHBLIX 3ABONEBAHUN

WmeroTcsi orpaHMyeHusi No B3ATUIO HEKOTOPbLIX BUAOB OGMoMaTepuana B permoHax. *YTOUYHsIuTe y agMUHUCTpaTopa

10.1. ApeHoBUupYycHas MHdeKkuunsa

242 AHTUTENA Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)

241 AHTUTeNa Knacca IgG K ageHoBupycy (Anti-Adenovirus IgG)

10.2. Ackapugo3s

KN - koacppnLMEeHT NO3UTUBHOCTU

237 AHTUTENA Knacca IgG K aHTureHam ackapug (Anti-Ascaris lumbricoides 1gG)

10.3. Acneprunnes

278 NabopaTtopHoe nccnegoBaHue aHTUreHa Aspergillus (ranakTomaHHaH) B
cbiBOpOTKe KpoBu (Aspergillus antigen (galactomannan) in serum)




279

NabopaTtopHoe uccnegoBaHue aHTUreHa Aspergillus (ranakTomaHHaH) B 6poHX0-
anbBeonsipHom nasaxke (Aspergillus antigen (galactomannan) in bronchoalveolar
lavage)

3039

Acneprunn 3emnaHol, Acneprunn yépHbiit (Aspergillus Terreus, Aspergillus niger,
DNA), anddepeHumuposaHoe onpeaenerHne JHK B cockobe anutennanbHbIx
KNETOK KOXKW, C/IM3UCTOM, paHEBOIO OTAENAEeMOro, MoKpoTbl, BAJT "Aspergillus
terreus, Aspergillus niger, DNA, differential determination of DNA in scrapings of
epithelial cells of the skin, mucous membranes, wound discharge, sputum, BAL"

3040

Acneprunn apimawmin, acneprmunn xkéntoin (Aspergillus fumigatus, Aspergillus
flavus), andpdepeHumnposaHoe onpeaeneHmne [HK B cockobe annTennanbHbIxX
KNETOK KOXW, C/IM3UCTOM, paHEBOrO OTAENAeMOro, MoKkpoTbl, BA/T  "Aspergillus
fumigatus, Aspergillus flavus, differential DNA detection in scrapings of epithelial
cells of the skin, mucous membranes, wound discharge, sputum, BAL"

10.4. BaktepouaHas cnopa

396YPO

Baktepouapl, onpegenerHune AHK B cockobe anutenmanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of Urogenital Epithelial
Cells)*

10.5. Boppenuos (6

onesHb Jlanma)

243 AHTUTena Knacca IgG K Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG)

244 AHTUTena Kknacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM)

1190 AHTUTena Knacca IgG K Borrelia burgdorferi, BbiaBnsemble meTogom
MMMYHOB610TTMHra (Anti-Borrelia burgdorferi IgG, Immunoblot )

1191 AHTUTena Knacca IgM k Borrelia burgdorferi, BbiaBnsaemble metogom BectepH-
6n0T1a (Anti-Borrelia burgdorferi IgM, Western Blot (WB))

270 JNTabopaTopHoe nccnepoBaHue Knelwa ans soiasneHunsa AHK so3byautensa Jlanm-
Boppennosa (Borrelia burgdorferi, DNA)

3112CWH Boppenuu, onpegenenve AHK B cMHoBManbHol skuakoctu (Borrelia burgdorferi,
DNA, Synovial Fluid)*

3112CMX |Boppenuun, onpeaeneHune AHK B cnnHHOMO3roBol xugkoctu (Borrelia

burgdorferi, DNA, Cerebrospinal Fluid)*

10.6. BetpsiHasa ocn

a: BUpYC repneca 4yenoBeka 3 Tuna (OnosicbIBaroLLMIA NuLLan)

256 AHTUTeNa Knacca IgG K BUpycy BETPSAHOM ocnbl U onosicbiBatowero anwasn (Anti-
Varicella-Zoster Virus IgG, Anti-VZV 1gG)

257 AHTUTeNa Knacca IgM K BUpYycy BETPAHOM ocnbl 1 onosicbiBatowero anwas (Anti-
Varicella-Zoster Virus IgM, Anti-VZV IgM)

3215C/H Bupyc Varicella-Zoster, onpegenenue AHK B cntoHe (VaricellaZosterVirus, DNA,
saliva)

3215POT Bupyc Varicella-Zoster, onpegeneHne [JHK B cockobe anuTennanbHbIX KNETOK
cnmsucToit potornoTku (Varicella Zoster Virus, DNA, scrape of faucial epithelial
cells)

3215KOX  |Bupyc Varicella-Zoster, onpeaenexue HK B cockobe anuTennanbHbiX KNeToK

Koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells)




3215CB

Bupyc Varicella-Zoster, onpeaenexHne [HK B cbiBopoTKe Kposw (Varicella

ZosterVirus, DNA, serum)

10.7. BUM-uHdekumsa (Bupyc nmmyHoaeduumnTa yenoseka)

**Mpyn NnonoXxuTenbHbIX

U COMHUTENbHbIX peakuusX CPOK Bblaadun pesyribTata MOXeT ObITb yBenuyeH oo 10 k. A.

68 AHTuTEeNa K BUY 1 1 2 v aHTred BUY 1 1 2 (HIV Ag/Ab Combo)

3102 Bupyc ummyHogeduumTta Yenoseka Tmuna 1, KauectseHHoe onpegenerune PHK
(Human immunodeficiency virus, quality, RNA) B CbIBOPOTKE KpPOBM

339 Bupyc ummyHoaeduumTa yenoseka, Tun 1, onpeaenerme PHK (Kon.) B cbiBopoTKe

Kposu (Human immunodeficiency virus, HIV-1, RNA, quantitative, Serum)

10.8. BMY-nHdekums, nanunnomasmpycHas nHdeKkuus (BMpyc nanumniombl YerioBeka)

311C-NPK

BMpyc nannanombl 4eNOBEKA BbICOKOTO OHKOFEHHOFO PUCKA, CKPUHUHT 14 TMROoB:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerHne JHK B
COCKObEe anuTeInanbHbIX KNEeTOK CAN3UCToN npamol Kuwkn (HPV DNA, Scrape of
Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68) Screening )*

311C-POT

Bupyc Nnannanombl YeI0BEKA BbICOKOrO OHKOreHHOTO PUCKA, CKPUHUHT 14 TMNOB:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenexne JHK B
cockobe anuTennanbHbix KneTok potornotku (HPV DNA, Scrape of Faucial
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

311C-YPO

Bupyc nannnnombl 4enoBeKA BbICOKOTO OHKOTEHHOTO PUCKA, CKPUHUHT 14 TMNoB.:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenexne HK 8
cockobe anuTennanbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68) Screening )*

312C-YPO

Bupyc nannnnombl YenoBeKa BbICOKOFO OHKOreHHOro pucka, onpeaeneHuve JHK
16 1 18 Tnos + KBM B cockobe anutenmasnbHbIX KNETOK YPOreHUTaIbHOTo TpaKTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

313C-YPO

Bupyc nannnnombl YenoBeKa BbICOKOFO OHKOreHHOro PUCKa, reHOTUNMpPOBaHUe
OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cockobe anuTennanbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68))

399C-YPO

Bupyc nannnnombl HenoBeKa HU3KOro OHKOreHHOro pucka, onpegenenue AHK 3
TMnoB: 6, 11, 44 + KBM B cockobe anuTennanbHbiX KNeTOK YPOreHUTanbHOro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

399C-NMPK

Bupyc nannnnomsl YenoBeKa HU3KOro OHKOreHHOro pucka, onpeaenenme JHK 3
TMnos: 6, 11, 44 + KBM B cockobe anuTenmanbHbIX KNETOK CAU3UCTOMN NPAMOiA
Kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

399C-POT

Bupyc nannnnomsl YenoBeKka HU3KOro OHKOreHHOro pucka, onpegenerme JHK 3
TMnoB.: 6, 11, 44 B cockobe anutTennanbHbIx KNeTok potornotkn (HPV DNA, Scrape
of Faucial Epithelial Cells, 3 Types (6, 11, 44))




374C-YPO

Bupyc nannnnomel yenoseka, onpegenerHne AHK 4 tunos: 6, 11, 16, 18 + KBM B
cockobe anuTennanbHbIX KNETOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

377C-YPO

OnddepeHumpoBaHHoe onpeaenenune JHK BMNY (Bupyc nanunnombl yenoseka) 14
Tmnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe
3NUTEeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening)

391C-YPO

Bupyc nanunnomeol Yenoseka, onpegenerHune AHK 21 tuna: 6, 11, 16, 18, 26, 31,
33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
3aNUTeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56,
58, 59, 66, 68, 73, 82))

3011

Bupyc nanuanomsi yenoseka (BMNY), sbissneHme AHK (ckpuHuHr 14 Tunos BMNY
BbICOKOrO OHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66 n
68 TMnos, ¢ anddepeHumnanbHbIMm onpegeneHnem 16 n 18 Tunos., TecT-cuctema
Peanbect BMY OHKOCKpUH.

YPO-311C

Bupyc nannnnombl 4en0BeEKA BbICOKOTO OHKOTEHHOTO PUCKA, CKPUHUHT 14 TMNoB.:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenexne JHK 8
cockobe anuTennanbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68) Screening )*

391C-
YPO(3058)

Bupyc nanunnomeol Yenoseka, onpegenerHune AHK 21 tmna: 6, 11, 16, 18, 26, 31,
33, 35, 39, 44, 45,51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
aNuUTeNnanbHbIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56,
58, 59, 66, 68, 73, 82))

10.9. NlapaHepennes (rapaHepenna)

305M0M lapaHepenna, onpegenexHme OHK B moue (Gardnerella vaginalis, DNA, Urine)*

305Cn lapaHepenna, onpegenexve OHK B cekpeTe npoctathl, 3aKynate (Gardnerella
vaginalis, DNA, Prostatic Fluid, Semen)*

305YPO lapaHepenna, onpeaenenune AHK B cockobe anuTenmManbHbIX KNeTOK

yporeHuTanbHoro TpakTta (Gardnerella vaginalis, DNA, Scrape of Urogenital

Epithelial Cells)*

10.10. lenbMUHTO3

K - koadbpuumeHT nos

WUTUBHOCTHU

1186 Komnnekc MapasnTbl (ONUCT, 3XMHO, TOKCOK, TPUXUH)

297 AHTUTENa K aHTUreHam HemaTog poga Anisakis 1gG

299 AHTUTena K aHTureHam Kutanckoin asyyctku Clonorchis sinensis IgG

1563 Anti-Opisthorchis felineus IgM (aHTuUTena knacca IgM K aHTUreHam Koluayben
AByycTkK, Opisthorchis felineus)

1564 AHTUTeNa Knacca IgM K aHTureHam TpuxuHenn (anti-Trichinella IgM)

3355 CKpuHuHrosoe MLP-nccneposaHmne Bo3byantenen renbMmMHTO308B (3HTEpOobMO3a,

ackapuaosa, AudunnoboTprosa, ONUCTOPX03a, TEHMO3a), TecT-cuctema Fenbmo-
cKpuH (Screening PCR of pathogens of helminthiasis. Gelmo-screen assay)




3364 BbissneHne AHK Bo3byautenei onuctopxosa B Kane (Opisthorchis felineus DNA)

1858 Anti-Opisthorchis felineus, IgM (aHTuTena knacca IgM K aHTUreHam Kolladbeit
AByyctku Opisthorchis felineus)-onpegenexHne Tntpa

1859 Anti-Opisthorchis felineus, 1gG (aHTUTena Knacca IgG K aHTUreHam Kollaybeit
AByyctku Opisthorchis felineus)-onpegenexHne Tntpa

1860 AHTUTeNna Knacca IgG K aHTMreHam TokcoKap (Anti-Toxocara, 1gG)- onpeaeneHue

T™MTpa

10.11. l'enatut A BUpycHas nHdekums

71 AHTUTEeNa Knacca IgG K Bupycy renatuta A (Anti-HAV IgG)
72 AHTUTena Knacca IgM K Bupycy renatuta A (Anti-HAV IgM)
328CB Bupyc renaTtuta A, onpeaenerue PHK B cbiBopoTke kKposu (HAV RNA, Serum)*

10.12. l'enatut B BupycHas nHdekums

73 HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIN aHTUTEH BMpYyca
renatuta B, «aBCTpannMMCKNn» aHTUreH), KauecTBeHHbIM TecT (HBsAg, Hepatitis B
Surface Antigen, Qualitative)

74 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

75 AHTUTEeNa Knaccos IgM un IgG K HB-core aHTUreHy Bupyca renatmuta B, cymmapHo
(Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV
Core Total Antibodies (IgG + IgM))

76 AHTUTeNa Knacca IgM kK HB-core aHTUreHny Bupyca renatmuta B (Anti-HBc IgM
Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM)

77 AHTUTEeNna K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb)

78 AHTUTeNa K HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAb)

87 HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIN aHTUTEH BMpyca
renatuta B, «aBCTPa/IMMCKUIN» aHTUIEH), KOMYeCcTBeHHbIN TecT (HBsAg, Hepatitis
B Surface Antigen, Quantitative)

319CB Bupyc renaTtuta B, onpegenexuve AHK B cbiBOpOTKe KpoBM, KayecTBeHHoe (HBV
DNA, Serum, Qualitative)*

320CB Bupyc renaTtuta B, onpegeneHue AHK B cbiBOPOTKE KPoBU, KoanyectseHHoe (HBV

DNA, Serum, Quantitative)*

10.13. l'enatut C BMpycHas nHdekumns

**I'Ipw nosfioXXnMTenbHOM pe3ynbTaTe NpoBeAeHUe NnoATBepXXaakLlero Tecta ygsenmimBaeT CPOK Ha HECKOJIbKO LHen.

79 AHTUTena Knaccos IgM n 1gG K Bupycy renatuTa C, cymmapHo (Anti-HCV Total (IgG
+IgM))*

321CB Bupyc renaTtuta C, onpegeneHune PHK B cbiIBOpOTKE KpoBM, KadecTBeHHoe (HCV
RNA, Serum, Qualitative)*

324N Bupyc renatuta C, onpegenenue PHK B nnasme, reHoTunuposaHue c cybtunamm
(Tvnbl 1 (cybTmnbl 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma,
Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

324 Bupyc renatuta C, KonnyectseHHoe onpegeneHune PHK supyca n
reHotTunuposaHue (Tunsbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative PCR,
Genotyping (Types 1, 2, 3))

350CB Bupyc renatuta C, onpegenenue PHK B cbiBopoTKe Kposu metogom MLUP,
KonmyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3500CB Bupyc renaTtuta C (BI'C), ynbTpauyscTBuTenbHoe onpegeneHme PHK BIC (Hepatitis

C Virus (HCV) RNA, Ultrasensitive PCR)




1688 Bupyc renatuta C PHK, reHoTunuposaHue 6 reHotunos (1a,1b,2,3a,4,5a,6)

7644G1 MyTaumm nekapcteeHHon pesmcteHTHOCTU NS3, NS5A 1 NS5B pervoHos reHoma
Bupyca renatuta C (ana reHotmnos 1a, 1b)

7644G3 MyTaumm nekapcteeHHon pesmcteHTHOCTU NS3, NS5A 1 NS5B pervoHos reHoma
Bupyca renatuta C (gns reHotuna 3)

1146 AHTUTena K Bupycy renatuta C, IgG, ummyHob610T

10.14. l'enatut D BupycHas uHdekuus

K - koadbpunumeHT nos

UTUBHOCTU

1268 AHTUTENa Knacca IgM Kk Bupycy renatuta D (Anti-HDV IgM)

1269 AHTUTENa Knaccos IgM u 1gG K Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG
+1gM))

325CB Bupyc renatuta D, onpeaeneHune PHK B cbiBopoTke Kposu (HDV RNA, Serum)*

3255CB Bupyc renaTtuta D, KoninyecTBeHHoe onpeaeneHne PHK B cbiBopoTke Kposu (HDV

RNA, quantitative) (Hepatitis D virus, HDV RNA, quantitative)

10.15. l'enatut E BUupycHasa uHdekums

K - koadhpunumeHT nos

UTUBHOCTU

227

AHTUTeNa Knacca IgM K Bupycy renatuta E (Anti-HEV IgM)

228

AHTUTenNa Knacca IgG K Bupycy renatuTa E (Anti-HEV IgG)

10.16. l'enatut G BUpycHasa uHdekums

326CB

Bupyc renatuta G, onpeaeneHue PHK B cbiBopoTke Kposu (HGV RNA, Serum)*

10.17. l'epnec (repnec-Bupychbl Yenoseka 1 u 2 TMNOB)

122 AHTUTeNa Knacca IgG K Bupycy npocrtoro repneca 1 u 2 Tunos (Anti-HSV-1, 2 IgG)

1222 AHTUTena Knacca IgG K Bupycy npoctoro repneca 1 tmna (Anti-HSV-1 IgG)

1223 AHTUTenNa Knacca IgG K BMpycy npocToro repreca 2 tuna (Anti-HSV-2 1gG)

123 AHTUTena Knacca IgM K Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2 IgM)

4AVHSV AsunaHocTb Anti-HSV I1gG

309BMT lepneceupyc 1 n 2 Tunos, onpegenerHne JHK B sbinote (HSV-1, 2 DNA, Exudate)*

3091n3 lepnecsupyc 1 1 2 Tunos, onpegenenne JHK B cockobe anmTenmanbHbiX KNeTOK
KOHBbIOHKTUBBI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

309K0OXK lepnecsupyc 1 1 2 Tunos, onpeaenerune JHK B cockobe anuTennanbHbiX KNeTOK
Koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

309M0M lepnecsupyc 1 n 2 Tunos, onpegenerne JHK B moye (HSV-1, 2 DNA, Urine)*

309HOC lepnecsupyc 1 1 2 Tunos, onpeaenerune AHK B cockobe anuTenmnanbHbiX KNeTOK
camnsuctoi Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

309POT lepnecsupyc 1 1 2 Tunos, onpeaenerune AHK B cockobe anuTennanbHbIX KNeToK
potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

309CB lepnecsupyc 1 1 2 Tunos, onpeaenenune AHK B cbiBopoTKe KpoBu (HSV-1, 2 DNA,

Serum)*




309C/H lepnecsupyc 1 1 2 Tunos, onpeaeneHme AHK B catoHe (HSV-1, 2 DNA, Saliva)*

309CMK lepneceupyc 1 n 2 Tunos, onpegeneHve AHK B cTMHHOMO3roBoi *Kuakoctu (HSV-
1, 2 DNA, Cerebrospinal Fluid)*

309Cn lepnecsupyc 1 1 2 Tunos, onpeaenenune AHK B cekpeTte npocTathl, 3akynate (HSV-
1, 2 DNA, Prostatic Fluid, Semen)*

309YPO lepnecsupyc 1 n 2 Tunos, onpeaeneHune [HK B cockobe anutennanbHbIX KAETOK
yporeHuTanbHoro Tpakrta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*

3090BMT lepnecsupyc 1 n 2 Tunos, onpeaeneHne JHK B BbinoTe, TMINUposaHune (HSV-1, 2
DNA, Exudate, Typing)*

3090rn3 lepnecsupyc 1 1 2 Tunos, onpeaenenune JHK B cockobe anuTennanbHbIX KNeTOK
KOHBIOHKTUBbI, TUNMpoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial
Cells, Typing)*

3090KOX |Tepnecsupyc 1 u 2 Tunos, onpegenenune AHK B cockobe anutenmanbHbIX KNETOK
KoM, TunuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*

3090MOQOM |Tepnecsupyc 1 u 2 TMNoB, onpeaeneHune AHK B moue, TunuposaHue (HSV-1, 2
DNA, Urine, Typing)*

3090HOC lepnecsupyc 1 n 2 Tunos, onpegenerune JHK B cockobe anuTenmnanbHbIX KNeTOK
CAM3MnCTOM Hoca, TunuposaHme (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells,
Typing)*

3090POT lepnecsupyc 1 n 2 Tunos, onpeaeneHune JHK B cockobe anutennanbHbIX KIETOK
poTornoTku, TunuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells,
Typing)*

3090CB lepnecsupyc 1 n 2 tunos, onpegenerHune AHK B CbiIBOPOTKE KPOBU, TUNMPOBAHUE
(HSV-1, 2 DNA, Serum, Typing)*

3090CJTH lepnecsupyc 1 u 2 Tunos, onpeaenenue AHK B cntoHe, TunMposaHune (HSV-1, 2
DNA, Saliva, Typing)*

3090CMX |Tepnecsupyc 1 u 2 Tunos, onpegenenune HK B CMMHHOMO3roBOM }UAKOCTH,
TunupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*

3090Cn lepnecsupyc 1 n 2 tunos, onpeaenerue AHK B cekpete npocTaTthbl, 3aKynATe,
TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

3090YPO lepnecsupyc 1 n 2 Tunos, onpegenerune JHK B cockobe anuTenmnanbHbiX KNeTOK

YyPOreHuTanbHOro TpaKTa, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital

Epithelial Cells, Typing)*

10.18. N'epnec-Bupyc yenoBeka 6 Tuna

KN - koadpdpmumeHT no3

UTUBHOCTHU

276 AHTUTeNa Knacca IgG K repnecBupycy YenoBeKa 6 tuna (Anti-HHV-6 1gG)

352BNT lepnecsupyc 6 Tna, onpegenerune AHK B Bbinote (HHV-6 DNA, Exudate)*

352M0M lepnecsupyc 6 Tuna, onpeaeneHune AHK B moye (HHV-6 DNA, Urine)*

352HOC lepnecsupyc 6 Tna, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK
cnmsucTol Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)*

352POT lepnecsupyc 6 Tna, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK
potornotku (HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

352CB lepneceupyc 6 TMna, onpeaenexHne JHK B cbiBopoTke KpoBu (HHV-6 DNA,
Serum)*

352CJH lepneceupyc 6 Tuna, onpeaenexHne AHK B catoHe (HHV-6 DNA, Saliva)*




352CMXK lepneceupyc 6 Tvna, onpegeneHne JHK B cnMHHOMO3roBoi *uakoctu (HHV-6
DNA, Cerebrospinal Fluid)*

352Cn lepnecsupyc 6 Tnna, onpeaenexHune AHK B cekpete npocTaThl, 3akynsaTe (HHV-6
DNA, Prostatic Fluid, Semen)*

352YPO lepnecsupyc 6 Tmna, onpegeneHune JHK B cockobe anuTennanbHbIX KNETOK
yporeHuTanbHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*

1236 AHTUTENA K K BUPYCY repneca Yyenoseka 6 tmna, IgM

3520 lepnec-BMpyc Yenoseka 6 Tuna, onpeaeneHme AHK (HHV-6, DNA),

KOJ/IN4ECTBEHHO

10.19. N'epnec-Bupyc YenoBeka 8 Tuna

KN - koacppnLMEHT NO3UTUBHOCTU

277

|AHTMTeJ'Ia Knacca IgG K repnecsupycy Yyenoseka 8 tnna (Anti-HHV-8 IgG)

10.20. N'oHoOpesi (FOHOKOKK)

306MN13 FoHOKOKK, onpegenerHne AHK B cockobe anntennanbHbIX KNETOK KOHbIOHKTUBBI
(Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

306MO0M FOHOKOKK, onpeaeneHne JHK B moue (Neisseria gonorrhoeae, DNA, Urine)*

306[PK FoOHOKOKK, onpegenerne AHK B cockobe anutenmanbHbIX KAETOK CIM3UCTON
npsmoi Knwkm (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

306POT FoHOKOKK, onpegenerHune AHK B cockobe anutenmanbHbIX KNETOK POTOMIOTKM
(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

306CHH FOHOKOKK, onpeaeneHne HK B cuHoBuanbHol xkugkoctm (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

306Cn FOHOKOKK, onpeaenexHne JHK B cekpeTte npocrtathbl, 3akynate (Neisseria
gonorrhoeae, DNA, Prostatic Fluid, Semen)*

306YPO FoHOKOKK, onpegenernne AHK B cockobe anutenmanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
Epithelial Cells)*

449 MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopes), onpegeneHune
YYBCTBUTENIbHOCTU K aHTUMUKPOBHbIM npenapaTtam (GC, Neisseria gonorrhoeae
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

10.21. M'pmunn

304 Bupyc rpunna A/HIN1, kauectBeHHOe onpegeneHune PHK (Influenza virus
A/H1IN1,quality,RNA).

3607 Bupycobl rpunna A/HIN1, H3N2 (cBMHOM rpunn, rOHKOHFCKMIA rpmnn)

KauectBeHHoe onpegeneHune PHK (Influenza virus A/HIN1, H3N2 quality,RNA).

10.22. lemopaeko3 (knew, AeMoaeKc)

10.23. inseHTepus ame6Hasi, ame6umas

KN - koadppnLMeHT No3UTUBHOCTU

235

AHTUTeNa Knacca IgG K aHTUreHam guseHTepuiiHon amebbl (Anti-Entamoeba
histolytica I1gG)




10.24. OuseHTepusa 6akTepuanbHas, WUrennes, Warensnbl

280 PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

281 PMTA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

282 PMrA c Shigella sonnei (Shigella sonnei, IHA)

437YMNMM MNMoceB Ha NAaTOreHHyo M YCN0BHO-MATOreHHY0 MUKpodaopy KnwedHmKa (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria
Identification)

437YMNM-A |MNoceB Ha NATOreHHYO U YCAOBHO-MATOFEHHYIO MUKPODNOPY KULLEYHMKA C
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM NpenapaTam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora. Bacteria
Identification and Antibiotic Susceptibility Testing)

437YMNM-® |lNoceB Ha NATOreHHYO U YCAOBHO-MATOFEHHYIO MUKPODNOPY KULLEYHMKA C

onpezeneHnem YyBCTBUTEIbHOCTU K aHTUMMKPOBHbIM Npenapatam u
b6akTepmnodaram (Stool Culture with Bacteria Identification and
Antibiotic+Bacteriophage Susceptibility Testing)

10.25. Andbrepus (andrtepuinHaa nanoyka)

855

AHTUTena Knacca IgG K gudtepuiiHomy aHaTokcuHy (Anti-Diphtheria Toxoid 1gG)

469

MoceBs Ha gudTepuio (Corynebacterium diphtheriae Culture)

10.26. UepcuHum (vepcuHMO3, NceBAOTyOepKynes)

K - koadbchpuLmeHT No3NTUBHOCTH

460 MoceB Kana Ha nepcuHum (Yersinia enterocolitica, vepcMHnos, onpegenexHue
YYBCTBUTENIBHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Yersinia enterocolitica, Stool
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

286 PMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA)

284 PMrA c Yersinia enterocolitica cepotuna 0:3 (Yersinia enterocolitica 0:3, IHA)

285 PMTA c Yersinia enterocolitica cepotuna 0:9 (Yersinia enterocolitica 0:9, IHA)

2381 AHTUTena Knacca IgA K aHTureHam Yersinia Enterocolitica u Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia Pseudotuberculosis,
IgA)

2391 AHTUTena Knacca IgG K aHTureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia Pseudotuberculosis,
1gG)

238 AHTUTena Knacca IgA K aHTureHam Yersinia enterocolitica (Anti-Yersinia
enterocolitica IgA)

239 AHTUTena Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia
enterocolitica 1gG)

1420 AHTUTeNna Knacca IgM K aHTureHam Yersinia enterocolitica u Yersinia

pseudotuberculosis

10.27. Kamnuno6aktepuo3s, kamnunoo6akrep

461

MoceBs Kana Ha kKamnunobaktep (Campylobacter spp.) (Campylobacter spp., Stool
Culture. Bacterial Identification)

10.28. KaHaupo3s, kKaHaupa

KN - koadppnLMeHT No3UTUBHOCTU




254 AHTUTena Knacca IgG k Candida albicans (Anti-Candida albicans IgG)

6617 MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG )

344BN0T Kanampaa, onpeaenexHne AHK B BbinoTe (Candida albicans, DNA, Exudate)*

344K0OXK Kanaupaa, onpeaeneHne AHK B cockobe anuTennanbHbIX KNeTok Koxu (Candida
albicans, DNA, Scrape of Skin Epithelial Cells)*

344M0M Kanguaa, onpeaeneHne AHK B moye (Candida albicans, DNA, Urine)*

34411PK Kanguaa, onpegeneHne HK B cockobe anuTennanbHbIX KNETOK CAN3UCTOMN
npsamoi Knwku (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

344POT Kananga, onpegenerne JHK B cockobe anuTennanbHbIX KETOK POTOMIOTKU
(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)*

344C/H Kanaupaa, onpeaeneHne AHK B cnoHe (Candida albicans, DNA, Saliva)*

344Cn KaHguaa, onpegeneHne [HK B cekpeTe npocTtaThl, 3skynsTe (Candida albicans,
DNA, Prostatic Fluid, Semen)*

344YPO Kanguaa, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK
yporeHuTanbHoro TpakTta (Candida albicans, DNA, Scrape of Urogenital Epithelial
Cells)*

3021 KaHanpos, ckpuHUHT u Tunuposaxue (Candidiasis, Screening and Typing)

3023 KaHgmaos, ckpuHuHr (Candidiasis, Screening )

3024 Kananpos, TunuposaHue (Candidiasis, Typing)

442 MoceB Ha aporkKenoaobHble rpubsbl (pogos Candida, Cryptococcus) ¢

onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTMYECKMM npenapaTtam (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

3802 pnbKOBblE NHDEKUMU - BbIABJIEHWE U TUMMPOBAHUE BO3byanTeIen MMKO30B
poaos Candida, Malassezia, Saccharomyces n Debaryomyces
442-pP MoceB Ha apoxxkenonobHble rpubsbl (pogos Candida, Cryptococcus) ¢

onpeaeneHnem YyBCTBUTENbHOCTM K PacLUMPEHHOMY CNEKTPY aHTUMMKOTUYECKUX
npenapatos (Yeast Culture. Identification and Antimycotic Susceptibility testing)

1247 OnpepgeneHve maHHaHoBoro aHTureHa Candida B kpoBwu (Platelia Candida Ag)

1248 OnpepgeneHne aHTUMaHHaHoOBbIX aHTUTeN Candida B KpoBu (Platelia Candida Ab)

10.29. KneweBon aHuUedanuT, BUpyc KneweBoro aHuedanura

267 AHTUTenNa Knacca IgG K BMpycy KneweBoro sHuedanuta (Anti-Tick-borne
Encephalitis Virus (TBEV) I1gG)

268 AHTUTeNa Knacca IgM K Bupycy Knewesoro aHuedanuta (Anti-Tick-borne
Encephalitis Virus (TBEV) IgM)

1227M NabopaTopHoe uccneaosaHue Kneula ansa soiasiedmsa PHK/OHK so3byauteneit

MH EKLMI, NepealoLmxca MKcoaoBbIMM Knelamu: KNELLEBOW SHLEDANNT,
BOPPE/IN0O3 (EOJIE3Hb JIAMMA), AHAMN/IA3MO3, 3P/INXNO3 (Detection of
pathogen DNA/RNA in ticks: Tick-borne encephalitis Virus (TBEV), Borrelia
burgdorferis. I., Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

35/, JNTabopaTopHoe nuccnegoBaHue Knella ans BbiseneHns PHK Bupyca Knelesoro
sHuedanuTa (Tick-borne encephalitis Virus, TBEV, RNA)




370,

NccnenosaHue Knela: CKpMHUHE (nabopatopHoe ucciesoBaHme Kaella ana
BbiABaeHusa PHK/OHK Bo3byautenei nHbekumnin, nepeaatomxca MKCoOa0BbIMM
knewamu: PHK Tick-borne encephalitis Virus (TBEV), AHK Borrelia burgdorferi s. I.)

(Study of Tick: Screening)

10.30. Knoctpnanos, nceBAOMEMOpPaHO3HbIN KONUT

462 Moces Ha Knoctpuamm (Clostridium difficile, nceBaomembpaHo3HbIN KONNT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

486/479 PasgenbHoe onpeaeneHue TokcuHa A 1 TokcuHa B Clostridium difficile B kane,

aHTureHHbI Tect (Toxin A and B Clostridium difficile. One step rapid
immunochromotographic assay)

10.31. Kokniow

KN - koacpcpnumeHT nos

UTUBHOCTHU

247 AHTUTena Knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA )

245 AHTuTena Knacca IgG Kk Bordetella pertussis (Anti-Bordetella pertussis 1gG)

246 AHTuTenNa Knacca IgM Kk Bordetella pertussis (Anti-Bordetella pertussis IgM)

470 MoceB oTAeNAEMOro poTornoTku Ha bopaeTennsl (Bordetella
pertussis/parapertussis, Kokntow/napakokniow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

3319 OnddepeHumposaHHoe BoiasneHue JHK Bordetella species: Bordetella pertussis
(Bo3b6yauTenb Koknwowa) u Bordetella bronchiseptica (Bo36ygutens
H6pPOHXOCENTNKO3a) B COCKOBE 3NUTENINANbHBIX KNETOK CIN3UCTON POTOT/IOTKM
n/vnm HocornoTku (Differentiated detection of DNA Bordetella spp.: Bordetella
pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis
pathogen) in a scraping of the oropharynx and or nasopharynx)

2107 OnpeaeneHne aHTUTEN K BO3BYyAMUTENIO KOK/OLWA U NapaKoKAoLWwa

10.32. KopoHaBupycHasi nHdekuus

1641 AHTUTENa K KopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM)

1652 AHTUTeNa K cnankosomy (S) 6enky SARS-CoV-2, I1gG, KauecTBeHHOE onpeaeneHue.
OueHKa ummyHuteta 0 n NOC/IE BakuuHaumm (anti-SARS-CoV-2 S (spike) protein
antibody, 1gG, qualitative. Assessment of immunity before and after vaccination)

1658 AHTUTena K SARS CoV-2 (S-6enky, Bkntovasa RBD), IgG, KonnMYecTBEHHbIiM

1659 AHTUTENa, KONMYECTBEHHbIE, K cnainkoBomy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-
SARS-CoV-2, spike (S) protein (RBD), IgG, quantitative).

1663 AHTUTENA, KONUYECTBEHHbIE, K cnankoBomy (S) 6enky (RBD) SARS-CoV-2, 1gG (c
BblAavel cneunanbHoOro 61aHKa pesynbTaTa Ana Bble3)Katolwmx B M3panab) Anti-
SARS-CoV-2, spike (S) protein, 1gG, quantitative (special result form for those
traveling to Israel).

1641/58 AHTUTeNa K KopoHasupycy SARS-CoV-2, IgM (kauyecTBeHHOe onpegeneHue) u IgG

(konnuectseHHoe onpeaeneHue) (Anti-SARS-CoV-2, IgM/1gG)




1641/59

AHTUTENa K KopoHasupycy SARS-CoV-2, IgM (KauyecTBeHHOe onpegeneHue) u IgG
(konuuectseHHoe onpeaenenHne) (Anti-SARS-CoV-2, 1IgM/IgG)

3320 KopoHasupyc SARS-CoV-2, onpegenerHne PHK B maske CO CIM3NCTOM HOCOI/TIOTKMU
n potornoTku (Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and
oropharyngeal smear)
10.33. Kopb
2500 |AHTMTeJ'Ia Knacca IgG k Bupycy Kopu (Anti-Measles 1gG)

10.34. KpacHyxa

84 AHTUTeNa Knacca IgG K Bupycy KpacHyxu (Anti-Rubella 1gG)

85 AHTUTENa Knacca IgM K Bupycy KpacHyxu (Anti-Rubella IgM)

1142 AHTUTENa Knacca IgG K aHTUreHam BUpyca KpacHyxu, BbiABAAEMbIE METOAO0M
MMmMyHob10TTUHra (Anti-Rubella 1gG, Immunoblot )

3AVRUB AsugHocTb Anti-Rubella 1gG

338CB Onpegenenune PHK (Rubella virus, RNA) B CbIBOPOTKE KPOBMU

10.35. Kpuntocnopuanos, BoasH1cTasa avapes (kpuntocnopuavv napBym)

482

KpunTtocnopuanun napsym (Cryptosporidium parvum), anapenHbiit CUHAPOM,
aHTUreHHbIN TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

10.36. Jlakto6akTepum, nakro6auunbI

345YPO

Naktobaktepun, onpegenenune HK B cockobe anuTenmanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital Epithelial
Cells)*

10.37. Illuctepmos, nuctepun

3114MOM  |Nlnctepum, onpegenenne AHK B moue (Listeria monocytogenes, DNA, Urine)*

3114HOC Nuctepun, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK CIM3UCTON HOCa
(Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

3114n0n Nuctepuun, onpeaenerHne JHK B nnasme Kposw (Listeria monocytogenes, DNA,
Plasma)*

3114POT Nnctepun, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK POTOINOTKU
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

3114CWH Nuctepuu, onpegenerne JHK B cuHoBManbHoOM XugKocTum (Listeria
monocytogenes, DNA, Synovial Fluid)*

3114CMX  [Nuctepuun, onpepenerHme OHK B cnMHHOMO3roBo# *Kuakoctu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

453 Moces Ha nanctepun (Listeria monocytogenes) c onpegeneHnem

YYBCTBUTE/IbHOCTM K aHTUMUKPOBGHbLIM NpenapaTam (Listeria monocytogenes
Culture. Bacteria Identification and Antibiotic Susceptibility testing)

10.38. Jlam6nunos, naménuu

KN - koadppnLMEeHT NO3UTUBHOCTU




234 AHTUTena Knaccos IgM, IgG, IgA K aHTUreHam nambanin, cymmapHo (Anti-Giardia
lamblia IgM, 1gG, IgA, Total)
483 Nambénuu (Giardia liamblia), anapeiHobiii cuHApom, aHTUreHHbIM TecT (Giardia

liamblia. One Step Rapid Immunochromotographic Assay)

10.39. MEHUHIUT, MEHUHIOKOKK

471 MNMoceB HA MEHUHTOKOKKM, onpeaeneHne YyBCTBUTEbHOCTU K aHTUMUKPOOHbIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

3005 HenpounHdekuum. Boissnenne AHK n anddeperymayma N. meningitidis, H.
influenzae, S. Pneumoniae

3038 MeHWHroKokk (Neisseria meningitidis), kau. onpegenexHne AHK

10.40. Muko3bl (napa3uTapHbie rpubbl — AepmaTouThbl)

995 MUKpOCKoNn4Yeckoe uccienoBaHue Ha natoreHHble rpubsbl (Microscopic
examination for pathogenic fungi)

1277 MWKpOCKONUYecKkoe uccaeaoBaHMe 1 Noces Ha naToreHHble rpubbl (Microscopic
examination and Culture for pathogenic fungi)

1277KXHI  |Noces Ha naTtoreHHble rpmbbl

3014 Oepmatodutsl (Trichophyton, Epidermophyton, Microsporum), onpeaeneHue
[OHK B 06pasuax KoXu, BoaoC, HOFTen

1873 OnpeaeneHne metabonntos rpnbos ((1,3) - B-D-rntokaHa) B Kposu

10.41. MukonnasmeHHas uHdekuns, MMKonnasmMos

KM - koacpcpuumeHT no3

WUTUBHOCTHU

302MO0M Mwukonnasma (Mycoplasma hominis), onpegenenve AHK B moue (Mycoplasma
hominis, DNA, Urine)*

302Cn Mwukonnasma (Mycoplasma hominis), onpegenenve AHK B cekpeTe npocTaTsl,
aakynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

302YPO Mukonnasma (Mycoplasma hominis), onpegenenue OHK B cockobe
3NUTENINANbHBIX KNETOK YPOreHUTanbHoro Tpakta (Mycoplasma hominis, DNA,
Scrape of Urogenital Epithelial Cells)*

308MO0OM Mwukonnasma (Mycoplasma genitalium), onpegenernne JHK B moue (Mycoplasma
genitalium, DNA, Urine)*

308Cn Mwukonnasma (Mycoplasma genitalium), onpegenernve JHK B cekpeTe npocrarthl,
aakynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

308YPO Mukonnasma (Mycoplasma genitalium), onpegenerne AHK B cockobe
3NUTEIMANbHBIX KNETOK YpOreHUTanbHoro Tpakta (Mycoplasma genitalium, DNA,
Scrape of Urogenital Epithelial Cells)*

347MK Mwukonnasma (Mycoplasma pneumoniae), onpeaeneHune JHK B MoKkpoTe
(Mycoplasma pneumoniae, DNA, Sputum)*

34710N Mwukonnasma (Mycoplasma pneumoniae), onpegenenune HK B nnasme Kposu
(Mycoplasma pneumoniae, DNA, Plasma)*

347POT Mwukonnasma (Mycoplasma pneumoniae), onpeaenenue HK B cockobe
anuUTeNnanbHbIX KNEeToK potornoTku (Mycoplasma pneumoniae, DNA, Scrape of
Faucial Epithelial Cells)*

347CJMH Mukonnasma (Mycoplasma pneumoniae), onpeaenenue AHK B cntoHe

(Mycoplasma pneumoniae, DNA, Saliva)*




179/80

AHTUTena Knaccos IgM n IgG Kk Mycoplasma hominis (Anti-Mycoplasma hominis
IgM, I1gG)

179 AHTUTEeNa Knacca IgM K Mycoplasma hominis (Anti-Mycoplasma hominis IgM)

180 AHTUTeNna Knacca IgG Kk Mycoplasma hominis (Anti-Mycoplasma hominis 1gG)

260 AHTUTEeNa Knacca IgA K Mycoplasma hominis (Anti-Mycoplasma hominis 1gA)

181/82 AHTUTena Knaccos IgM u IgG K Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM, IgG)

181 AHTUTena Knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae
IgM)

182 AHTUTena Knacca IgG Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae
1gG)

1367 AHTUTena Knacca IgA Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae

IgA)

10.42. MuKkpo61OLIEHO3 YPOreHUTanbLHOro TpakTa

345YPO

Naktobaktepuu, onpegenenune AHK B cockobe anutennanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital Epithelial
Cells)*

396YPO

Baktepounapl, onpegeneHune AHK B cockobe anutenmanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of Urogenital Epithelial
Cells)*

397YPO

MobunyHkyc, onpeaeneHune HK B cockobe anuTennanbHbIX KNETOK
yporeHuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial
Cells)

380

CKPUHWUHT MUKpOdAOpbI yporeHUTanbHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

383

BbiaBneHue Bo3byautenei UMMM (7 + KBM), cockob anuTenmanbHbiX KNeToK
yporeHuTanbHoro Tpakta (Identification of Sexually Transmitted Infections (STI)
Pathogens, Scrape of Urogenital Epithelial Cells)*

386

NccnepoBaHme 6uoLeHo3a yporeHuTanbHoro Tpakta. Pemodnop 8. (UROGENITAL
TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

372

MccnepoBaHue buoLeHo3a yporeHmTanbHoro Tpakta. ®emodnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

3020

MHBNO®D/IOP - KomnneKkcHoe nuccneaoBaHme MUKpPodAopbl YPOreHUTalbHOro
TpaKTa (INBIOFLOR - Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT))

3025

BbiaBneHue Bo3byauteneit UMMM (4 + KBM): onpegenenune AHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, AHK yenoseka (ldentification of Sexually Transmitted Infections (STI)
Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

3022

BbaKkTepuanbHbIii BarmHo3s (Bacterial Vaginosis, BV)

3026

MHBNOD/IOP - ycnoBHO-NaTOreHHble MUMKOMAA3Mbl Ye10BeKa (YPOreHnTanbHbIM
CKpuHUHT) (INBIOFLOR - Mycoplasma, Urogenital Screening)




3027

YCcn0oBHO-NaTOreHHble MUKOMIa3Mbl, MOHUTOPUHT 3G PEKTUBHOCTU NeyeHnn
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of
Treatments)

3028 YCN0BHO-NATOreHHbIE MMUKOMA3Mbl, MOHUTOPUHT 3PPEKTUBHOCTU NeveHUA
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)

3029 YCN0BHO-NaTOreHHblE MUKOM/1a3Mbl, MOHUTOPUHT 3PPEKTUBHOCTU NeyeHns
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)

3150YPO AHgpodnop, uccnegoBaHme MMKPodIOpbl YPOreHUTaNbHOIo TPaKTa MYXKYMH B
cocKobe anuTennanbHbIX KNEeTOK yporeHuTanbHoro Tpakta (Androflor®REAL-TIME
PCR Detection Kit, the study of men’s urogenital tract microbiocenosis in the
epithelial scrapes from the balanus, urethra)

3250YPO Angpodnop CKpuH, uccnegosaHme MMKpPodaopbl ypOreHUTaAbHOTO TPaKTa
MY¥KUYMH B COCKODE annTeInanbHbIX KNETOK yporeHuTanbHoro Tpakta (Androflor®
Screen REAL-TIME PCR Detection Kit, the study of men’s urogenital tract
microbiocenosis in the epithelial scrapes from the balanus, urethra)

3152 AHapodnop, nccnegosaHne MMKpPopa0pbl YPOreHUTaNbHOIO TPaKTa MYXKYMH B
aAkynaTe

3153 AHapodnop, nccnenosaHne MMKpPopa0pbl YPOreHUTaNbHOIO TPaKTa MYXKYMH B
ceKkpeTe npeacTaTebHOM ¥Kenesbl

3252 AHgpodnop CKpuH, uccneposaHme MMKpPodaopbl yporeHNTaAbHOTo TPaKTa
MY¥KUYMH B 3AKYNATE

3253 AHgpodnop CKpuH, uccnegosaHme MMKPodaopbl ypOreHNTaAbHOTo TPaKTa
MY}KUYMH B CEKpeTe NpeacTaTeNbHON Kenesbl

Unnmn-m HeunHBasueHaa gmarHoctuka UMMM no moye

3032 MHBUNO®/TOP-3KCMNEPT. PacwunpeHHoe nccnenosaHne MMKpodhaopsl
YPOreHUTaNbHOro TPakKTa.

3033 NHBnodpnop CkpuH. CKPMHUHIOBOE UccnegoBaHMe MUKPOdaopbI
YPOreHUTanbHOro TpaKTa

3034 NH6nodnop Makcu

3036 bruodnop

380(3058) |CKpUHWHT MUKpPODAOPbI ypOoreHUTanbHoro Tpakta. demodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

3054 J1aKTO-CKPUH — KonindectBeHHoe onpegeneHue HK 4 knoyeBbIX WUTAaMMOB
NakTobaKTepuit B BarMHabHOM cockobe (Lacto-screen — DNA quantification of 4
key lactobacillus species, vaginal swabs)

3254 dnopoueHos - KoMmnaekcHoe uccnegoBaHue (BKkatodyaetr NCMT)

3251 AHpapodnop CKkpuH (Moua)

3060 GEMO®P/IOP®II, KOMNAEKCHAA OLEHKa MUKPOOMOTbI YPOreHUTaIbHOTo TPaKTa
*eHwwmH metogom MNUP (Femoflor®ll, comprehensive assessment of the female
urogenital microbiome, PCR real-time)

3067 GEMODNIOP AenbtaCKpUH, KOMMIEKCHasA OLLeHKa MUKPOBUOTbI YPOreHUTabHOro
TPaKTa KeHLWuH (25 napameTtpos) metogom MNLP

3068 GEMODIOP AnbdaCKpuH, KOMNIEKCHasA OLLEHKa MUKPOBUOTbI ypOreHUTanbHOro

TpaKTa KeHWmH (19 napameTtpos) metogom MNLP

10.43. Mo6unyHkyc




397YPO

MobunyHkyc, onpeaenenume JHK B cockobe anuTennanbHbiX KNeTOK
yporeHuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial

Cells)

10.44. Onuctopxo3

(kowaubsa ABYyyCcTKa)

KN - koadpcpnumeHT nos

UTUBHOCTHU

230

AHTUTeNa Knacca IgG K aHTureHam onuctopxuca (Anti-Opisthorchis felineus 1gG)

10.45. OcTpble KuLweyHble MHeKLnn

33111KAN  [3HTeposupychl, onpegeneHune PHK B kane (Enterovirus, RNA, Fecal)
33111CME |Enterovirus (Kkau.), PHK

L

496 HOPOBWPYC (Norwalk virus) - anapeiiHbii CMHAPOM, BbifiBIEHWE HOPOBUPYCa

reHorpynn | v Il B kane (Norwalk virus Gl, Gll, antigen, stool)

10.46. MapBoBupyc

B19

3324CB Mapsosupyc B19, onpenenerune AHK
3324POT Mapsosupyc B19, onpenenerHue AHK
3324C/MH Mapsosupyc B19, onpenenerune AHK
85219 AHTUTENa K napsosupycy B19,lgG
85319 AHTUTENa K napsosupycy B19,IgM

10.47. NapoTuT anuaemMmMyYeckumn

KM - koacpcpuumeHT no3

WUTUBHOCTHU

252

AHTUTENa Knacca IgG K BMpycy anngemmyeckoro napotuTa (Anti-Mumps IgG)

253

AHTUTeNa Knacca IgM K Bupycy anmaemudeckoro napotuta (Anti-Mumps IgM)

10.48. NpoTo301HbIe UH(EeKLUn

3349

CKPMHMHIOBOE UCC/lef0BaHUE Ha BbiiBNeHMe BO3byauTenei KUWeYHbIX
napasuntosos (nambanosa, amebuasa, 61acTOLUUCTHOM MHBA3UN,
Kpuntocnopuamosa, nsocnoposa) merogom MLUP, Tect-cuctema MNpoTo-cKpmH

(Screening of intestinal parasitoses. PROTO-screen assay)

10.49. PecnupartopHo-cvHUUTUaNbHas MHEKUUA (PecnMpaTopHO-CUHLMTHANBbHBIN BUPYC)

248 AHTUTeNa Knacca IgG K pecnupaTopHO-CUHUUTUaNbHOMY BUpYcy (Anti-Respiratory
Syncytial Virus (RSV) IgG)

249 AHTUTeNa Knacca IgM K pecnnpaTopHO-CUHUUTUANbHOMY BMpYcyY (Anti-Respiratory
Syncytial Virus (RSV) 1gM)

3318 OnpegeneHne Bo3byauTeneit oCTPbIX PECANPATOPHbBIX BUPYCHbIX MHDEKLUIA

yenoseka (OPBU): PHK pecnupatopHo-CMHLMTUANbHOTO BMpYyca (human
Respiratory Syncytial virus, hRSv), meTanHesmoBsupyca (human Metapneumovirus,
hMpv), Bupycos naparpunna 1, 2, 3 u 4-ro Tunos (human Parainfluenza virus 1-4,
hPiv), kopoHasupycos (human Coronavirus, hCov), puHosupycos (human
Rhinovirus, hRv), AHK ageHosupycos rpynn B, C u E (human Adenovirus B, C, E,
hAdv) 1 6okasupyca (human Bocavirus, hBov) B cockobe anuTenmanbHbiX KNeToK
POTOFNOTKM M HOCOTNOTKM

10.50. PukkeTcunos, Tud CbINHOM (PUKKETCUM)




283

PMTA c cbinHOTU(O3HbIM AMArHOCTUKYMOM PUKKeTcuid NMposaveka (Rickettsia
prowazekii, IHA)

10.51. PoTtaBupycHas uHdekuus (potaBupyc)

463

PotaBupyc (Rotavirus), anapenHbiit cCMHAPOM, aHTUTeHHbIN TecT (Rotavirus Direct
Detection by Latex Agglutination)

10.52. CanbMoHennbI (Tud 6proliHoun, napatudd, canbmoHennes)

273 AHTuTena K Salmonella typhi, PMIA (Salmonella typhi Antibodies, IHA)

288 PMrA c Salmonella gr.A (Salmonella gr.A, IHA)

289 PMTA c Salmonella gr.B (Salmonella gr.B, IHA)

290 PMrA c Salmonella gr.C (Salmonella gr.C, IHA)

292 PMTA c Salmonella gr.D (Salmonella gr.D, IHA)

293 AHTuTena K Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

287 PMTA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

457-N MoceB Ha naToreHHyto KuweyHyto nopy (Stool Culture (Salmonella spp., Shigella
spp.). Bacteria Identification)

457-A MoceB Ha NATOreHHyo KnweyHyo Gaopy, onpeaeneHme YyBCTBUTENbHOCTH K
aHTMMMKPOBHbLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

457-¢ MoceB Ha NATOreHHyo KnweyHyo Gaopy, onpeaeneHme YyBCTBUTENbHOCTM K

aHTMMMKPOBHbLIM Npenapatam 1 bakTepmnodaram (Stool Culture, Salmonella spp.,
Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

10.53. Cucbunuc

69 Cudunuc RPR — aHTMKapguonunuHosblit TecT (Syphilis RPR (Rapid Plasma
Reagins), Anticardiolipin Test)

70 AHTuTena Knaccos IgM n 1gG K Treponema pallidum, cymmapHo (Anti-Treponema
pallidum IgM, IgG, Total)

221 AHTuTena Knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM )

1206 AHTUTena Knacca IgM k Treponema pallidum, BbiaBasemble meTogom
MMMYHOB610TTMHra (Anti-Treponema pallidum IgM, Immunoblot )

1205 AHTUTena Knacca IgG K Treponema pallidum, BbisBAsemblie MeTo40M
MMMYHOB610TTMHra (Anti-Treponema pallidum IgG, Immunoblot )

346113 bnepgHan TpenoHema, onpegeneHne [JHK B cockobe anuTennanbHbIX KAETOK
KOHbIOHKTUBbI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells
)*

346KOXK BneaHan TpenoHema, onpeaeneHne [HK B cockobe annuTennanbHbIX KNETOK KOXM
(Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*

346MO04 bnegHas TpenoHema, onpeaenexHme AHK B moue (Treponema pallidum, DNA,
Urine)*

346074 bnegHas TpenoHema, onpeaenexHme AHK B otgensemom (Treponema pallidum,

DNA, Secretion)*




346POT BneaHan TpenoHema, onpeaeneHune AHK B cockobe anuTennanbHbIX KNETOK
potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*

346CB BnegHan TpenoHema, onpegeneHne [HK B cbiBopoTKe KpoBu (Treponema
pallidum, DNA, Serum)*

346CMK BnegHan TpenoHema, onpegeneHne AHK B CTMHHOMO3roBOM *KMAKOCTU
(Treponema pallidum, DNA, Cerebrospinal Fluid)*

346CN bnepgHaa TpenoHema, onpeaenenne JHK B cekpeTte npocraTol, 3aKynaTe
(Treponema pallidum, DNA, Prostatic Fluid, Semen)*

346YPO BnegHan TpenoHema, onpegeneHne HK B cockobe anuTennanbHbIX KNETOK
yporeHutansHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital
Epithelial Cells)*

7072 AHTUTena K Treponema pallidum, 1gG

10.54. Ctachmunokok

KoBasi MH(eKuuA (CTacMNOKOKK 30/10TUCTbIN)

468-T

MoceB Ha 30/10TUCTbIN CTAaPUNOKOKK (METULLUNNH-PESUCTEHTHBIN 3010TUCTbIN
ctadpmnokokKk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria ldentification)

468-A

MoceB Ha 30/10TUCTbIN CTAaPUNOKOKK (METULLUNNH-PESUCTEHTHBIN 3010TUCTbIN
ctradpumnokokKk, MP3C) (Staphylococcus aureus), onpeseneHume 4yBCTBUTENbHOCTU K
aHTMMMKPOBHbIM NpenapaTtam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)

468-P

MoceB Ha 30/10TUCTbIN CTaPUNOKOKK (METULLUNNNH-PE3UCTEHTHBIN 3010TUCTbIN
ctadpunokokk, MP3C) (Staphylococcus aureus), onpeaeneHme 4yBCTBUTEIbHOCTH K
pacwmpeHHOMY CNeKTpy aHTUMUKPOBHbIX NpenapaTos (Staphylococcus aureus
(Metbhicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

468-0

MoceB Ha 30/10TUCTbIN CTaPUNOKOKK (METULLUNINH-PE3UCTEHTHBIN 3010TUCTbIN
ctadpunokokk, MP3C) (Staphylococcus aureus), onpeaeneHme YyBCTBUTEIbHOCTH K
aHTMMMKPOBHbLIM Npenapatam 1 bakTepmodaram (Staphylococcus aureus
(Metbhicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

459-1

MoceB Ha 3010TUCTbIN cTadnNOKOKK (Staphylococcus aureus) (Staphylococcus
aureus Culture. Bacteria Identification)

459-A

MoceB Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus), onpeaenexHue
YYBCTBUTE/IbHOCTM K aHTUMUKPOBHbIM NpenapaTtam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

459-P

MoceB Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus), onpeaeneHue
YYBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria ldentification, Antibiotic Susceptibility,

Enlarged Testing)




459-0

MoceBs Ha 3010TUCTLIN cTadUNOKOKK (Staphylococcus aureus, onpeaenexHune
YYBCTBUTENBHOCTU K aHTUMUKPOOHbIM Npenapatam n baktepnodparam
(Staphylococcus aureus Culture. Bacteria ldentification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)

10.55. CTon6Hsak

876

AHTUTeNa Knacca IgG K ctonbHauHomy aHaToKcuMHy (Anti-Tetanus toxoid IgG)

10.56. CtpenTokokkoBasi MH(EeKUUA (CTpenToKokku rpynn A u B)

348MK CTpenToKoKK, onpeaeneHne AHK B mokpoTe (Streptococcus spp., DNA, Sputum)*

348N CTpenToKOoKK, onpeaenerHune AHK B nnasme Kposwu (Streptococcus spp., DNA,
Plasma)*

348POT CTpenToKoKK, onpegenenune AHK B cockobe anuTenmanbHbIX KNETOK POTOINI0TKM
(Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*

348C/H CTpenToKoKK, onpeaeneHune AHK B catoHe (Streptococcus spp., DNA, Saliva)*

466 MoceBs Ha 6eTa-reMoNnUTUYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A,
Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

466-A MoceB Ha 6eTa-reMoUTUYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A,
Streptococcus pyogenes), onpegeneHune YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM
npenapatam (Streptococcus pyogenes Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

454-1 MoceB Ha 6eTa-reMoNnUTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B,
Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

454-A MoceB Ha 6eTa-reMmoNNTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B,
Streptococcus agalactiae), onpeaeneHue 4yBCTBUTENIBHOCTM K aHTUMUKPOOHbIM
npenapatam (Streptococcus agalactiae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

488 CTpenToKOKK rpynnbl B, aHTUreHHbIN TecT (Streptococcus Group B. One Step Rapid
Immunochromotographic Assay)

33103nNn MHeBMOKOKK, onpegeneHme AHK B nnasme KpoBu (Streptococcus pneumoniae,
DNA)

33103C/IH |[MHeBMOKOKK, onpeaenenue HK B cntoHe (Streptococcus pneumoniae, DNA)

33103POT |MHeBMOKOKK, onpeaeneHne [JHK B cockobe annTennanbHbIX KNETOK POTOFTOTKM
(Streptococcus pneumoniae)

33103MK MHeBMOKOKK, onpegeneHune AHK B mokpoTe (Streptococcus pneumoniae, DNA)

354K0XK CTpenToKoKK rpynnbl B, onpeaenexHne AHK (Streptococcus agalactiae DNA) B
COCKObE 3NUTENNANbHBIX KNTETOK KOMKMU

354MOM CTpenToKoKK rpynnbl B, onpeaenexHne AHK (Streptococcus agalactiae DNA) B
moye

354POT CTpenToKoKK rpynnbl B, onpeaenexHne AHK (Streptococcus agalactiae DNA) B
COCKOb6E 3NUTENNAbHBIX KETOK POTOMOTKM

354YPO CTpenToKoKK rpynnbl B, onpeaenexHne AHK (Streptococcus agalactiae DNA) B

CcocKobe anuTenmnanbHbIX KNeToK YPOreHnTasibHOro TpaKTa




354MPK CTpenToKOKK rpynnbl B, onpeaenenune AHK (Streptococcus agalactiae DNA) B
cocKkobe anuTenmnanbHbIX KNETOK CIM3UCTOM NPAMOM KULLKK
3366 Streptococcus pyogenes, B COCKO6e anuTennanbHbIX KNeTok potornoTku, AHK.

10.57. CTtpoHrunonaos

1372

AHTUTeNa Knacca IgG K aHTMreHam cTpoHrnnounaosa (Anti-Strongyloides stercoralis
1gG)

10.58. T-numcpoTpONHLIN BUPYC

1208

AHTuTena Knacca IgG K T-numdoTponHomy BUpYCy YenoBeka Tuna 1 n 2 Tunos
(Anti-HTLV-1, 2 1gG)

10.59. Tokcokapo3 (Tokcokapa)

KN - koacppnLMEeHT NO3UTUBHOCTU

232

|AHTI/ITEI'Ia Knacca IgG K aHTMreHam Tokcokap (Anti-Toxocara IgG)

10.60. Tokconna3mo3s (Tokconnasma)

80 AHTUTENa Knacca IgG K Toxoplasma gondii (Anti-Toxoplasma gondii IgG)

81 AHTUTena Knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

1AVTOXO |ABuaHocTtb Anti-Toxopl gondii IgG

335BNT Tokconnasma, onpegenenune AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)*

335CB Tokconnasma, onpegenenune AHK B cbiBopoTKe KpoBu (Toxoplasma gondii, DNA,
Serum)*

335CMXK Tokconnasma, onpegeneHune AHK B cnuHHOMO3roBow xugkoctu (Toxoplasma

gondii, DNA, Cerebrospinal Fluid)*

10.61. TpuxuHennes (TpuxmHenna)

KM - koadhcpuLMeHT No3UTUBHOCTH

233

AHTUTeNa Knacca IgG K aHTureHam TpuxuHenn (Anti-Trichinella I1gG)

10.62. TpuxomoHuMa3 (TpuxomMmoHapa)

K - koadbcpuLmeHT No3nTMBHOCTH

261 AHTUTena Knacca IgG K Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG)

307MOM TpuxomoHaga, onpeaeneHme JHK B moue (Trichomonas vaginalis, DNA, Urine)*

307Cn TpuxomoHaga, onpeaeneHue JHK B cekpeTe npocTathl, 3akynaate (Trichomonas
vaginalis, DNA, Prostatic Fluid, Semen)*

307YPO TpuxomoHaga, onpeaeneHme JHK B cockobe anuTennanbHbiX KNeToK

yporeHuTanbHoro TpakTa (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

10.63. Tybepkynes (MMkobakTepum TybepKynesa)

KN - koadppnLMeHT No3UTUBHOCTU

1266 AHTuTena Knaccos IgM, IgA, 1gG kK Mycobacterium tuberculosis, cymmapHo (Anti-
Mycobacterium tuberculosis IgM, IgA, 1gG, Total)

341BNT MuKkobaKTepun TybepKynesa, onpegenexHme AHK B BbinoTe (Mycobacterium
tuberculosis, DNA, Exudate)*

341MK MuKkobaKkTepun TybepKynesa, onpegenenve AHK B mokpoTte (Mycobacterium
tuberculosis, DNA, Sputum)*

341MHC Mukobaktepun Tybepkynesa, onpegeneHme [HK B meHCTpyanbHOM KpoBu

(Mycobacterium tuberculosis, DNA, Menstrual Blood)*




341MOM Mukobaktepumn Tybepkynesa, onpeaeneHme AHK B mouye (Mycobacterium
tuberculosis, DNA, Urine)*

341CB Mukobaktepun Tybepkynesa, onpeagenerHme [JHK B cbiIBOPOTKe KpOBU
(Mycobacterium tuberculosis, DNA, Serum)*

341CHH Mukobaktepun Tybepkynesa, onpegenerHme [HK B CMHOBMAbHOM KUAKOCTH
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

341CMXK Mukobaktepun Tybepkynesa, onpegenerHme HK B CTMHHOMO3rOBOM XMAKOCTH
(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

341Cn MuKobakTepumn Tybepkynesa, onpeaeneHne IHK B cekpete npocTathbl, IsKynATe
(Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

1547 Bbpyuenna-IgM (Brucella, IgM)

1548 Bpyuenna-lgG (Brucella, 1gG)

1546 Bpyuenna-IgA (Brucella, IgA)

3061 Mukobaktepun Ty6epkynesa (Mycobacterium tuberculosis complex),
Konn4yectseHHoe onpegeneHue AHK

3062 Mukobaktepun Ty6epkynesa (Mycobacterium tuberculosis complex),
KonmyecteeHHoe onpegenenune AHK c nochegyowmm BbisBAEHUEM MyTaLMN,
CBA3AHHbIX C N1EKAPCTBEHHOM YCTOMUYMBOCTLIO K pUudamMnULMHY U U3OHUA3NAY,
meTtogom lMUP

3063 Mukobaktepun Ty6epkynesa (Mycobacterium tuberculosis complex),

KonnyectseHHoe onpegeneHue AHK

10.64. Ypeanna3mo3s (ypeanna3smbl)

K - koadbchpuLmeHT No3NTUBHOCTH

264 AHTUTeNna Knacca IgG K Ureaplasma urealyticum (Anti-Ureaplasma urealyticum
1gG)

265 AHTUTENna Knacca IgA kK Ureaplasma urealyticum (Anti-Ureaplasma urealyticum
IgA)

303M0M Ypeannasma (Ureaplasma urealyticum) (buosap T-960), onpeaeneHue JHK B
moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

303cCn Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaeneHme AHK B
cekpeTe npocTaThl, aakynaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic
Fluid, Semen)*

303YPO Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaenerHune JHK B
COCKObE 3nnTeNnanbHbIX KNETOK yporeHnTanbHoro TpakTa (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

342MO0M Ypeannasma (Ureaplasma parvum), onpegeneHue OHK B moue (Ureaplasma
parvum, DNA, Urine)*

342Cn Ypeannasma (Ureaplasma parvum), onpeaeneHue AHK B cekpeTe npocTaTsl,
aakynate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

342YPO Ypeanna3sma (Ureaplasma parvum), onpegenexve AHK B cockobe anuTenmanbHbix
KNeToK yporeHutanbHoro TpakTa (Ureaplasma parvum, DNA, Scrape of Urogenital
Epithelial Cells)*

343MOM Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenexHne AHK
B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

343Cn Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenue AHK

B ceKkpeTe npoctaTbl, 3aKkynaTe (Ureaplasma urealyticum + Ureaplasma parvum,
DNA, Prostatic Fluid, Semen)*




343YPO

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenexHne AHK
B COCKODe anunTeNnanbHbIX KNETOK yporeHUTanbHoro Tpakta (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

10.65. XenukobakTepHasi MH(EKLUUA (XennkobakTep)

KN - ko3 pnLMEeHT NO3UTUBHOCTU

133 AHTUTena Knacca IgG K Helicobacter pylori (Anti-Helicobacter pylori I1gG)

176 AHTUTena Knacca IgM Kk Helicobacter pylori (Anti-Helicobacter pylori IgM)

177 AHTUTena Knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA)

258 AHTUTena Knacca IgG K Helicobacter pylori, BbisiBnsiemble meTogom
nMmmyHobnoTTMHra (Anti-Helicobacter pylori IgG, Immunoblot)

259 AHTUTena Knacca IgA K Helicobacter pylori, BbisBnaemble meTogom
nMmmyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot)

1303HEL 1303HEL "C-ypeasHbiin abixatenbHbint Tect (*C-YAT, 13C-Urea Breath test, UBT).
BbisasneHne nHdekumnm Helicobacter pylori

3158XE/ XenukobaKktep nunopwu, onpeaeneHme AHK B buontate cnnsncTom xenyaka
n/vnu geeHaguatnunepcrHoi Kuwku (Helicobacter pylori, DNA, Bioptates of
Gastric Mucosa and/or Duodenum, PCR)

1789 CymmapHblie aHTUTeNa K aHtureHy CagA Helicobacter pylori

10.66. XnamuaguinHas uHdeKuus, xnaMmmanos (xnaMmmamm)

K - koadbchpuLmeHT No3NTUBHOCTH

105 AHTUTena Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA)

106 AHTUTena Knacca IgG K Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG)

105/6 AHTUTena Knaccos IgA n IgG k Chlamydia trachomatis, pasgenbHo (Anti-
Chlamydia trachomatis IgA, 1gG)

188 AHTUTena Knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM)

1495 AHTUTeNna Knacca IgG K 6enky tennosoro woka (BTLW) Chlamydia trachomatis (Anti-
cHSP60 IgG)

301BNT Xnamngua (Chlamydia trachomatis), onpeaenenne AHK B BbinoTe (Chlamydia
trachomatis, DNA, Exudate)*

301rn3 Xnammngusa (Chlamydia trachomatis), onpeaenexHne HK B cockobe
aNMTENNANbHBIX KNETOK KOHBIOHKTMBLI (Chlamydia trachomatis, DNA, Scrape of
Conjunctiva Epithelial Cells )*

301MO0M Xnamugmsa (Chlamydia trachomatis), onpeaenenune JHK B moye (Chlamydia
trachomatis, DNA, Urine)*

301MPK Xnamugma (Chlamydia trachomatis), onpeaenenune HK B cockobe
3NUTeNNaNbHbIX KNETOK cansncToi npamont Knwwkn (Chlamydia trachomatis, DNA,
Scrape of Rectal Epithelial Cells)*

301POT Xnammngusa (Chlamydia trachomatis), onpeaenexHmne HK B cockobe
anuTenuanbHbIX KNeTok potornoTku (Chlamydia trachomatis, DNA, Scrape of
Faucial Epithelial Cells)*

301CHH Xnamuama (Chlamydia trachomatis), onpeaenenne HK B cuHoBUaNbHOW
»)uakoctu (Chlamydia trachomatis, DNA, Synovial Fluid)*

301CMXK Xnamugma (Chlamydia trachomatis), onpeaenernne JHK B cnMHHOMO3roBoii

*)uakoctu (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*




301cCn Xnamngusa (Chlamydia trachomatis), onpeaenexHne HK B cekpeTe npocrtaThl,
aakynate (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)*

301YPO Xnamngua (Chlamydia trachomatis), onpeaenexHme HK B cockobe
3NUTEeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA,
Scrape of Urogenital Epithelial Cells)*

183 AHTuTena Knacca IgA K Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae IgA)

184 AHTUTena Knacca IgM kK Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae IgM)

185 AHTuTena Knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae I1gG )

349MK Xnamugmsa (Chlamydia pneumoniae), onpegenexHne OHK B MmoKpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

349N Xnamugmsa (Chlamydia pneumoniae), onpeaenexnne JHK B nnasme Kposu
(Chlamydophila pneumoniae, DNA, Plasma)*

349P0OT Xnammngua (Chlamydia pneumoniae), onpeaenexme JHK B cockobe
anuTennanbHbIX KneTok potornoTtku (Chlamydophila pneumoniae, DNA, Scrape of
Faucial Epithelial Cells)*

349C/H Xnamngua (Chlamydia pneumoniae), onpeaenenme JHK B catoHe (Chlamydophila
pneumoniae, DNA, Saliva)*

1379 AHTUTeNa Knacca IgG K rnaBHomy 6e/1Ky Hapy*KHoN membpaHbl MOMP u

AHTUTena Knacca IgG Pgp3 (membpaHoaccoLMMpPOBaHHbIN NAa3MUAHbIN 6en0K)
Chlamydia trachomatis

10.67. LiuTomeranoBupycHas uHcekums: BUpyc repneca 4yenoseka 5 tuna (uutomeranosupyc, LIMB)

82 AHTUTeNa Knacca IgG Kk uutomeranosupycy (Anti-CMV IgG)

83 AHTUTeNna Knacca IgM kK uutomeranosumpycy (Anti-CMV IgM)

2AVCMV AsuaHocTb Anti-CMV 1gG

310BNT Umtomeranosupyc, onpeaeneHme AHK B Bbinote (CMV DNA, Exudate)*

310rn3 Lnutomeranosupyc, onpegenenme JHK B cockobe anuTennanbHbix KNeTOK
KOHBbIOHKTUBBI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )*

310KOXK Umtomeranosupyc, onpeaeneHme [HK B cockobe anuTennanbHbIX KNETOK KOXKMU
(CMV DNA, Scrape of Skin Epithelial Cells)*

310M0M Umtomeranosupyc, onpeaeneHme HK B moue (CMV DNA, Urine)*

310HOC Lmtomeranosupyc, onpegenenme JJHK B cockobe anuTennanbHbix KNeTOK
cnmsucToit Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)*

310POT Lnutomeranosupyc, onpegenenme JHK B cockobe anuTenmnanbHbix KNeTOK
potornotkm (CMV DNA, Scrape of Faucial Epithelial Cells)*

310CB LUuTomeranosupyc,KayectseHHoe onpeaenerHne JHK B cbiBopoTKe Kposu (CMV
DNA, Serum)*

310C/H UuTtomeranosupyc, onpegenerume AHK B cntoHe (CMV DNA, Saliva)*

310CMXK LUmtomeranosupyc, onpeaeneHme JHK B cnuHHOMO3roBol xuakoctn (CMV DNA,
Cerebrospinal Fluid)*

310Cn Umtomeranosupyc, onpeaeneHme JHK B cekpete npoctathl, aakynate (CMV DNA,
Prostatic Fluid, Semen)*

310YPO Umtomeranosupyc, onpeaeneHme JHK B cockobe anuTennanbHbiX KNeTOK

yporeHuTanbHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)*




3156 UuTtomeranosupyc, KonndyectseHHoe onpegenerHne JHK (Cytomegalovirus, DNA)
B CbIBOPOTKE KPOBU
3045 [OHK Untomeranosupyca/supyca dnwreitHa-bapp/supyca repneca 6 tuna, Kon.

onpeaenenune (EBV-CMV-HHV6 DNA)

10.68. QHTepo6Mno3 (oCTpULIbI)

10.69. AnwreriHa-bapp BMpycHasa uHdekLus: BUpYC repneca vernoBeka 4 Tuna (Bupyc dnwreriHa-bapp)

KN - koacppnLMEHT NO3UTUBHOCTU

351BM0T Bupyc dnwrenHa-bapp, onpeaeneHune AHK B BbinoTe (EBV DNA, Exudate)*

351M04 Bupyc dnwrenHa-bapp, onpeaeneHne AHK B moye (EBV DNA, Urine)*

351HOC Bupyc dnwreiHa-bapp, onpeaeneHme JHK B cockobe anuTennanbHbiX KNeTOK
cnmsucTolt Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

351POT Bupyc 3nwreiHa-bapp, onpeaeneHme JHK B cockobe anuTennanbHbix KNeTOK
potornotku (EBV DNA, Scrape of Faucial Epithelial Cells)*

351CB Bupyc dnwreitHa-bapp, KauecTtBeHHOe onpeaeneHne [HK B cbiIBOPOTKe KpoOBU
(EBV DNA, Serum)*

351C/H Bupyc 3nwrTeltHa-bapp, onpeaeneHme JHK B catoHe (EBV DNA, Saliva)*

351CMXK Bupyc dnwrenHa-bapp, onpeaeneHne AHK B cnnHHOMO3roBol xugkoctm (EBV
DNA, Cerebrospinal Fluid)*

351Cn Bupyc dnwreitHa-bapp, onpeaenenune JHK B ceKkpeTte npocTathbl, askynate (EBV
DNA, Prostatic Fluid, Semen)*

351YPO Bupyc 3nwreiHa-bapp, onpeaeneHme JHK B cockobe annuTennanbHbix KNETOK
yporeHuTanbHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)*

186 AHTUTeNa Knacca IgM K KancugHomy aHTUreHy Bupyca InwTteiHa-bapp (Anti-EBV
Viral Capsid Antigens (VCA) IgM )

187 AHTUTeNa Knacca IgG K HyKneapHOMy aHTUTeHy BMpyca InwwTenHa-bapp (B35 NA
IgG, Epstein-Barr Virus Nuclear Antigen IgG, EBNA IgG)

255 AHTUTeNa Knacca IgG K paHHemy aHTUreHy Bupyca dnwTteliHa-bapp (Anti-EBV Early
Antigen (EA) 1gG)

275 AHTUTeNa Knacca IgG K KancuaHomy aHTUreHy Bupyca dnwTteliHa-bapp (Anti-EBV
Viral Capsid Antigens (VCA) I1gG)

3511 Bupyc 3nwreitHa-bapp, KonnyecteseHHoe onpeaeneHme [HK B cbiIBOPOTKe KpOBU
(EBV DNA, Serum)*

1630 OnpeaeneHne UHAEKCA aBUAHOCTU UMMYHOTN06YIMHOB Knacca G K KancuaHbIm

aHTMreHam VCA Bupyca InwTeiHa-bapp B CbIBOPOTKE KPOBM.

10.70. AXMHOKOKKO3 (IXMHOKOKKM)

KM - koadbcpuLMeHT No3UTUBHOCTH

229

|AHTMTe}'Ia Knacca IgG K aHTUreHam axMHOKoKKa (Anti-Echinococcus 1gG)

10.71. Jwepuxmo3s (KMLLIeYHas nanoyka, 3wepuxmsi)

485

UccnepoBaHue Ha KuweyHyto nanodky (Escherichia coli 0157:H7, swepuxunos),
AnapenHbli cMHApom, aHTureHHbli Tect (Escherichia coli 0157:H7. One Step
Rapid Immunochromotographic Assay)

10.72. CKpMHUHIoBble uccrnegoBaHUs MUKpodropbi

3388

bakPe3ucra. BbisBneHWe reHOB Pe3UCTEHTHOCTU K IMKoNenTuaHbIM 1 6eta-
NIaKTaMHbIM aHTUBMOTUKAM Yy BaKkTepuii




3389

BakCKpuHYTIM. BbiABNneHME YCNOBHO-NATOrEHHbIX MUKPOOPTraHM3MOB METOAO0M
MLLP B pexxmnme peanbHOro BpemeHM.

10.73. CuHAPOM M36bITOYHOrO GakTepuanbHOro pocta

1304CHBP

BoaopoaHO-MeTaHOBbIM AblXaTe/ibHbl TECT C IaKTY/10301, ANArHOCTUKA
cuHApPoma nsbbITouHoro 6aktepuanbHoro pocrta (CMBP) (Hydrogen/Methane
Breath Test with lactulose, assessment of SIBO)

10.74. Qpnuxuno3s

3380

Apnuxua, onpegeneHne AHK B uenbHoi Kposwu (Ehrlichia chaffeensis, DNA)

10.75. XaHTaBupycHas uHdekuus (MMc)

1279 AHTuTena IgG K xaHtasmpycam (I/1NC)
1535 AHTuTena IgM K xaHTaBupycam (F1MNC)
1279/1535 |AnTuTtena lgM, I1gG Kk xaHTasupycam (I/1MNC)

10.76. NMHeBMOLMCTO3, MHEBMOLUCTbI

3216 |

Pneumocystis jirovecii (carinii) AHK (kau)

10.77. KpMnKkoKOKKO3, KPUNTOKOKKM

370 |

BbissneHne AHK Cryptococcus neoformans

10.78. UccnepoBaHUA UKCOAOBbLIX KIELen C XXMBOTHbIX

10.79. JlernoHennes

3015 Legionella pneumophila (kau.) JHK, cockob anutennanbHbIX KNETOK CAN3UCTON
Hoca

3016 Legionella pneumophila (kau.) JHK, cockob anutennanbHbIX KNETOK CAN3UCTON
POTOFNOTKM

3017 Legionella pneumophila (kau.) JHK, MOKpoTa 1 NpoMbIBHbIE BOAbI BPOHXOB

10.80. Bupyc Kokcaku

1520

AHTuTena K Bupycy Kokcaku (Coxsackievirus), IgM

10.81. l'epnec-Bupyc 4yenoBeka 7 Tuna (Human herpesvirus 7, HHV-7

3605

[epnec-Bupyc yenoseka 7 Tuna B cockobe anuTennanbHbiX KNeTok POTOINOTKMN,
OHK

11. MUKPOBUONOTINMYECKUE UCCITEAOBAHUA: HECNELIM®UYECKUE BOCTAJIUTENbHbLIE 3ABONIEBAHUA

*B cny4asx o6HapyxeHUss HopMaribHOWN, COMYTCTBYHOLLEN, YCITOBHO-NAaTOreHHON B HU3KOM TuTpe (S10*4 koe/Tamn., mMi.,

11.1. MVIKpOSVIOIIOI‘VI'-IGCKVIe uccrnegoBaHus: Hecneuucbuqeckue BOCNanurenbHble 3aboneBaHus PasnUYHbIX

*Ans TectoB 440,444, 440/444 B cnyvae B3ATUs 6UomaTtepuana B MO B 3aka3 6yaet BknroveHa MPOBOMNMOANOTOBKA

MWKTC

MNpo6onoarotoska (MUK)

447

UccnepoBaHue Ha bMoLEHO3 BAaraauwa, onpeaeseHme 4yBCTBUTEbHOCTU K
AaHTUMUKPOBHbBIM N aHTUMMKOTUUYECKMM NpenapaTam (C MMKpOoCKonuei
HaTMBHOTrO Npenapara, oKkpaleHHoro no pamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain, Bacterioscopic
Examination of Smear))*




445

MuKpocKkonuyeckoe (bakTepnocKkonuyeckoe) nccaeaoBaHne Maska,
OKpalueHHoro no Mpamy (Gram Stain. Bacterioscopic Examination of Smear)

452

MoceB Ha aHa3pobHy MUKpodaopY, onpeseneHne YyBCTBUTENbHOCTU K
aHTUMMKPOOHbIM NpenapaTam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

474-A

MoceB paHeBOro oTAeNAEMOro U TKaHel Ha MMKpodopy, onpeaeneHne
YYBCTBUTENbHOCTU K aHTUMUKPOBHbIM Npenapatam (Wound/Pus/Aspirate/Tissue
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

474-P

MoceB paHeBOro OTAENAAEMOro U TKaHel Ha MuKpodaopy, onpeaeneHune
UYBCTBUTE/IbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOGHbIX NpenaparTos
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

474-0

MoceB paHeBOro OTAENAAEMOro 1 TKaHel Ha MuKpodaopy, onpeaeneHune
UYBCTBUTE/IbHOCTU K aHTUMUKPOBGHbBIM npenapaTtam v 6akteprodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

475-A

Moces Kenum Ha MUKpodIopY, onpeaesieHne YyBCTBUTENIbHOCTU K
aHTMMMKPOBHbIM NpenapaTtam (Bile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

475-P

MoceB »Kenum Ha MUKpodIopy, onpeaeneHne YyBCTBUTENbHOCTU K
paclWmMpeHHOMY CMeKTpy aHTUMUKPOBHbIX npenapatos (Bile Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

467-A

MNMoceB oTAENAEMOro BepXHUX AblXaTebHbIX MyTEN HAa MUKpPodIopY,
onpeaeneHune YyBCTBUTENbHOCTU K aHTUMWKPODOHbLIM NpenapaTtam (ogHa
nokanusauyus) (Upper Respiratory Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

467-P

MoceB oTAENAEMOr0 BEPXHUX AbIXaTeAbHbIX NyTeM Ha MUKpodaopy,
onpeaeneHune YyBCTBUTENIbHOCTU K PACLUIMPEHHOMY CNEKTPY aHTUMUKPOBHbIX
npenapatoBs (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

467-¢

MoceB oTAENAEMOr0 BEPXHUX AbIXaTeAbHbIX NyTeM Ha MUKpodopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMMKPOOHbBIM NpenapaTtam u
6aktepmnodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

441-A

MoceB Mmoun Ha MMKpodaopy, onpeaeneHe YyBCTBUTEIbHOCTH K
aHTMMMKPOBHbIM npenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

441-p

MoceB Mmo4n Ha MUKpodopy, onpeaeneHne YyBCTBUTEIbHOCTU K paclMpPeHHOMY
CNEKTPY aHTUMUKPOBHbIX NnpenapaTos (Urine Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

441-¢

MoceB moun Ha MMKpodopy, onpeaeneHe YyBCTBUTEIbHOCTU K
aHTUMUKPOBHbIM NpenapaTam u 6akTepnodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

465-A

Moces oTaensemoro rnas Ha mMkpodnopy, onpeseneHme YyBCTBUTEIbHOCTM K
aHTMMMKPOBHbIM Npenapatam (Eye Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*




465-P

MoceB OTAENAEMOrO rna3 Ha MUKPodIopy, onpeaeneHne YyBCTBUTENbHOCTU K
pacwmpeHHOMY CNeKkTpy aHTUMUKPOBHbIX npenapatos (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

465-0

MoceB oTaenssiemoro rnas Ha mmkpodaopy, onpegeneHme YyBCTBUTEIbHOCTH K
aHTMMMKPOOHbIM Npenapatam u bakTepmnodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

446-A

MoceB Ha MMKpodOPY OTAENAEMOrO NONOBbIX OPraHOB, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMMUKPOBHbLIM NpenapaTtam (Genitourinary Tract Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

446-P

MoceB oTAENSEMOro NO/I0BLIX OPraHoOB Ha MUKpodIopY, onpeaeneHne
YYBCTBUTENIbHOCTU K pPaclUMPEHHOMY CMEeKTPY aHTUMMKPODOHbIX NpenapaTos
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

446-0

MoceB oTAENAEMOrO NOIOBbIX OPraHOB Ha MUKpPOdIOPY, onpeaeneHue
YYyBCTBUTE/NILHOCTU K aHTUMUKPODOHbIM NpenapaTtam U bakTepuodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

473-A

MoceB oTAaeNsemoro ywei Ha MUKpodaopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMMKPOBHbIM NpenapaTam (Ear Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)*

473-p

Moces oTAeNAemMOro yuen Ha MUKpodaopy, onpeaeneHme YyBCTBUTENbHOCTM K
pacWmpeHHOMY CNEKTPY aHTUMUKPOBHbIX npenapaTos (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

473-®

Moces oTAeNseMOro yLiein Ha MUKpodIopy, OnpesaeneHme YyBCTBUTEbHOCTMU K
aHTMMMKPOBHbLIM Npenapatam u bakTepmnodaram (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

477-A

MoceB NYHKLMOHHOIO MaTepuasna Ha MUKpodiopy, onpeaeneHme
YYBCTBUTENbHOCTU K aHTUMMKPOBHbIM NpenapaTtam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

477-P

MoceB NYHKUMOHHOIO MaTepuasna Ha MUKpodaopy, onpeaeneHume
YYBCTBUTENbHOCTU K paclUMPEHHOMY CMEeKTPY aHTUMMKPOBHbIX NpenapaTos
(Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

481

ApeHosupyc (Adenovirus), AnapenHbiii CUHAPOM, aHTUreHHbI TecT (Adenovirus.
One Step Rapid Immunochromotographic Assay)

484

Xenukobaktep nunopwu (Helicobacter pylori), aHTureHHbi TecT (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

402

KamnunobakTep, AnapeiHolii CUHAPOM, BbiSIBIEHWE aHTUIEHa B Kane,
nmmyHoxpomatorpadua (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

403

FoHopes, BbiAaBAEHME aHTUreHa, MMyHoxpomaTorpadusa (Neisseria gonorrhoeae
test, One step rapid immunochromotographic assay)

405

NervioHenna, BbiABNEHNE aHTUIEHa B MoYe, MMMyHOXpomaTorpadus (Legionella
pneumophila, One step rapid immunochromotographic assay, antigen, urinae)




408

[MHEBMOKOKK, BblAiBNEHWE aHTUIeHa B MoYe, UMMyHOXpomaTtorpadua
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae)

409

DHTEpOBUPYC, BbIABNEHNE aHTUTEeHa B Kane, UMMyHoxpomaTtorpadua (Enterovirus,
One step rapid immunochromotographic assay, antigen, stool)

411

PecnupaTopHO-CUHUMTUANBbHBIN BUPYC (PC-UHbEKLMSA), BbIABIEHWE aHTUTEHA,
nMmmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)

472MUK

MoceB OTAENAEMOTO HUMKHUX AbIXaTeNbHbIX MyTel Ha MUKPodIopY C
onpeaeneHnem YyBCTBUTE/IbHOCTM K PacLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaToB U MMHUMANbHbIX UHIMBUPYLLMX KOHLLEHTPAL M

446MUK

MNoceB oTAENAEMOro NoJI0OBbIX OPraHOB Ha MUKPOGIOPY C oNpeaeneHneM
YYBCTBUTE/ILHOCTU K PacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX NPenapaTos U
MWUHMUMANbHbIX UHTMOMPYIOWMNX KOHLEHTPaLMM

477MUK

MoceB NYHKUMOHHOIO MaTepuasna Ha MUKpodaopy C onpegeneHnem
YYBCTBUTENIbHOCTU K PaclUMPEHHOMY CMEeKTPY aHTUMMKPOBHbIX NPenapaTos M
MWUHMMaANbHbIX MHTIMBUPYIOWMNX KOHLEHTPaUUi

474MUK

Moces oTaenssiemoro paHbl Ha MUKpodaopy C onpeseneHnem YyBCTBUTENbHOCTU K
pacWMpeHHOMY CNEKTPY aHTUMUKPODOHbIX NPenapaToB U MMHUMA/IbHbIX
MHIMBUPYIOLMX KOHLLEHTPALLMI

467MUK

MoceB 0TAENAEMOTO BEPXHUX AblXaTe bHbll NyTel Ha MUKpPodaopy C
onpeaeneHnem YyBCTBUTENIbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOBHbIX
npenapaToB U MUHUMANbHbIX UHTMBUPYIOLLMX KOHLLEHTPaL M

441MUK

MoceB Mo4n Ha MUKpodAOpY C onpeaeeHNEM YyBCTBUTENbHOCTHU K
paclMpPeHHOMY CNEKTPY aHTUMUKPOBHbBIX NPenapaToB U MMHUMabHbIX
NHIMBUPYIOLLMX KOHLEHTPALMIA

473MUK

Moces oTAENAEMOro 13 yxa Ha MUKpOdIopy C onpegeneHnem YyBCTBUTENbHOCTH
K pacluMpeHHOMY CNeKTPY aHTUMMUKPOBHbIX NpenapaToB U MUHUMAbHbIX
UHIMBUPYHIOLLMX KOHLLEHTPaLUMiA

475MUK

MoceB »enum Ha MUKPOdIopPY C onpeaeneHMem YyBCTBUTENbHOCTU K
paclMpPeHHOMY CNEKTPY aHTUMUKPOBHbIX NPenapaToB U MMHUMabHbIX
NHIMBUPYIOLLMX KOHLEHTPALMIA

491

AHanus MMKpobunoTbl Nno Ocunosy

455H-9¢

baKTepuonormyeckoe nccaeaosaHme MMKpobunoLeHo3a KULWeYHNKa
(ancbaktepmnos) c onpeaeneHMem YyBCTBUTENBHOCTU K BaKkTepnodaram

455H

BaKTepmnonornyeckoe ncciefoBaHme MMKPobMoLEeHO3a KULLEYHMNKA
(ancbakTtepmnos)

480

KyNbTypanbHbli CKDUHUHT Ha NOIMPE3UCTEHTHbIE BaKTEPUM

4410AA

BbicTpblit noceB moun (ALIFAX) ¢ ngeHTUdMKaumen sBuaa Bo3byautens,
onpeaeneHnem 4yBCTBUTEIbHOCTM GI0Pbl K OCHOBHOMY CMEKTPY aHTMBMOTUKOB U
OCTaTOYHOM aHTUMUKPOBHOW aKTUBHOCTM B Moye (OAA)

OAA

OcTaTo4yHas aHTUMUKPOBHas akTUBHOCTb B Moyde (OAA)

12. AMMYHOJIOM'MYECKUE UCCNENOBAHUA

* Tect NeMM3AK BbinonHsieTca B komnnekce ¢ Tectamu NeNe 31401, 31402,31403,31404,31414. Tect NeMM3AK Henb3sa

12.1. KomnnekcHble UMMYyHOJIOTM4YeCcKne uccnenoBaHus




1235 Uunpkynmpytowme nmmyHHble Komnaekebl (UUK) obwue (Circulating Immune
Complexes (CIC) Total)
4189 PerynatopHbie T-numdounTbl (Regulatory T-Cell Panel)

12.2. AmMyHOrno6ynuHbl oblme

45 MUmmyHornobyamHel Knacca A (Immunoglobulin A, 1gA)

46 NmmyHornobynunHbl knacca M (Immunoglobulin M, IgM)

47 MmmyHornobyamHel Knacca G (Immunoglobulin G, 1gG)

67 NmmyHOrnobynunHbl Knacca E (obwuit IgE, nmmyHornobynmH E obwmit)
(Immunoglobulin E Total, IgE Total)

4048 MmmyHornobynmHbl G (noaknaccel IgG1l, 1gG2, 1gG3, 1gG4)

12.3. Cneundmyeckune 6enku

948 303MHOPUNBLHBIN KaTUOHHbLIN 6enok (Eosinophil Cationic Protein, ECP)

6948 303UHOGUNbHBIN KaTUOHHbIN 6enok, ImmunoCAP® (Eosinophil Cationic Protein,
ImmunoCAP® ECP)

1251 KanbnpoTektnH (S100A8/A9) B Kposu (Calprotectin (S100A8/A9))

1252 UccnepgoBaHMe KOHUEHTpaUUKM npeanbbymunHa (TpaHctupeTtuHa - TTR) (Prealbumin
(Transthyretin - TTR))

1253 UccnepgoBaHMe KOHLEHTPAUUKU peTMHO-cBA3bIBatowero 6enok (RBP) (Retinol
binding protein (RBP))

1470 NccneposaHme TREC n KREC ans AMarHOCTUKM MMMYyHOAePULMTOB B LLENbHOM

Kposu (TREC and KREC analysis for immunodeficiency diagnostics in blood)

12.4. KOMMNOHEHTbI KOMMJIeMeHTa

193 KomMnoHeHTbl cucTembl KomnnemeHTa C3, C4 (Complement components C3, C4)

1315C3 C3 KomnoHeHT cuctembl KomnsiemeHTa (Complement Component C3)

1316C4 C4 KomnoHeHT cuctembl KomniemeHTta (Complement Component C4)

1534 CucteMa KOMNaemeHTa: oueHKa GyHKUMOHaNbHOM akTuBHOCTH (CH50)
(Functionality Test of Complement (CH50))

836 MHrmbuTop Cl-acTepasbl, akTuBHOCTL (C1-Esterase Inhibitor, C1-INH)

850 NHrnbutop Cl-actepasbl, KoHUeHTpauuna (C1-Esterase Inhibitor, concentration; C1-
INH)

1259 UccnepoBaHme KoHUEHTpauuu daktopa H cuctembl KOomniemeHTa

1427 UccnepgoBaHue KoHueHTpauum C5a (aHapuNOTOKCMHA) KOMMOHEHTa CUCTEMDbI

KOMMNNEeMEHTa

12.5. LUNTOKUHBI

210 NHTepneliknu-1B (MN-1B) (Interleukin 1 Beta, IL-1)

211 NHTepnelknnH-6 (MN-6) (Interleukin 6, IL-6)

212 NHTepneiiknn-8 (UN-8) (Interleukin 8, IL-8)

213 NHTepneliknn-10 (U1-10) (Interleukin 10, IL-10)

214 dakTop Hekposa onyxonun-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a,
Cachectin)

1250 NHTepneliknu 18 (UN1-18, Interleukin 18, IL-18)

14. ANATHOCTUKA AYTOUMMYHHbIX 3AEONEBAHUN

14.1. CucteMHble 3a6oneBaHUs COeAUHUTENbLHON TKaHU




125

AHTUAAepHble aHTUTeNa (AAA, aHTMHYKNeapHble aHTUTeNa), CKPUHUHT (Anti-
Nuclear Antibodies, ANA, Screening)

126

AHTUTeNa Knacca IgG K gBycnupanbHoit HatueHol AHK (aHTu-acAHK IgG, aHTH-
[OHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)

1267

AHTUHYKNeapHbI pakTop (ANA IIFT, HEp-2)

1586ADN

AHTuTEena K acHK B cbiIBOpOTKE KPOBW, NOATBEPKAAOLWMIA TECT C
ncnosb3oBaHnem cybcTparta Crithidia luciliae, 1gG, meTogom Henpamoii
nmmyHoontoopecueHumm (Crithidia luciliae indirect fluorescent test (CLIFT))

1588

AHTUTENa K inmdoumntam, Knacca IgG

825

AHTUTeNa Knacca IgG K aKcTparnpyemomy HyKkaeapHomy aHTureHy (9HA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

826

MaHenb aHTUHYK/eapHbIX aHTUTEN NPU cKaepoaepMnn (pasgenbHoe onucaHue
aHTUTEN K aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, pubpunnsapuH,
NOR90, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52), nmmyHob10T
(Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70, CENP-A, CENP-B,
RP11, RP155, ¢pubpunnsapumH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-
52, Immunoblotting)

827

AHTUHYKNeapHble aHTUTena (pasaenbsHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52
K[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P,
AMA-M2, Jo-1 aHTureny), ummyHoba0T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-
A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib
P, AMA-M2, Anti-Jo-1, Immunoblotting)

956

AHTUTEeNa Knacca IgG K HyKneocomam (aHTUA4epHble aHTUTeNa), CKPUHUHT (Anti-
Nuclear Antibodies, ANA, IgG, Screening)

4059

CKPUHUHT 6onle3Hel coeAnHUTENbHOM TKaHU (AT K DHA, aHTUHYKAeapHbIi dpaKkTop
(AH®D))

4060

CucTemHas KpacHana Bon4YaHKa, obcnegoBaHue (AT K Hykneocomam, AT K
KapguonunuHy, IgG; AT K KapamonunnuHy, IgM; aHTUHYKNeapHbIV dakTop (AH®D))

4061

OnddepeHumancHas gnarHoctuka CKB n gpyrmx peBmatuyeckmnx 3abonesaHni
(AT K HyKNneocomam, aHTUHYKeapHbI dakTop (AHD))

4069

MNpodunb «CuctemHas KpacHas Bos4aHKa (CKB), MOHUTOPUHT aKTUBHOCTU (aHTU-
ac-AHK IgG, C3, C4 komnoHeHTbl KomnnemeHTa)» (Systemic lupus erythematosus
(SLE) profile, activity monitoring (anti-double-stranded DNA IgG, C3 and C4
complement components) )

1215

AHTUTENA K UMTOMNIa3maTuiecknum aHtureHam SS-A (Ro) ((SS-A (52kAa)/ SS-A (60
k[a), 1gG (Anti —SS-A, 1gG (Anti-SS-A-52 and anti-SS-A-60 autoantibodies))

1216

AHTUTENA K K UUTONIa3MaTUYeCcKUM aHTureHam SS-A (52k[a), 1gG (Anti-SS-A-52
autoantibodies, 1gG)

1217

AHTUUEeHTpomepHble aHTuTena CENT-B, IgG (Anti-Centromere B autoantibodies,
1gG)

1218

AHTUTENA K 3KCTparnpyemomy agepHomy aHTureHy Sm, 1gG (Anti-Sm
autoantibodies, 1gG)




1219 AHTUTENA K 3KCTParmpyembim saepHbiM aHTureHa RNP/Sm, IgG (Anti-RNP/Sm
autoantibodies, 1gG)

1220 AHTUTeNna K ructoHam (Histone), IgG (Anti-Histone autoantibodies, 1gG)

1221 AHTUTENa K muToxoHAapuam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies, 1gG)

1224 AHTUTENA K LUTONNA3MaTUYECKUM aHTUreHam SS-A (60k[a), IgG (Anti-SS-A-60
autoantibodies, 1gG)

1225 AHTUTENA K uuTONNa3maTnyeckomy aHtureny Jo-1, IgG (Anti-Jo-1 autoantibodies,
1gG)

1226 AHTUTENA K UUTONIa3MaTUYeCcKMM aHTureHam SS-B (La), IgG (Anti-SS-B
autoantibodies, 1gG)

1228 AHTUTENa K antureHy Scl-70, 1gG (Anti-Scl-70 autoantibodies, 1gG)

1229 AHTUTENa K pubocomanbHomy 6enky P (Rib-P), IgG (Anti-Rib-P autoantibodies,
1gG)

1232 AHTUHYKNeapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies)

OBC299 O6cnenoBaHWe NPy CUCTEMHOWM KPacHOW BOYAHKE, MMMYHOJIOTMYECcKMe
Kputepum (Examination of systemic lupus erythematosus, immunological criteria)

1254 KomnneKkcHoe nccnefoBaHWe nNpy ayToBOCNAAMUTEIbHbIX 3a601eBaHUAX
(kanbnpoTeKTUH B KpoBu U IL-18) (Analysis for autoinflammatory diseases)

1887 (Bromapkep) 9/1N-B-6-TecT (obLLee cocTOAHNE MMMYHHOW CUCTEMbI, MOArOTOBKA
K BaKUMHaALMN, 6 aHTUTeHOB)

1888 (Bromapkep) 3/IN-Bucuepo-Tect-24 (aHTUTENA K 24 aHTUTE@HAaM OCHOBHbIX

OpraHoB U CUCTEM l-IEI'IOBEKa)

14.2. AHTchochonUNUAHbLIN CUHAPOM

137/138 AHTUTena Knaccos IgM u IgG K pochonmnuaam (Anti-Phospholipid Antibodies,
APA, I1gM, I1gG)

966/74 AHTUTena Knaccos IgG u IgM kK dpochatuanncepuHy (Anti-Phosphatidylserine, 1gG,
1gM)

967 AHTUTeNa Knaccos IgA, IgM, 1gG K Kapanonnnuny, ckpuHuHr (Cardiolipin
Antibodies IgA, 1gM, 1gG, aCL, Screening)

968 AHTUTena Knacca IgA K kapanonunuHy (Anticardiolipin IgA, aCL IgA)

969 AHTUTenNa Knacca IgG K kapanoamnuHy (Anticardiolipin 1gG, aCL 1gG)

997 AHTUTeNna Knacca IgM K kapguonunuHy (Anticardiolipin IgM, aCL IgM)

1284 AHTUTena Knaccos IgG, IgA, IgM K 6eTa-2-rnnkonpoTtenHy 1, cymmapHo (Anti-B2-
Glycoprotein 1 Antibodies, anti-B2-GP1, IgG, IgA, I1gM, Total)

1340 AHTUTena Knaccos IgG 1 IgM K dpochatnanacepmH-npoTpoMbUHOBOMY
Komnaekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-
PS/PT, IgG, IgM, Total)

1341 AHTUTENA Knacca 1gG K aHHeKkcuHy V (Annexin V Antibodies, aAnV, IgG)

1342 AHTUTeNa Knacca IgM K aHHeKcuHy V (Annexin V Antibodies, aAnV, IgM)

1378 MNaHenb aHTUPOCchoAMNNAHbIX aHTUTEN, IgG, IgM MmeToaOM AOT-MMMYHOaHanNMU3,
KayecTBeHHbI TecT B CbiBOPOTKe KpoBu (Anti-Phospholipid Antibodies Panel)

4062 AT K Kapanonununy, IgG, IgM

4063 [AnarHocTMKa BTOpMYHOro aHTudochonmnuagHoro cuHapoma (AH®, AT K

KapauvonunuHy, 1gG, IgM)




4064 AHTUdOCHONMNNAHBIN CUHAPOM, Pa3BEPHYTOE CEPOJIOFMYECKOE NCCef0BaHNE
(AH®; AT K KapanonunuHy, 1gG, IgM; AT K 6eTa-2-raukonpoTeunHy 1)

1666 AT K npoTpombuHy, IgA

1667APTG |AT K npoTpombuHy, IgG

1668APTM |AT K npoTpombuHy, IgM

1669 AT K NPOTPOMOUHY, CKPUHUHT

1670 AHTUTENa K 6eTa2-rnMkonpoTemnHy IgG

1671AB2M |AHTuTena K 6eTa2-rankonpoTtemnHy IgM

1672 AHTUTENa K 6eTa2-rnMkonpoTenHy IgA

1340AF AHTuTena K pochatnamacepuH-npoTPOMONHOBOMY KOMMIEKCY, CyMMapHble IgG,
IgM, IgA

4064NEW  |AHTUdOChOAMNUAHBIN cMHApPOM, nabopaTopHble Kputepun (Antiphospholipid
syndrome, laboratory criteria)

1879 (Bnomapkep) INU-ADC-XIY Tect (aHTMdOCHONMNNGHBIA CUHAPOM, aHTU-XTY

CUHAPOM, 6 AaHTUTEHOB)

14.3. UMMyHHbIe chakTopbl 6ecnnoaus

223 AHTUTENa aHTUCTNIePManbHble B CbIBOPOTKe KpoBM (Anti-Spermatozoa Antibodies,
ASA, Serum)
1885 (Bnomapkep) INN-N-Komnneke-12 (penpoayKTUBHOE 340P0BbE KEHLMH, 12

aHTUreHoB)

14.4. PeBMmaTongHb

1N apTPUT, NOPaXXeHWs1 CyCTaBOB

1204 AHTUTENA K LMKIMYECKOMY UUTPYNANHUpPOBaHHOMY nentuay (ALLM) (Anti-Cyclic
Citrullinated Peptide, anti-CCP)

965 AHTUTeNa Knacca IgG K KepaTuHy (AHTUKepaTUHOBbIe aHTUTeNa, AKA,
AHTudUnarrpuHosble aHTUTENa, ADA) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin
Antibodies, AFA, IgG)

1332 AHTMTena Knacca IgG K mognundmnpoBaHHOMY LUTPYAINHUPOBAHHOMY
BUMEHTUHY (aHTK-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-
MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG)

1333 PeemaTtounaHsbii dakTop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

808 Kpuctannbl B Ma3Kke CUHOBMAbHOM }KUAKOCTM (MOHOYpaT HaTpus, nupodocdat
Kanbuma) (Synovial Fluid Smear, Crystals)

1536 OnvromepHbIi MaTpPUKCHbIM 6enok xpsawa (Human Cartilage Oligomeric Protein,

COMP)

14.5. BackynuTbl 1 NOpaXeHus no4ek

807 AHTUTeNa Knacca IgG K 6a3anbHoli MembpaHe KnyboukoB noyek (aHTU-6MK)
(Glomerular Basement Membrane Antibodies, Anti-GBM, 1gG)

970 AHTUTeNa Knacca IgG K uutonnasme HeTpodunos (AHUA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, IgG)

812 AHTUTena Knaccos IgG, IgA, IgM K KneTkam cocyamuctoro sHaotenua (HUVEC),
cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

822 AHTUTeNna K peuentopy dpocponmnnasbl A2 (Anti-Phospholipase A2 Receptor

Antibody, PLA2R Antibodies), 1gG




823

AHTUTena Knacca IgG kK mnenonepokcuaase (aHTM-MPO) (Myeloperoxidase
Antibody, MPO)

837 AHTUTena Knacca IgG Kk Clq ¢paktopy kKomnnemeHTa (Anti-Complement 1q
Antibodies, Anti-Clq, 1gG)

955 AHTUTena Knacca IgG K npoTtenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 Antibodies,
PR-3-Antibodies, PR-3 ANCA, IgG)

821 MaHenb aHTUTEN K aHTUreHaM aHTUHENTPODU/IbHBIX aHTUTEN (NaHesIb aHTUFEHOB
AHLLA), 1gG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)

4065 [ONarHoCcTMKa rpaHy1emMaTo3HbIX BAaCKYAUTOB (aHTUHYKeapHbI dakTop (AH®), AT
K umMtonnasme Hentpodpunos (AHLA/pANCA, cANCA), 1gG)

4066 [unarHoctmka 6bicTponporpeccupytowero rnomepynoHedputa (AT K 6a3anbHOM
membpaHe Knybo4koBs noyek, AT K uMtonnasme Hentpodpunos (AHLLA/pANCA,
cANCA), 1gG)

4067 [ANarHocTMka ayTOMMMYHHOTO MOpPa*KeHUs NoYyek (aHTUHYKNeapHbIn hakTop
(AH®), AT K 6asanbHON membpaHe KnybouKoB noyek, AT K uutonnasme
HenTpodunos (AHUA/PANCA, cANCA), 1gG)

OBC303 NabopaTtopHas anarHoctuka AHLLA-accoummnpoBaHHbIx Backyantos (ANCA-

associated vasculitides laboratory diagnostics)

14.6. AyTOoMMMYyHHbIe 3HAOKPUHONATUK: caxapHbii AnabeT 1-ro Tuna

201 AHTUTeNa Knacca IgG K 6eTa-KneTkam noaxkenyao4yHom xenesbl (Anti-Islet Cell
Antibodies, Islet Cell Autoantibodies, ICA)

202 AHTUTeNa Knacca IgG K rnytamataekapbokcmnase (aHTU-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

202CMXK AHTuTena K GAD (rnytamataekapbokcunase), 1gG, nmkeop (Anti-GAD (glutamic
acid decarboxylase), IgG, CSF)

200 AHTUTena Knacca IgG K uHcynumHy (Insulin Autoantibodies, 1AA, 1g2G)

1285 AHTUTeNa K TuposnHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-1A2
Antibodies, I1A-2 Ab, Tyrosine Phosphatase Antibodies)

1286 AHTUTENa K aHTUreHaM K/IeTOK NoaskenyaodHom Kenesbl GAD/IA-2, cymmapHo
(Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and
Insulinoma Antigen 2 (Tyrosine Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

1890 (Bnomapkep) INN-Oua-TecT (cocToAHUE NOAKENYAOUHON Kenesbl, CaxapHbIi

AunabeTt, 8 aHTMreHoB)

14.7. AyTOUMMYHHb

Ie 9HOAOKpUHOMAaTUN: NopaxeHne HaanNoO4Ye4YHUKOB, ayTOMMMYHHas naTtosiorusi roHan

1209

AHTUTeNa Knacca IgG K TKaHW AnYHMKa (aHTMoBapuanbHble aHTUTeNa) (Anti-
Ovarian Antibodies, AOA, 1gG)

1287

AHTUTENa Knaccos IgA, I1gM, 1gG K cTeponanpoayumpyowmMm KneTkam
HagnoyeyHuka (ACMK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal
Cell Autoantibodies, SCA, IgA, 1gM, 1gG, Total)

1290

AHTUTENa Knaccos IgA, 1IgM, 1gG K cTeponanpoayumpyoWwmMm KneTKam ANUKa,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell
Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against Testis, IgA,
IgM, IgG, Total)

1291

AHTUTENA K CTEPOMANPOAYLMPYIOWNM KNAETKaM PenpoayKTUBHbIX TKaHel

(Reproductive tissue steroid-producing cells Antibodies)

14.8. AyTOMMMYHHb

e 3a60neBaHUA KOXHU




809 AHTUTeNa K 6asanbHON membpaHe KoK, IgG (Basement membrane zone
antibodies, 1gG)

813 AHTUTeNa Knacca IgG K gecmocomam anngepmuca (Desmoglein Antibodies,
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 1gG)

1298 AHTUTena Knacca IgG K gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG)

1299 AHTUTena Knacca IgG K gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG)

1330 AHTUTena Knacca IgG K 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid
(180 kDa) Antibodies, Antibodies to BP Antigen 2, I1gG)

1331 AHTUTena Knacca IgG K 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid
(230 kDa) Antibodies, Antibodies to BP Antigen 1, I1gG)

4054 Mpodunb «narHoctuka bynnesHbix AgepmaTo30B (AT K gJecmocomam
anngepmunca, AT Kk 6a3anbHO membpaHe Koxku)» (Bullous Dermatosis Diagnostics
profile (antibodies to epidermis desmosomes, antibodies to skin basal
membrane))

7378 OnpeaeneHne NHTepPepPoHOBOM NOANUCU NPU aYTOMMMYHHbIX 3a601€BaHMAX

14.9. AyTOUMMYHHb

1e NopaXXeHUs Kernyao4YHO-KMULWeYHOoro TpakTa. Lienvakus

972 AHTUTENA K saHZomMUu3MIo, IgG (Anti-Endomisial Antibodies, IgG, EMA)

810 AHTUTENa Knacca IgA K aHA0MU3UIO (aHTUIHAOMU3UIMHBIE aHTUTeNa, ADMA) (Anti-
Endomysial Antibodies, Anti-EMA, IgA)

805 AHTUTENA K NapueTanbHbIM KeTKam Kenyaka, IgG (Parietal Cell Antibodies, PCA,
Ig G)

971 AHTUTeNna Knaccos IgA n I1gG K peTukyanHy (Anti-Reticulin Antibodies, ARA, IgA,
IgG)

270 AHTUTeNa Knacca IgG K geammanpoBaHHbIM NeNTUAaM rnavagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

271 AHTUTeNa Knacca IgA K aeamnamnpoBaHHbIM NenTuaam ranaguHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgA)

1282 AHTUTeNa Knacca IgA K TKaHeBOM TpaHcrntoTamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1283 AHTUTeNa Knacca IgG K TKaHeBoM TpaHcrntoTaMmnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgG)

817 AHTUTeNa Knacca IgG K BHyTpeHHemMy dakTopy Kactna (Anti-Intrinsic Factor, IFAD,
Intrinsic Factor Antibodies, 1gG)

1335 AHTUTeNa Knacca IgG K caxapomuuetam (amMarHoctnka 6onesHm KpoHa) (Anti-
Saccharomyces Cerevisiae Antibodies, ASCA, I1gG )

1336 AHTUTeNna Knacca IgA K caxapomuueTtam (anarHoctuka 6onesHn KpoHa) (Anti-
Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1337 AHTUTena Knacca IgA kK untonnasme Hentpodpunos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, IgA)

944 JMarHoCTMKa ayTOMMMYHHOIO NaHKpeaTuTa u apyrux IgG4-accoumMmnpoBaHHbIX

3abonesaHunit (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related

Diseases)




4055 CepoamarHocTmka ayTOMMMYHHOTO racTpuTa U nepHUUmo3sHon aHemun (AT K
napueTanbHbIM KNeTKam xenyaka; AT K BHyTpeHHeMmy dakTopy KacTtna)

4056 CepoamarHoctuka 6onesHn KpoHa 1 Hecneunduueckoro asseHHoro Koanta (HAK)
(AHUA/pANCA, cANCA, IgG; AHLLA/ANCA, IgA; ASCA, IgG, IgA)

4057 Lenuakua, ceponornyeckuii CKpuHuUHT (AT K sHaommsuto, IgA; AT K
AeaMUanpoBaHHbIM NenTuaam ranaguHa, 1gG; IgA obuw,.)

4058 Lennakus, ceponoruyeckas amarHoctuka (AT K sHaomusmio, IgA; AT K TKaHeBOM
TpaHcrayTamuHase, IgA, 1gG; IgA obu.)

1530BKK AHTUTena Knaccos IgA 1 1gG K 60KanoBUAHbIM KNeTKam KULWEYHMKA, CYMMapHO
(Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

1531AALK |AHTuTena knaccos IgG 1 IgA K GP2 aHTUreHy ueHTpOoauMHAPHbIX KNeToK
noasenyaodHol kenesbl (Anti-GP2)

1532AMXK  |AHTMTENa K auMHAPHbIM KJeTKam NoaxKenyao4dHoi xenessbl, 1IgG n IgA cymmapHo
(aHTUTENa K 9K30KPMHHOM YacTU NOAKENYA04HOM Kenesbl, Autoantibodies
against Exocrine Pancreas, Pancreatic Antibodies, PAB)

1617 AHTUTENA K 3HTEepouMTam, Knacca IgG

4057NEW  |Ceponoruyeckunin ckpuHuHr uenmakmu (Serological screening of celiac disease)

1891 AHTUTena K Saccharomyces cerevisiae (ASCA IgG, EliA) (Anti-Saccharomyces
cerevisiae Antibodies (ASCA IgG, EliA))

1892 AHTUTena K Saccharomyces cerevisiae (ASCA IgA, EliA) (Anti-Saccharomyces
cerevisiae antibodies (ASCA IgA, EliA))

1893 AHTWTENA K Ae3aMUHUPOBAHHbIM NenTuaam rnnaauHa, IgA, ElA (Anti-deamidated
gliadin peptides antibodies, IgA (DGP IgA, EliA))

1894 AHTUTENA K Ae3aMUHUPOBAHHbBIM NenTuaam rnmagauHa, 1gG, EliA (Anti-deamidated
gliadin peptides antibodies, 1gG (DGP IgG, EliA))

1895 AHTUTENA K TKaHeBOM TpaHcrayTamuHase, IgG, EliA (Anti-tissue transglutaminase
antibodies, IgG, EliA)

1896 AHTUTENa K TKaHeBOM TpaHcrayTammHase, IgA, EliA (Anti-tissue transglutaminase
antibodies, IgA, EliA)

1898 dekanbHbIN KanbnpoTekTUH (Fecal calprotectin, EliA)

1886 (Bromapkep) /IN-HKKT-TecT-12 (coCTOSHME OpPraHOB CUCTEMBbI NULLEBapeHus, 12

aHTUreHos)

14.10. AyTOUMMYHH

blé NopaxeHus nev4yeH

804 AHTUTENa K muToxoHapuam, IgG (Mitochondrial Antibodies, AMA, 1gG)

806 AHTUTENA K rNagKkon myckynatype, I1gG (Smooth Muscle Antibodies, SMA, ASMA,
1gG)

819 AHTUTENA K MMKPOCOMaM NevyeHu U nodek, IgG (anti-liver kidney microsomal
antibody, anti-LKM, IgG)

1288 MaHenb aHTMTeN Knacca IgG npu ayTOMMMYHHbIX 3aboneBaHuAx nedeHn (AT K
aHtureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-
52), ummyHobn0T (Autoimmune Disease Liver Panel: AMA-M2, M2-3E (BPO),
Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, 1gG, Immunoblotting)

1289 AHTUTeNa Knacca IgG K acManornMkonpoteMHoBomy peuenTtopy (aHTU-ASGPR)

(Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)




1897

AHTUTEeNa K muTtoxoHapuam (AMA-M2), IgG, EliA (Anti-AMA-M?2 autoantibodies,
IgG, EliA)

14.11. AyToMMMyHH

blé HeBpoJiorn4yeckume 3aboneBaHus

936 AHTUTENA K akBanopuHy 4 (NMO), 1gG

937 AHTUTeNna Knacca IgG K ckeneTHbiMm mbiwyam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, 1gG)

938 AHTUTENa Knaccos IgG 1 IgM K raHrnvosngam (nanH-6n1o1: GM1; GM2-GM3-GM4;
GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQlb, cynbdatnapl), cymmapHo (Anti-GM1
Antibodies, Anti-GQ1b Antibodies, Anti-Gangliosideantibodies, Ganglioside
Antibodies Panel, Total)

939 MwuosuT-cneuynduyHble aHTUTENa Knacca IgG (nalH-610T1: Mi-2, Ku, PM-Scl
100/75; Jol PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

803 AHTUTENA K aueTuaxoanHosomy peuentopy (AxP, AnarHocTuka mmacrteHumm),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

953 AHTUHelpoHanbHble aHTUTeNa Knacca IgG (nannH-6not: Hu (ANNA1), Yo-1 (PCA1),
CV2, Ma2, Ri (ANNA2), amdudusuH) (Anti-Neuronal Antibodies, Blot-Line (Hu
(ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))

954 AHTUTena Knacca IgG NMDA (N-meTtun-D-acnapTaT) rayTamaTHOMY peLenTopy B
cbiBopoTKe(N-Methyl-D-Aspartate Receptor Antibodies 1gG)

954CMXK AHTuTena Kk NMDA raytamaTHoMy peuenTopy, IgG, onpeaeneHne B AMKBope (aHTU-
NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, CSF)

4049 OnuroknoHanbHbIM IgG B IMKBOPE (LepebpocnHaNnbHOM KMUAKOCTU) U CbIBOPOTKE
KpoBwu (Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum)

1541 CBoboaHble nerkue Lenn MMMyHorn1o6yMHOB Kanna u nambaa B IMKBope
(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains)

1538 AHTUTENa K MUennHy 1gG, meToz Henpsamoi ummyHodtoopecueHumm (Anti-
myelin antibody, IgG, IF)

1581CB AHTuTena K LGI1 n CASPR2 (KOMNOHEHTbI KOMMJIEKCA KaneBbIX KaHanos), I1gG,
cbiBOpoTKa KpoBu (VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)

1581CM¥ |AHTMTena K LGI1 n CASPR2 (KOMNOHEHTbI KOMMJIEKCA Ka/IMEBbLIX KaHanos), IgG,
nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

1582CB AHTUTENa K peuentopam HelipoHos Tunos NMDA,CASPR, LGI, AMPA1, AMPA2,
GABARL1 knacca IgG, pa3genbHo, onpeaeneHne B CbiIBOPOTKE

1582 AHTUTENa K peuentopam HelipoHos Tunos NMDA,CASPR, LGI, AMPA1, AMPA2,
GABARL1 knacca IgG, pa3genbHo, onpegeneHune B IMKBOpE

1584AN AHTUHelMpoHabHble aHTUTENa, IgG, MeTo HeNPsSMO MMYHOIyopeCcLLEHLLUK
(Neuronal antibodies, 1gG, Indirect immunofluorescence (IIF))

1585MUSK |AHTMUTeNna K mbilieyHo-crneumduyeckon TMPo3uHKnHase (aHTn-MuSK) B cbiBopoTKe

KpoBMu, (Muscle-specific tyrosine kinase (MuSK) antibody)
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KomnnekcHoe uccneaosaHue Ana UCNo/ib30BaHUA B ANArHOCTUKE PacceAHHOro
CK/JIepo3a: onpefesieHne 0IMroKNoHaAbHOrO IgG (IMKBOP, CbIBOPOTKA) U
CBOBOAHbIX NEFKUX Lienel UMMYHOr106ynnHOB (NMKBOP)

1257 UccnepgoBaHMe KOHLEHTPaUUK dakTop pocTa aHgoTenus cocyaos (VEGF)

1343 AHTUTENA K MUENUH-aCcCoLMnMpPOoBaHHOMY ranKonpoTenHy (MAG)

1554 AHTUTENna K GM1 raHrnmosmay Knaccos IgG u IgM

2928 PacwmpeHHoe ceponormyeckoe uccaenoBaHue npu 3aboneBaHMaxX cnekTpa
onTuKoHenpomunenuta (Extended serological testing for neuromyelitis optica
spectrum disorders)

1787 AHTUTENA K MUENUHOIUTOAEeHAPOUNTHOMY rMKonpoTenHy (MOG)

1872 (Bromapkep) 9/IN-H-TecT-12 (cocTosiHME HEPBHOW cUCTeMbI, 12 aHTUreHoB)

14.12. AyToMMMYHH

ble 3a00neBaHUA NErkux u cepaua

815 AHTUTeNa Knacca IgG K cepaeyHol myckynatype (M1okapay),
aHTMMMOKapananbHble aHTUTena (Anti-Heart Antibodies, 1gG)

844 AKTMBHOCTb aHIMOTEH3MH-NpeBpaLLatowero pepmeHTa (AMP) cbiIBOPOTKM KPOBU
(Angiotensin Converting Enzyme, ACE, Serum)

923 HeonTepuH (HM) B cbiBopoTKe Kposu (Neopterin, Serum)

4068 BocnanutenbHble mnokapanonatum (AT kK mutoxoHapuam (AMA), AT K cepaeyHomn
MyCKynaTtype)

1889 (Bromapkep) /IN-AHKop-TecT-12 (cocTosHUE Cepae4YHO-COCYANCTOM CUCTEMbI, 12
aHTUreHoB)

14.13. UMMyHHbIe TpOMGoOLUMTONEHUU

973

AHTUTeNa Knacca K 1gG Tpombouutam, Henpamon TecT (Platelet Antibodies IgG,
Indirect)

15. ATINEPrOJIOrMYECKUE NCCIIEOOBAHUA

Mo naHenu - pe3ynbTaTt NO KaXxAoMmy annepreHy otaenbHo. o cmecn annepreHoB - pe3ynbTaTt O6LWUNA.

15.1. Annepronoruyeckue uccnenoBaHus, TexHonorusi ImmunoCAP

6830M6 MneceHb Alternaria alternata (m6) IgE, ImmunoCAP (Alternaria alternata (m6) IgE,
ImmunoCAP)

6846M229 |MneceHb Alternaria alternata, rAlt a 1 (m229) Ig, ImmunoCAP (Mold Alternaria
alternata, rAlt a 1 (m229) Igg, ImmunoCAP)

6831M3 MneceHb Aspergillus fumigatus (m3) IgE, ImmunoCAP (Aspergillus fumigatus (m3)
IgE, ImmunoCAP)

6833M5 Ipnbok Candida albicans (m5) IgE, ImmunoCAP (Candida albican, m5, IgE,
ImmunoCAP)

6834M2 MneceHb Cladosporium herbarum (m2) IgE, ImmunoCAP (Cladosporium herbarum
(m2) IgE, ImmunoCAP)

6863M227 [[pubbl poasa Manaccesma (m227) IgE, ImmunoCAP (Malassezia spp. (m227) IgE,
ImmunoCAP)

6832M1 MneceHb Penicillium notatum (P.chrysogenum, m1) IgE, ImmunoCAP (Penicillium
notatum (P.chrysogenum, m1) IgE, ImmunoCAP)

6801PI Cmecb AETCKUX NULLEBBIX U UHIaNAUMOHHbIX annepreHos Phadiatop Infant, IgE,
ImmunoCAP (Cmecb AeTCKUX MULLEBbLIX U MHIaNALMOHHbIX annepreHos Phadiatop
Infant, IgE, ImmunoCAP)

66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca (f237) IgE,

ImmunoCAP)




66605 ABokago (f96) IgE, ImmunoCAP (Avocado, Persea americana (f96) IgE,
ImmunoCAP)

6806F76 Anbda-naktanbbymunn nBos d4 (f76) IgE, ImmunoCAP (Alpha-lactalbumin nBos d4
(f76) 1gE, ImmunoCAP)

6814W230 |AmMbpo3usA BbiCOKadA, NoabIHOAUCTHAA, nAmb al (w230) IgE, ImmunoCAP
(Common ragweed, artemisia, nAmb al (w230) IgE, ImmunoCAP)

6903F210 |AHaHac (f210) IgE, ImmunoCAP (Pineapple (f210) IgE, ImmunoCAP)

6882F33 AnenbcuH (f33) IgE, ImmunoCAP (Orange (f33) IgE, ImmunoCAP)

6872F13 Apaxuc (f13) IgE, ImmunoCAP (Peanut (f13) IgE, ImmunoCAP)

66606 Apbys (f329) IgE, ImmunoCAP (Watermelon, Citrullus lanatus (f329) IgE,
ImmunoCAP)

66638 BaknaxaH (f262) Igk, ImmunoCAP (Eggplant, Solanum melongena (f262) IgE,
ImmunoCAP)

6877F92 BaHaH (f92) IgE, ImmunoCAP (Banana (f92) IgE, ImmunoCAP)

6901F88 BbapaHuHa (f88) IgE, ImmunoCAP (Lamb (f88) IgE, ImmunoCAP)

6809T3 Bepesa (t3) IgE, ImmunoCAP (Birch (t3) IgE, ImmunoCAP)

68107215 |Bepesa 6opogasuatas, benok PR-10, rBet v1 (t215) IgE, ImmunoCAP (Birch warty,
protein PR-10, rBet v1 (t215) IgE, ImmunoCAP)

68117221 |bepesa bopopasuatas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP (Silver birch, rBet
v2, rBet v4 (t221) IgE, ImmunoCAP)

6808F77 beTa-naktornobynuH nBos d5 (f77) Igk, ImmunoCAP (Beta-lactoglobulin nBos d5
(f77) 1gE, ImmunoCAP)

66639 Bpokkoau (f260) IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260) IgE,
ImmunoCAP)

66633 BuwHa (f242) IgE, ImmunoCAP (Cherry, Prunus avium, f242, IgE, ImmunoCAP)

6878F27 FrosaauHa (f27) IgE, ImmunoCAP (Beef (f27) IgE, ImmunoCAP)

66630 lopox (f12) Ig, ImmunoCAP (Pea, Pisum sativum, f12, IgE, ImnmunoCAP)

6900F209 [FpenndpyT (f209) IgE, ImmunoCAP (Grapefruit, f209, IgE, ImmunoCAP)

6886F11 Ipeumnxa (f11) IgE, ImmunoCAP (Buckwheat, f11, IgE, ImmunoCAP)

66643 WamnuHboHbI (f212) IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, 212, IgE,
ImmunoCAP)

66634 Mpywa (f94) IgE, ImmunoCAP (Pear, Pyrus communis, f94, Ig, ImmunoCAP)

6819H1 Cmecb annepreHoB gomaluHein noinm Greer (h1) IgE, ImmunoCAP (Greer (h1) IgE
House Dust Allergen Mixture, ImmunoCAP)

6825H2 Cmecb annepreHoB gomaluHei nbiam Hollister-Stier (h2) IgE, ImmunoCAP
(Hollister-Stier House Dust Allergen mix (h2) IgE, ImmunoCAP)

6879F45 [porxKu nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP (Yeast
Flakes, Saccharomyces cerevisiae, f45, IgE, ImmunoCAP

6890F44 3emnaHuKa, KnybHuKa (f44) Igk, ImmunoCAP (Strawberry, f44, IgE, ImmunoCAP)

6807F78 KasewuH, nBos d8 (f78) IgE, ImmunoCAP (Casein, nBos d8 (f78) IgE, ImmunoCAP)

6870F93 Kakao (f93) IgE, ImmunoCAP (Cocoa, f93, IgE, ImnmunoCAP)

6895F216 |KanycTta 6enokovaHHan (f216) IgE, ImmunoCAP (White cabbage (f216) IgE,
ImmunoCAP)

6887F35 KapTodens (f35) IgE, ImmunoCAP (Potato, 35, IgE, ImnmunoCAP)

6898F84 Kueu (f84) Ig, ImmunoCAP (Kiwi (f84) IgE, ImmunoCAP)




6818D2 Kneuw, gomatiHei nbinm Dermatophagoides farinae (d2), IgE, ImmunoCAP (House
dust mite Dermatophagoides farinae (d2) IgE, ImmunoCAP )

6817D1 Knew, gomawHei nbinm Dermatophagoides pteronyssinus (d1), IgE, ImmunoCAP
(House dust mite Dermatophagoides pteronyssinus (d1) IgE, ImmunoCAP )

6908171 Komap (i71) IgE, ImmunoCAP (Mosquito (i71) IgE, ImmunoCAP)

66627 Kode (f221) IgE, ImmunoCAP (Coffee, Coffea spp., 221, IgE, ImmunoCAP)

6841E94 Kowka, rFel d1 (€94) IgE, ImmunoCAP (Cat, rFel d1 (e94) IgE, ImmunoCAP)

6804E1 Kowka, nepxoTb (el) IgE, ImmunoCAP (Cat dander (el) IgE, ImmunoCAP)

6902F23 Kpab (f23) IgE, ImmunoCAP (Crab (f23) IgE, ImmunoCAP)

6894F24 KpeseTtka (f24) IgE, ImmunoCAP (Shrimp (f24) IgE, ImmunoCAP)

6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP (Chicken, feather (e85) IgE, ImmunoCAP)

6917K82 Natekc (k82) IgE, ImmunoCAP (Latex (k82) IgE, ImmunoCAP)

6889F208 |/lumoH (f208) IgE, ImmunoCAP (Lemon (f208) IgE, ImmunoCAP)

66607 Nowapab, nepxoTb (e3) IgE, ImmunoCAP (Horse dander (e3) IgE, ImmunoCAP)

66640 Nyk (f48) IgE, ImmunoCAP (Onion, Allium cepa (f48) IgE, ImmunoCAP)

66635 ManwuHa (f343) IgE, ImmunoCAP (Raspberry, Rubus idaeus (f343) IgE, ImmunoCAP)

66636 MaHgaapuH (f302) IgE, ImmunoCAP (Tangerine (f302) IgE, ImmunoCAP)

66631 MuHganb (f20) IgE, ImmunoCAP (Almond (f20) IgE, ImmunoCAP)

66618 Monoko Ko3be (f300) IgE, ImmunoCAP (Goat milk (f300) IgE, ImmunoCAP)

6805F2 Monoko KopoBsbe (f2) IgE, ImmunoCAP (Cow's milk (f2) IgE, ImmunoCAP)

6891F31 Mopkosb (f31) IgE, ImmunoCAP (Carrot, f31, IgE, ImmunoCAP)

6862E6 Mopckan cBMHKa, anutenuit (e6) IgE, ImmunoCAP (Guinea pig, epithelium (e6) IgE,
ImmunoCAP)

6873F83 Msco kypuupl (f83) IgE, ImmunoCAP (Chicken meat (f83) IgE, ImmunoCAP)

6848F232 |OBanbbymuH aiiua, nGal d2 (f232) IgE, ImmunoCAP (Egg ovalbumin, nGal d2
(f232) IgE, ImmunoCAP)

6884F7 Osgec (f7) IgE, ImmunoCAP (Oats (f7) IgE, ImmunoCAP)

6849F233 |OBomykoua, nGal d1 (f233) Igk, ImmunoCAP (Ovomucoid, nGal d1, f233, IgE,
ImmunoCAP)

66603 OBcaHuua nyrosas (g4) IgE, ImmunoCAP (Meadow fescue (g4) IgE, ImmunoCAP)

66604 Orypel, (f244) Ig, ImmunoCAP (Cucumber, f244, IgE, ImmunoCAP)

66646 OaysaHuuk (w8) IgE, ImmunoCAP (Dandelion (w8) IgE, ImmunoCAP)

6911C1 NeHnumnnmd G (cl) Ig, ImmunoCAP (Penicillin G, c1, IgE, ImmunoCAP)

6912C2 NennunnnmH V (c2) IgE, ImmunoCAP (Penicillin V (c2) IgE, ImmunoCAP)

6876F95 Mepcuk (f95) IgE, ImmunoCAP (Peach (f95) Ig, ImmunoCAP)

66647 MNogconHeyHmk (w204) IgE, ImmunoCAP (Sunflower, w204, IgE, ImnmunoCAP)

6874W6 MonbiHb 06bIKHOBEHHasA (w6) IgE, ImmunoCAP (Common wormwood (w6) IgE,

ImmunoCAP)




6815W231

MonblHb 06bIKHOBEHHasA, NArtvl (w231) IgE, ImmunoCAP (Common wormwood,
nArtvl (w231) IgE, ImmunoCAP)

6816W233

MonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP (Wormwood, nArtv3,
w233, IgE, ImmunoCAP)

6881F25 Tomar (f25) IgE, ImmunoCAP (Tomato (f25) IgE, ImmunoCAP)

6824E213 |Monyran, nepo (e213) IgE, ImmunoCAP (Parrot, feather, €213, IgE, ImmunoCAP)

6904F55 Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP (Millet (f55) IgE, ImmunoCAP)

6869F4 MweHunua (f4) Igk, ImmunoCAP (Wheat (f4) IgE, ImmunoCAP)

6892F9 Puc (f9) Ig, ImmunoCAP (Rice (f9) IgE, ImmunoCAP)

66601 Poxb (f5) IgE, ImmunoCAP (Rye (f5) IgE, ImmunoCAP)

66648 Pomawka (w206) IgE, ImmunoCAP (Chamomile (w206) IgE, ImmunoCAP)

6893F26 CBuHMHa (f26) IgE, ImmunoCAP (Pork (f26) IgE, ImmunoCAP)

6885F85 Cenbpepeli (f85) IgE, ImmunoCAP (Celery, 85, IgE, ImnmunoCAP)

6820HS Cmecb annepreHoB gomalHen nbinum (Hollister-Stier) (hx2) IgE, ImmunoCAP
(House dust allergen mixture (Hollister-Stier) (hx2) IgE, ImmunoCAP)

6822MX2  [Cmecb annepreHoB naeceHn (mx2) IgE, ImmunoCAP (Mold allergen mixture (mx2)
IgE, ImmunoCAP)

6821TX9 Cmecb annepreHoB nbinbLbl AepesbeB (tx9) IgE, ImmunoCAP (Tree pollen allergen
mix (tx9) IgE, ImmunoCAP)

6838WX1 [Cmecb annepreHoB nbiabLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP (Weed pollen
allergens mix (wx1) IgE, ImmunoCAP)

6914FX5 Cmecb geTckmx nuwesblx annepreHos (fx5) IgE, ImmunoCAP (Mixture of children's
food allergens (fx5) IgE, ImmunoCAP)

6883CF Cmecb nuwesbix annepreHos (fx15) IgE, ImmunoCAP (Food allergen mixture (fx15)
IgE, ImmunoCAP)

6897FX21 |[Cmecb nuieBbix annepreHos (fx21) IgE, ImmunoCAP (Food allergens mix, fx21,
IgE, ImmunoCAP)

6868GX1 CMecb annepreHoB Nbiblbl paHHELBETYLMX NyroBbix Tpas (gx1) IgE, ImmunoCAP
(Early flowering meadow grasses pollen allergens mix (gx1) IgE, ImmunoCAP)

66651 CmopoamnHa KpacHas (f322) IgE, ImmunoCAP (Red currant (f322) IgE, ImmunoCAP)

6843E101 |Cobaka, rCanf 1 (e101) IgE, ImmunoCAP (Dog, rCan f 1 (e101) IgE, ImmunoCAP)

6803E5 Cobaka, nepxoTb (e5) IgE, ImmunoCAP (Dog, dander (e5) IgE, ImmunoCAP)

6871F14 Coesble 606bi (f14) IgE, ImmunoCAP (Soybeans (f14) IgE, ImmunoCAP)

690916 TapakaH pbiXuii (npycak) (i6) IgE, ImmunoCAP (German cockroach (i6) IgE,
ImmunoCAP)

6835G6 Tumodeeska nyrosas (gb) IgE, ImmunoCAP (Timothy grass (g6) IgE, ImmunoCAP

6812G213 |TumodeesKa nyrosas, rPhl pl, rPhl p5 (g213) IgE, ImmunoCAP (Timothy grass,
rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP)

6813G214 |TumodeesKa nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP (Timothy grass,
rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP)

6880F3 Tpecka atnaHtudyeckas (f3) IgE, ImmunoCAP (Atlantic cod (f3) IgE, ImmunoCAP)




6829TP TpunTasa, ImmunoCAP (Tryptase, ImmunoCAP)

6888F225 |Tbikea (f225) IgE, ImmunoCAP (Pumpkin, f225, IgE, ImmunoCAP)

6915K80 dopmanbaerng (popmanun) (k80) IgE, ImmunoCAP (Formaldehyde (formalin)
(k80) IgE, ImmunoCAP)

6896F17 ®yHayk (f17) IgE, ImmunoCAP (Hazelnut, f17, IgE, ImmunoCAP)

6916C8 XnoprekenauH (c8) IgE, ImmunoCAP (Chlorhexidine (c8) IgE, ImmunoCAP)

66628 Yait nucrosoit (f222) IgE, ImmunoCAP (Leaf tea (f222) IgE, ImmunoCAP)

66641 YecHok (f47) IgE, ImmunoCAP (Garlic, f47, IgE, ImmunoCAP)

6875F49 A6noko (f49) Igk, ImmunoCAP (Apple (f49) IgE, ImmunoCAP)

690713 A4 ocbl 06bIKHOBeHHOM (i3) IgE, ImmunoCAP (Wasp venom, i3, IgE, ImmunoCAP)

690612 Aa ocbl naTHUcTol (i2) IgE, ImmunoCAP (Spotted wasp venom (i2) IgE,
ImmunoCAP)

690511 A nuensl megoHocHol (i1) IgE, ImmunoCAP (Honey bee venom (il) IgE,
ImmunoCAP)

6836F1 AnuHbIi 6enok (f1) IgE, ImmunoCAP (Egg white (f1) IgE, ImmunoCAP)

6837F75 AnunHbii kentok (f75) IgE, ImmunoCAP (Egg yolk (f75) IgE, ImmunoCAP)

66629 AumeHs (f6) IgE, ImmunoCAP (Barley (f6) IgE, ImmunoCAP)

6802PH Cmecb annepreHoB Phadiatop, IgE, ImmunoCAP (Phadiatop allergen mix, IgE,
ImmunoCAP)

6920W5 MonbiHb ropbKas (w5) IgE, ImmunoCAP (Absinthium, w5, IgE, ImmunoCAP)

6844E102 |Cobaka, rCanf 2 (e102) IgE, ImmunoCAP (Dog, rCan f 2 (€102) IgE, ImmunoCAP)

6851K208 |/nsoumm aiua, nGal d4 (k208) Ig, ImmunoCAP (Egg lysozyme, nGal d4, k208, IgE,
ImmunoCAP)

6855F353  [Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP (Soybean, rGly m 4/PR-10, f353, IgE,
ImmunoCAP)

6847E204  |Bblunii CbIBOPOTOUHbIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP (Bovine
serum albumin, nBos d6 BSA (e204) Igk, ImmunoCAP)

6919E81 Osua, anutennii (e81) Igk, ImmunoCAP (Sheep, epithelium (e81) IgE, ImmunoCAP)

6005 CTadMI0KOKKOBbIM 3HTEPOTOKCUH A, IgE (Enterotoxin A (Staphylococcus aureus),
IgE, m80)

6006 CtadnI0KOKKOBbIM 3HTEepOTOKCKH B, IgE (Enterotoxin B (Staphylococcus aureus),
IgE, m81)

6922 MUmmyHornobynuHbl Knacca E (0bwmit IgE, ummyHorno6ynuH E obwmit),
ImmunoCAP (Immunoglobulin E Total, IgE Total, ImmunoCAP)

6823MX1  [Cmecb annepreHoB naecHesblx rpubos (mx1) IgE, ImmunoCAP (Mold allergens
mix (mx1) IgE, ImmunoCAP)

6931F245 [Auo KypuHoe (f245) IgE, ImmunoCAP (Whole eggb f2456 IgE, ImmunoCAP)

6932F79 MntoteH (f79) IgE, ImmunoCAP (Gluten (f79) IgE, ImmunoCAP)

6312EX1 Cmecb annepreHoB aNUTENNA AOMALLHUX }KMUBOTHbLIX (ex1) IgE, ImmunoCAP (Pets
epithelium allergens mix (ex1) Ig, ImmunoCAP)

6839 KowKa (anbbymuH cbiBopoTkK), rFel d2 (e220) IgE, ImmunoCAP (Cat (serum
albumin) rFel d2 (e220) IgE, ImmunoCAP)

6315 Cmecb annepreHoB Nbiablbl COPHbIX Tpas (wx2) IgE, ImmunoCAP (Allergen mix of

weed pollen (wx2) IgE, ImmunoCAP)




6828IM MaHenb "IK3ema" IgE, IMmunoCAP (Eczema Panel IgE, ImmunoCAP)

6850F323  |KoHanbbymuH siiua (nGal d3, £323) IgE, ImmunoCAP (Egg conalbumin (nGal d3,
f323) IgE, ImmunoCAP)

6918FX73 |Cmecb annepreHos msca (fx73) IgE, ImmunoCAP (Meat allergen mix, fx73, IgE,
ImmunoCAP)

6865M81 |CTadnNOKOKKOBbIN 3HTEPOTOKCKH B (m81) IgE, ImmunoCAP (Staphylococcal
enterotoxin B (m81) IgE, ImmunoCAP)

6864M80  |CTadnNOKOKKOBbIN 3HTepPOTOKCUH A (m80) IgE, ImmunoCAP (Staphylococcal
enterotoxin A (m80) IgE, ImmunoCAP)

66652 TponomunosunH Knewen gomalwHen noinn Dermatophagoides pteronyssinus rDer p
10 (d205) IgE, ImmunoCAP (Tropomyosin of house dust mites Dermatophagoides
pteronyssinus rDer p 10 (d205) IgE, ImmunoCAP)

66653 Knew, gomawHein nbinm Dermatophagoides pteronyssinus, rDer p 2 (d203) IgE,
ImmunoCAP (House dust mite Dermatophagoides pteronyssinus, rDer p 2 (d203)
IgE, ImmunoCAP)

66654 Kneuw, gomatuHei nbinm Dermatophagoides pteronyssinus, rDer p 1 (d202) IgE,
ImmunoCAP (House dust mite Dermatophagoides pteronyssinus, rDer p 1 (d202)
IgE, ImmunoCAP)

6857 MbilWwb, 3NUTENUIA, BENKM CbIBOPOTKM U MouM (€88) IgE, ImmunoCAP (Mouse
epithelium, serum and urine proteins (e88) IgE, ImmunoCAP)

6827IM MaHenb "Actma/puHuT B3pocabie" IgE, ImmunoCAP (Asthma/Rhinitis Adults Panel
IgE, ImmunoCAP)

6572 Amb6po3ua Bbicokana (wl) Ig E, ImmunoCAP (Ragweed (w1) Ig E, ImmunoCAP)

6826IM MaHenb "Actma/puHut aetn" IgE, ImmunoCAP (Asthma/Rhinitis Panel for Children
IgE, ImmunoCAP)

6552 Tononb TpexrpaHHbIl (t14) IgE, ImmunoCap (Cottonwood (t14) IgE, ImmunoCap)

6553 Tumodeeska nyrosas rPhl p1 (g205) IgE, ImmunoCap (Timothy grass rPhl p1
(g205) IgE, ImmunoCap)

6554 Poxb nocesHasn (g12) IgE, ImmunoCap (Rye (g12) IgE, ImmunoCap)

6555 Nebepa (w15) IgE, ImmunoCap (Scale /Atriplex lentiformis (w15) IgE, ImmunoCap)

6556 Ackapuga (p1) Ig, ImmunoCAP (Ascaris (p1) IgE, ImmunoCAP)

6558 Cmecb annepreHoB rpbidyHoB (ex70) IgE, ImmunoCAP (Rodents allergens mix
(ex70) IgE, ImmunoCAP)

6560 Cmecb annepreHoB nbinbupl TpaB (wx7) IgE, ImmunoCap (Weed pollen (wx7) IgE,
ImmunoCap)

6561 MneceHb Aspergillus flavus (m228) IgE, ImmunoCAP (Aspergillus flavus (m228) IgE,
ImmunoCAP)

6562 Monoko kunadeHoe (f231) IgE, ImmunoCAP (Boiled milk (f231) IgE, ImmunoCAP)

6563 Amb6po3ma obbikHOBeHHas (rosiomenbyaTan) w2, IgE, ImmunoCAP (Common
ragweed (naked ragweed) w2, IgE, ImmunoCAP)

6564 Exka cbopHas (g3) IgE, ImmunoCAP (Cocksfoot (g3) IgE, ImmunoCAP)

6565 bepesa 6opoaaByaTasn, rBet v2 (t216) IgE, ImmunoCAP (Birch warty, rBet v2 (t216)
IgE, ImmunoCAP)

6566 XomsiK, anutennit (e84) Igk, ImmunoCAP (Hamster epithelium, e84 IgE,

ImmunoCAP




6567 Knew, pomatuHei nbinm Dermatophagoides microceras (d3) IgE, ImmunoCap
(House dust mite Dermatophagoides microceras (d3) IgE, ImmunoCap)

6568 Bepesa, rBet v4 (t220) IgE, ImmunoCap (Birch (t220) IgE, ImmunoCap)

6569 Mpeuknin opex (f256) IgE, ImmunoCap (Walnut (f256) IgE, ImmunoCap)

6570 Cmecb annepreHoB Nblablbl 31aKoBbix Tpas (gx4) IgE, ImmunoCAP (Grass pollen
allergens mix (gx4) IgE, ImmunoCAP)

6571 Knew, gomawHein nbinm Euroglyphus maynei (d74) IgE, ImmunoCAP (House dust
mite Euroglyphus maynei (d74) IgE, ImmunoCAP)

6573 Mnesen (g5) IgE, ImmunoCap (Rye grass (g5) IgE, ImmunoCap)

6574 Mnecenb Aspergillus niger (m207) IgE, ImmunoCap (Aspergillus niger (m207) IgE,
ImmunoCap)

6575 ducrawkum (f203) Igk, ImmunoCap (Pistachio (f203) , IgE, ImmunoCap)

6576 Yeuesuua (f235) Igk, ImmunoCap (Lentil (f235) IgE, ImmunoCap)

6577 CBuHopoW nanbyaTbii (g2) IgE, ImmunoCap (Bermuda grass (g2) IgE, ImmunoCap)

6583 MotawHwuk (wll) Ig, ImmunoCap (Kalidium (w11) IgE, ImmunoCap)

6584 Akauma (t19) IgE, ImmunoCap (Acacia (t19) IgE, ImmunoCap)

6585 NHcynunH yenoseyeckuit (c73) IgE, ImmunoCap (Human insulin (c73) IgE,
ImmunoCap)

6586 Bpasunbckuii opex (f18) IgE, ImmunoCap (Brazil nut (f18) IgE, ImmunoCap)

6587 MofopoXKHMK NaHueToBMaHbIM (W9) IgE, ImmunoCap (Plantain lanceolata (w9) IgE,
ImmunoCap)

6578 HyTt 6apanunit (f309) IgE, ImmunoCap (Chickpeas (f309) IgE, ImmunoCap)

6579 Msco nHaeliku (f284) Ig, ImmunoCap (Turkey meat (f284) IgE, ImmunoCap)

6580 KopoBa, nepxotb (e4) IgE, ImmunoCap (Cow, dander (e4) IgE, ImmunoCap)

6581 MNoaconHeuHuk, cemeHa (k84) Igk, ImmunoCap (Sunflower seeds (k84) IgE,
ImmunoCap)

6582 Kewnbto (f202) IgE, ImmunoCap (Cashew (f202) IgE, ImmunoCap)

6588 Kykypy3a (f8) IgE, ImmunoCap (Corn (f8) IgE, ImmunoCap)

6589 AHunzakumaa (p4) Ig, ImmunoCap (Anisakid (p4) IgE, ImmunoCap)

6591 BuHorpag (f259) IgE, ImmunoCap (Grapes (f259) IgE, ImmunoCap)

6592 KneH aceHenuctHbin (t1) IgE, ImmunoCap (Box elder (t1) IgE, ImmunoCap)

6593 Cmecb annepreHoB 6060Bbix 1 oBoueit (fx13) IgE, ImmunoCap (Legume and
vegetable allergen mixture (fx13) IgE, ImmunoCap)

6400 Nucoxsoct nyrosoni (g16) IgE, ImmunoCap (Meadow foxtail (g16) IgE,
ImmunoCap)

6401 KyKypy3a, nbinbua (g202) Ig, ImmunoCap (Corn, pollen (g202) IgE, ImmunoCap)

6402 Monb (i8) IgE, ImmunoCAP (Bombyx mori, i8, IgE, ImmunoCAP)

6403 KaHapelika gomaluHssa, nepo (e201) IgE, ImmunoCAP (Serinus canarius, €201, IgE,
ImmunoCAP)

6404 Mapb 6enasa (w10) IgE, ImmunoCap (White goosefoot (w10) IgE, ImmunoCap)

6405 LWnuHat (f214) IgE, ImmunoCAP (Spinachia oleracea (f214) Igk, ImmunoCAP)




6406 Xnonok (o01) IgE, ImmunoCap (Cotton (01) IgE, ImmunoCap)

6407 Xypma (f301) IgE, ImmunoCAP (Persimmon (f301) Ig, ImmunoCAP)

6425 By3uHa yepHas (t205) IgE, ImmunoCap (Elder (t205) IgE, ImmunoCap)

6426 Tumodeeska nyrosas Phl p 5b (g215) IgE, ImmunoCap (Timothy grass Phl p 5b
(g215) IgE, ImmunoCap)

6427 ObiHa (f87) IgE, ImmunoCap (Melon (f87) IgE, ImmunoCap)

6428 MBa Kosba (t12) IgE, ImmunoCap (Willow (t12) IgE, ImmunoCap)

6429 AnnepreH ¢6, AmMokcuunnnmH, Ige, ImmunoCap (Amoxicillin (c6), IgE, ImmunoCap)

6596 Knew, gomawHein nbinv Blomia tropicalis (d201) IgE, ImmunoCap (House dust mite
Blomia tropicalis (d201) IgE, ImmunoCap)

6598 Cmecb annepreHoB pbibbl (fx74) IgE, ImmunoCAP (Fish allergen mixture (fx74) IgE,
ImmunoCAP)

6599 Cmecb pervoHanbHbIx annepreHos (rx6) IgE, ImmunoCap (Mixture of regional
allergens (rx6) IgE, ImmunoCap)

6595 Kunapuc BeuHoseneHsbiit (t23) IgE, ImmunoCap (Cupressus sempervirens (t23) IgE,
ImmunoCap)

66659 MNocteHHnua (w19) IgE, ImmunoCap (Wall pellitory (w19) IgE, ImmunoCap)

66656 lony6b, nepo (€215) IgE, ImmunoCap (Pigeon, feather (€215) IgE, ImmunoCap)

66657 ®uHuk (f289) IgE, ImmunoCap (Dates (f289) IgE, ImmunoCap)

66658 Wnpuua konocuctas (wl4) Ig, ImmunoCap (Spicy acorn (w14) IgE, ImmunoCap)

6424 l'yco, nepo (e70) Ig, ImmunoCap (Goose feathers (e70) IgE, ImmunoCap)

6412 Cmecb annepreHoB nepbes NTuL, (ex72) IgE, ImmunoCap (Cagebirds Allergen Mix,
ex72, Igk, ImmunoCap)

6408 dopenb (f204) Igk, ImmunoCap (Trout, Rainbow trout (f204) IgE, ImmunoCap)

6423 KpacHbIi nepey, (nanpuka) (f218) IgE, ImmunoCap (Paprika, Sweet Pepper (f218)
IgE, ImmunoCap)

6421 CbIBOpOTKa KopoBbero mosoka (f236) Igk, ImmunoCap (Cow's whey (f236) IgE,
ImmunoCap)

6410 CnwuBa (f255) IgE, ImmunoCap (Plum (f255) IgE, ImmunoCap)

6433 Ykpon (f277) Igk, ImmunoCap (Dill, f277, IgE, ImmunoCap)

6416 YepHbili nepey, (f280) IgE, ImmunoCap (Black pepper (f280) IgE, ImmunoCap)

6413 Cbip Yegnep (f81) IgE, ImmunoCap (Cheddar cheese (f81) IgE, ImmunoCap)

6418 Cblp ¢ nneceHblo (f82) IgE, ImmunoCAP (Mold cheese, f82, IgE, ImmunoCAP)

6417 MeTpywkKa (f86) IgE, ImmunoCap (Parsley, 86, IgE, ImmunoCap

6411 Cmecb nuwesbix annepreHos (fx26) IgE, ImmunoCap (Food Allergen Mix fx26, IgE,
ImmunoCap)

6415 Osec nocesHow (g14) IgE, ImmunoCap (Oats (g14) IgE, ImmunoCap)

6419 Cmecb annepreHos ambposum (wx209) IgE, ImmunoCAP (Ragweed allergen
mixture (wx209) IgE, ImmunoCAP)

6432 TyHeu, >kentonépblit (f40) IgE, ImmunoCAP (Thunnus albacares, f40, IgE,

ImmunoCAP)




6430 Tumodeeska nyrosas Phl p 7 (g210) IgE, ImmunoCap (Timothy grass Phl p 7 (g210)
IgE, ImmunoCap)

6431 Tumodeeska nyrosas rPhl p12 (g212) Ig, ImmunoCap (Timothy grass rPhl p12
(g212) IgE, ImmunoCap)

6409 Cmecb annepreHos naeceHu (mx4) Ige, ImmunoCap (Moulds Allergens mix (mx4)
IgE, ImmunoCap)

6420 Nuna menkonuctHas (t208) IgE, ImmunoCap (Linden (t208) IgE, ImmunoCap)

6673 Cmecb annepreHoB NbiabLbl COPHbIX TPas (wx5) IgE, ImmunoCap (Weed Pollen
Allergen Mix, wx5, ImmunoCAP)

6674 Macnaunbl (f342) IgE, ImmunoCAP (Olive black, Olea europaea, 342, IgE,
ImmunoCAP)

6675 Cmecb annepreHoB NbiabLbl 31aKoBbIx TPas (gx2), IgE, ImmunoCAP (Grass pollen
allergens mix, gx2, IgE, ImmunoCAP)

6676 MweHnua nocesHas (g15) IgE, ImmunoCap (Cultivaited wheat, Triticum aestivum,
g15, Ig, (ImmunoCAP)

6677 Cenbpgp (f205) IgE, ImmunoCAP (Herring, Clupea harengus, f205, IgE, ImmunoCAP)

6678 MneceHb Mucor racemosus (m4) IgE, ImmunoCAP (Mold Mucor racemosus (m4)
IgE, ImmunoCAP)

6679 CocHa BeiimyToBa (t16) IgE, ImmunoCAP (White pine, Pinus strobus, t16, IgE,
ImmunoCAP)

6680 CneneHb (i204) IgE, ImmunoCAP (Horse fly, Tabanus spp., i204, IgE, InmunoCAP)

6681 Mnecenb Fusarium moniliforme (m9) IgE, ImmunoCAP (Mold Fusarium
moniliforme (m9) IgE, ImmunoCAP)

6682 Kpbica, anutennii, 6enkun cbiBopoTkn n moun (e87) Igk, ImmunoCAP (Rat
epithelium, serum, urine proteins, e87, IgE ImmunoCAP)

6921F9 Mamro (f91) Igk, ImmunoCAP (Mango (f91) Ig, ImmunoCAP)

6435 ManTyc 6enokopsin (f303) IgE, ImmunoCAP (Halibut, Hippoglossus hipoglossus,
f303, IgE ImmunoCAP)

6437 Pak peuHoit (f320) IgE, ImmunoCAP (Crayfish, Astacus astacus, 320, IgE,
ImmunoCAP)

6438 TmuH (f265) IgE, ImmunoCAP (Caraway, Carum carvi, f265, IgE, ImmunoCAP)

6439 Cesekna (f319) Ig, ImmunoCAP (Beetroot, Beta vulgaris, f319, IgE, ImmunoCAP)

6445 Kegpossbiii opex (f253), IgE, ImmunoCap (Pine nut, pignoles (f253) IgE,
ImmunoCAP)

6446 3ctparoH (tapxyH) (f272) IgE, ImmunoCAP (Tarragon (f272) Igk, ImmunoCAP)

6447 Kokoc (f36) IgE, ImmunoCAP (Coconut, Cocos nucifera, f36, IgE, ImmunoCAP)

6448 Bbasunuk (f269) Igk, ImmunoCAP (Basil, Ocimum basilicum, 269, IgE ImmunoCAP)

6590 Cmecb annepreHoB AOMaLLHMX KUBOTHbIX (ex2) IgE, ImmunoCAP (Pet allergens
mix, ex2, IgE, ImmunoCAP

6594 Cmecb annepreHoB NbinbLbl COPHbIX TPas (wx3) IgE, ImmunoCAP (Weed pollen,

wx3, IgE, ImmunoCAP)




6856F422  |Apaxuc rAra h 1 (f422) Igk, ImmunoCAP (Arachis hypogaea, rAra h 1, f422, IgE,
ImmunoCAP)

6857F423  |Apaxuc, peKoMmbUHaHTHbIN anneprokomnoHeHT rAra h 2 (f423) Ig, ImmunoCAP
(Peanut, Arachis hypogaea, recombinant allergen rAra h 2 (f423) IgE, ImnmunoCAP)

6858F424  |Apaxuc, peKoMBUHaHTHbIN anneprokomnoHeHT rAra h 3 (f424) Ig, ImmunoCAP
(Peanut, Arachis hypogaea, recombinant allergen rAra h 3 (f424) IgE, InmunoCAP)

6860F427 |Apaxuc, peKOMBUHaHTHbIN anneprokomnoHeHT rAra h 9/LTP (f427) IgE,
ImmunoCAP (Peanut, Arachis hypogaea, recombinant allergen rAra h 9/LTP (f427)
IgE, ImmunoCAP)

6859F352  [Apaxuc, peKoMBUHaHTHbIN anneprokomnoHeHT rAra h 8/PR-10 (f352) IgE,
ImmunoCAP (Peanut, Arachis hypogaea, recombinant allergen rAra h 8/PR-10
(f352) IgE, ImmunoCAP)

6323 Cmecb annepreHos osouleit (fx14) IgE, ImmunoCAP (Vegetable allergens mix,
fx14, I1gE, ImmunoCAP

6773T2 Onbxa cepas (t2) IgE, ImmunoCAP (Gray alder (t2) IgE, ImmunoCAP)

6774EX71 |Mepo gomalwHel ntnupl (ex71) IgE, ImmunoCAP (Poultry feather, ex71, IgE,
ImmunoCAP)

6775TX5 Cmecb annepreHoB nbinbubl gepesbes (tx5) IgE, ImmunoCAP (Tree pollen, mix tx5,
IgE, ImmunoCAP)

6777T4 JNlewuHa obbikHOBeHHas (opewHUK) (t4) IgE, ImmunoCAP (Corylus avellana (t4)
IgE, ImmunoCAP)

6845E221 |Cobaka, cbiIBOPOTOUHbIN anbbymuH (nCan f3, €221) IgE, ImmunoCAP (Dog, serum
albumin (nCan 3, e221) IgE, ImmunoCAP)

6929 Cmecb annepreHoB opexos (fx1) IgE, ImmunoCAP (Mix nut allergens (fx1), IgE,
ImmunoCAP)

6950 Nococs (f41) IgE, ImmunoCAP (Salmon (f41) IgE, ImmunoCAP)

6467 MNaHenb «[leTckne nuwesble annepreHb» pacwmpeHHas IgE, ImmunoCAP
(Children's Food Allergens panel, expanded IgE, ImmunoCAP)

6468 MaHenb «lepen onepauneir. Anneprua Ha KOMNOHEHTbI MEAULIMHCKUX U3AENNIA»
IgE, ImmunoCAP (Pre-operative Allergy to Medical Device Components" panel,
IgE, ImmunoCAP)

6469 MaHenb «MNepep BakuMHaunen. Anneprua Ha KOMMNOHEHTbI BaKLMH» pacliMpeHHas
IgE, ImmunoCAP (Before Vaccination. Allergy to vaccine components expanded
panel IgE, ImmunoCAP)

6470 MaHenb «Anneprva Ha naecHesble rpnbb» IgE, ImmunoCAP (Mold Allergy Panel
IgE, ImmunoCAP)

6471 MaHenb «lnueBan TOKCMKOMHDEKUMNA. ANneprma Ha SHTEPOTOKCUHbI
ctadpunokokka» Igk, ImmunoCAP (Food Poisoning. Allergy to Staphylococcal
Enterotoxins Panel IgE, ImmunoCAP)

6472 MaHenb «Anneprus Ha natoreHHble rpubsi» IgE, ImmunoCAP (Allergy to
Pathogenic Fungi Panel IgE, ImmunoCAP)

6473 MaHenb «Muuwesas anneprua» IgE, ImmunoCAP (Food Allergy Panel IgE,
ImmunoCAP)

6474 MaHenb «BbbiToBas anneprua» pacwmpeHHas Igk, ImmunoCAP (Expanded

Household Allergy Panel IgE, ImmunoCAP)




6475

MaHenb «MNepepn BakuMHaLMeN. Anneprua Ha KOMNOHEHTbI BaKLMH» IgE,
ImmunoCAP (Before Vaccination. Allergy to Vaccine Components Panel IgE,
ImmunoCAP)

6476 MaHenb «MNepepq onepaumein. Anneprua Ha KOMNOHEHTbI MEANLMHCKUX U34eNNn»
IgE, ImmunoCAP (Pre-operative Allergy to Medical Device Components" panel,
IgE, ImmunoCAP)

6449 Monesunua noberoHocHan (g9) IgE, ImmunoCAP (Creeping bentgrass (redtop),
Agrostis stolonifera, g9, IgE, ImmunoCAP)

6450 Koctep nonesoii (g11) IgE, ImmunoCAP (Brome grass, Bromus inermis, g11, IgE,
ImmunoCAP)

6451 Kambana mopckasn (f254 ) IgE, ImmunoCAP (Plaice, Pleuronectes platessa (f254)
IgE, ImmunoCAP)

6452 TumbsH (f273) IgE, ImmunoCAP (Thyme, Thymus vulgaris, 273, IgE, ImnmunoCAP)

6453 Kopuanap (f317) IgE, ImmunoCAP (Coriander, Coriandrum sativum, f317, IgE,
ImmunoCAP)

6454 MsTa nepeyHas (f332) IgE, ImmunoCAP (Pepermint, Mentha piperita, 332, IgE,
ImmunoCAP)

6455 Naeposbiit ancT (f278) IgE, ImmunoCAP (Laurel (bay leaf), Laurus nobilis, 278, IgE
ImmunoCAP)

6456 AHuc (f271) IgE, ImmunoCAP (Anise, Pimpinella anisum, f271, IgE, ImmunoCAP)

6457 CapavHa ganbHeBocToYHas (f61) IgE, ImmunoCAP (Sarddine, Sardinops
melanosticta, f61, IgE, ImmunoCAP)

6458 Craspuga (f60) IgE, ImmunoCAP (Jack mackerel, Trachurus japonicus, f60, IgE,
ImmunoCAP)

6459 NMmbupsb (f270) IgE, ImmunoCAP (Ginger, Zingiber officinale (f270) IgE,
ImmunoCAP)

6460 CKymbpus aTnaHTMyecKan (f206) IgE, ImmunoCAP (Mackerel, Scomber scombrus
(f206) IgE, ImmunoCAP)

6461 Mepeuy, 3enéubliit (f263), IgE, ImmunoCap (Green pepper (f263) IgE, ImmunoCap)

6462 Kpanusa asyaomHan (w20) IgE, ImmunoCAP (Nettle, Urtica dioica (w20),
ImmunoCAP)

6463 MocteHHnua (w21) IgE, ImmunoCAP (Wall pellitory (w21) IgE, ImmunoCAP)

6464 3o/10TapHUK (30n10Tasn posra, wl2) Ig, ImmunoCAP (Goldenrod, Solidago
virgaurea, wil2, IgE, ImmunoCAP)

6465 MaitopaH (f274) IgE, ImmunoCAP (Marjoram, Origanum majorana, f274, IgE,
ImmunoCAP)

6466 reBosgmka (f268) IgE, ImmunoCAP (Clove, Syzygium aromaticum, f268, IgE,
ImmunoCAP)

6793 Kponuk (anutennit) (e82) Ig, ImmunoCAP (Rabbit epithelium (e82) IgE,
ImmunoCAP)

6924 Cmecb annepreHoB nbinbLbl Aepesbes (tx6) IgE, ImmunoCAP (Tree pollen
allergens mix (tx6) IgE, ImmunoCAP)

6910175 An wepwHa (i75) IgE, ImmunoCAP (Hornet (i75) IgE, ImmunoCAP)

6866M226 |CTapUNOKOKKOBbIN 3HTEPOTOKCUH TSST (Mm226) IgE, ImmunoCAP (Staphylococcal

enterotoxin TSST, m226, IgE, ImmunoCAP)




6942 *enatuH Koposuit (c74) IgE, ImmunoCAP (Cow gelatin (c74) IgE, ImmunoCAP)

6493 MaHenb «Muwesas anneprua. ANUo KypuHoe: 6enokK u xentok» IgE, ImmunoCAP
(Food Allergy Panel. Chicken Egg: White and Yolk Panel IgE, ImmunoCAP)

6486 MaHenb «Actma, puHUT (aeTn)» pacwmpeHHas IgE, ImmunoCAP (Asthma, Rhinitis
(Children) Expanded Panel IgE, ImmunoCAP)

6485 MaHenb «Actma, puUHUT (B3pocsable)» paclwmpeHHas IgE, ImmunoCAP (Asthma,
Rhinitis (Adults) Expanded Panel IgE, ImmunoCAP)

6487 MaHenb «3K3ema» pacwmnpeHHasn Igk, ImmunoCAP (Expanded Eczema Panel (IgE,
ImmunoCAP))

6488 MaHenb «MporHos appekTnsHocTM ACUT. Bepésa» IgE, ImmunoCAP (ASIT Efficacy
Prediction Panel. Birch Tree IgE, ImmunoCAP)

6477 MaHenb «MporHos a¢pdekTuBHocTM ACUT. Tumodeeska» IgE, ImmunoCAP (ASIT
Efficacy Prediction Panel. Timothy Grass Panel (IgE, ImmunoCAP)

6479 MaHenb «MporHos a¢pdekTuBHoCcTM ACUT. CopHble Tpasbl» IgE, ImmunoCAP (ASIT
Efficacy Prediction Panel. Weeds IgE, ImmunoCAP)

6480 MaHenb «MporHo3 a¢pdekTnBHocTM ACUT. Knewm gomawHen noinmy» IgE,
ImmunoCAP (ASIT Efficacy Prediction Panel. House Dust Mites IgE, ImmunoCAP)

6478 MaHenb «Bbibop NuTOMUA. Anneprusa Ha 4OMaLIHUX *KUBOTHbIX» IE, ImmunoCAP
(Choosing a Pet. Pet Allergies Panel IgE, ImmunoCAP)

6481 MaHenb «bbiToBas anneprusa» Igk, ImmunoCAP (Household Allergy Panel IgE,
ImmunoCAP)

6482 MaHenb «MonnmHo3. Anneprua Ha nbinbly Aepesbes» IgE, ImmunoCAP (Hay Fever
Panel. Tree Pollen Allergy IgE, ImmunoCAP)

6484 MaHenb «Anneprua Ha agbl Hacekombix» IgE, ImmunoCAP (Insect Venom Allergy
Panel IgE, ImmunoCAP)

6489 MaHenb «Muuwesas anneprua. Poiba» IgE, ImmunoCAP (Food Allergy Panel. Fish
IgE, ImmunoCAP)

6483 MaHenb «Mpukopm. Nuuwesas anneprua y getein» Ige, ImmunoCAP
(Complementary Feeding. Food Allergies in Children Panel IgE, ImmunoCAP)

6491 MaHenb «Muuwesas anneprua. PpykTol u arogbl» IgE, ImmunoCAP (Food Allergy
Panel. Fruits and Berries IgE, ImmunoCAP)

6495 MaHenb «Muuiesas anneprua. Osowwm» IgE, ImmunoCAP (Food Allergy Panel.
Vegetables IgE, ImmunoCAP)

6494 MaHenb «Muwesas anneprua. Opexun n apaxuc» Ige, ImmunoCAP (Food Allergy
Panel. Nuts and Peanuts IgE, ImmunoCAP)

6492 MaHenb «Muuesas anneprua. Boineuka» IgE, ImmunoCAP (Food Allergy Panel.
Baked Goods IgE, ImmunoCAP)

6946 BaHunb (f234) IgE, ImmunoCAP (Vanilla (f234) IgE, ImmunoCAP)

6928 Cmecb annepreHos mopenpoaykTos (fx2) IgE, ImmunoCAP (Mix seafood allergens
(fx2), 1gE, ImmunoCAP)

6559 CMecb annepreHoB MyKK 31aKOBbIX U KyHXKYTHbIX (fx3) IgE, ImmunoCAP (Cereal
flour and sesame, mix fx3 IgE, ImmunoCAP)

66655 MopduH (c260) IgE, ImmunoCap (Morphine (c260) Igk, ImmunoCap)

6854F416 |Omera-5 MnragmH nweHnupl rTria 19 (f416) IgE, ImmunoCAP (Omega-5 Gliadin

wheat rTri a 19 (f416) IgE, ImmunoCAP)




6930 Cmecb annepreHoB MyKu 3nakosblx (fx20) IgE, ImmunoCAP (Mix cereal flour
allergens (fx2) IgE, ImmunoCAP)

6944 daconb 6enan (benvie 606b1) (f15) IgE, ImmunoCAP (White beans (f15) IgE,
ImmunoCAP)

6939 Msco Kponuka (f213) IgE, ImmunoCAP (Rabbit meat (f213) IgE, ImmunoCAP)

6792 KyHKyT (cemeukun u macno) (f10) IgE, ImmunoCAP (Sesame (seeds and oil) (f10)
IgE, ImmunoCAP)

6947 Kanbmap (f258) IgE, ImmunoCAP (Squid (f258) IgE, ImmunoCAP)

6940 CemeHa maka (f224) IgE, ImmunoCAP (Poppy seeds (f224) IgE, ImmunoCAP)

6943 MaTnuk nyrosom (g8) IgE, ImmunoCAP (Meadow bluegrass (g8) IgE, ImmunoCAP)

6941 Ambpo3una noxkHas (w4) Igk, ImmunoCAP (False ragweed (w4) IgE, ImmunoCAP)

6949 CuHas muams (f37) IgE, ImmunoCAP (Blue mussel (f37) IgE, ImmunoCAP)

6546 MepcuK rPru p3 LTP (f420) IgE, ImmunoCAP (Peach rPru p3 LTP (f420) IgE,
ImmunoCAP)

6497 MaHenb «Muuwesas anneprua. Msco Igk, ImmunoCAP (Food Allergy Panel. Meat
IgE, ImmunoCAP)

6496 Cmecb nuwesbix annepreHos (fx16) IgE, ImmunoCAP (Food allergens mix (fx16)
IgE, ImmunoCAP)

1308ISAC  |Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip
ImmunoCAP ISAC, 112 allergic components)

6328IM PecnupatopHaa naHenb ImmunoCAP

6329IM MeanaTtpuyeckas naHenb

6330IM Muuwesaa naHenb ImmunoCAP

6331IM CmewaHHasa naHenb ImmunoCAP

66660 Atonunyeckasa naHenb ImmunoCAP

66661 MynbtnaHens ImmunoCAP

66662 Muwesaa naHenb pacwmpeHHasa ImmunoCAP

66663 PecnunpatopHaa naHenb pacwmnpeHHasa ImmunoCAP

15.2. UmmyHorno6ynuH E obwui

67

MMmmyHOrnobynuHbl Knacca E (obwuit IgE, nmmyHornobynmH E obwnit)
(Immunoglobulin E Total, IgE Total)

15.3. Onpepenexue

cneuundmyeckunx IgE: KomnnekcHele annepronaHenu

665 CmewaHHasa naHenb Immulite (20 annepreHoBs: 13 pecnMpaTopHbIX, 7 NULLEBLIX)
(Food and Respiratory Panel), IgE

6706 Manas pecnupaTtopHas naHenb Immulite (10 pecnupaTopHbix annepreHos) (Small
Respiratory Panel), IgE

6707 Manas cmellaHHas naHenb Immulite (10 annepreHoBs: 7 nuwesbIX, 3
pecnupaTtopHbix), IgE

670 MeanaTpuyeckas naHenb Immulite (20 annepreHos: 13 nuwesbIX U 7
pecnupaTtopHbix ) (Pediatric Panel), IgE

666 PecnupaTopHas naHenb Immulite (20 pecnupaTopHbIx annepreHos) (Respiratory

Panel), IgE




6010 PecnupaTtopHas naHenb PROTIA Allerqy-Q (anneprus y getei u B3pocabix, 59
pecnupaTopHbIX 1 NuLLeBbix annepreHos) (Respiratory PROTIA Allergy-Q), IgE

6011 ATtonuueckas naHenb PROTIA Allerqy-Q - (anneprus y geTtei u B3pocabix, 43
annepreHa: 25 nuwwesbix 1 18 pecnmpatopHbix) (Food and Respiratory PROTIA
Allegry-Q), IgE

6260 MynbTnadens PROTIA Allerqy-Q (anneprus y geteii u B3pocabix, 90 annepreHos:
nulLLeBble, pecnnpaTopHble, MHCEKTHbIe u gpyrue) (Multipanel PROTIA Allerqy-Q),
IgE

6310 Muuesan naHenb PROTIA Allerqy-Q (anneprus y geten 1 B3pocabiX, 59 NULLEBbIX
n pecnupaTopHbix annepreHos) (Food panel PROTIA Allergy-Q), IgE

1881-K Anneproumn ALEX2 (Allergy Explorer 2), oo 300 anneprortectos

1991-K Anneproumn ALEX3 (Allergy Explorer 3), o 300 anneprotectos (Allergochip

ALEX3, 300 allergic components and IgE total)

15.4. OnpepenexHue

cneundpumyecknx IgE: nuuweBble annepreHbl

669 Muuwesan naHenb Immulite (20 nuwesbix annepreHos) (Food Panel), IgE

669MN1 Manas nuweBsas naHenb Immulite Nel (10 nuwesbix annepreHos) (Small Food
Panel), IgE

6690M2 Manas nuweBsas naHenb Immulite Ne2 (10 nuwesbIx annepreHos) (Small Food
Panel), IgE

637 Cmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, A6noko, nepcuk, IgE (FP15
(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)*

638 Cmecb NULLEBbIX annepreHos 2: KMBKU, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91,
F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*

639 Cmecb NULLEBbIX afnepreHos 3: CBMHMHA, KYpUHOEe MACO, roBAAMHa, bapaHuWHa,
IgkE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*

677 AHaHac, IgE (Pineapple, IgE, F210)

998 AnenbcuH, IgE (Orange, IgE, F33)

611 Apaxuc, IgE (Peanut, IgE, F13)

676 baHaH, IgE (Banana, IgE, F92)

673 BapaHuHa, IgE (Lamb, IgE, F88)

649 beTa-naktornobynuH, Igk (Beta Lactoglobulin, IgE, F77)

645 lfoBaguHa, IgE (Beef, IgE, F27)

636 MpenindpyT, IgE (Grapefruit, IgE, F209)

641 lpeuHeBas MykKa, IgE (Buckwheat, IgE, F11)

650 KasewuH, IgE (Casein, IgE, F78)

642 Kanycta KouyaHHas, IgE (Cabbage, IgE, F216)

646 KapTodens, IgE (Potato, IgE, F35)

654 Kuswu, IgE (Kiwi Fruit, IgE, F84)

634 KnybHuKa, IgE (Strawberry, IgE, F44)

608 Koposbe monoko, IgE (Milk, IgE, F2)

614 Kpabsi, IgE (Crab, IgE, F23)

615 KpeseTku, IgE (Shrimp, IgE, F24)

651 KypuHoe msco, IgE (Chicken Meat, IgE, F83)

635 Nnmon, IgE (Lemon, IgE, F208)




675 Matro, IgE (Mango, IgE, F91)

617 Mopkosb, IgE (Carrot, IgE, F31)

648 OBcaHana myKa, IgE (Oat, IgE, F7)

632 Mekapckune apoxxu, IgE (Baker’s Yeast, IgE, F45)

674 Mepcuk, IgE (Peach, IgE, FI95)

655 MuBHble gpoxKKMK, IgE (Brewer’s Yeast, IgE, F403)

647 Mpoco, IgE (Common Millet, IgE, F55)

610 MweHnyHan myka, IgE (Wheat, IgE, F4)

652 Puc, IgE (Rice, IgE, F9)

644 CBuHMHa, IgE (Pork, IgE, F26)

619 Cenbpepelt, IgE (Celery, IgE, F85)

612 Coesble 606blI, IgE (Soybean, IgE, F14)

616 Tomarsl, IgE (Tomato, IgE, F25)

609 Tpecka, IgE (Codfish, IgE, F3)

643 ToikBa, IgE (Pumpkin, IgE, F225)

613 dyHAayK, IgE (Hazelnut, IgE, F17)

633 LWokonag, IgE (Chocolate, IgE, F105)

653 fA6noko, IgE (Apple, IgE, F49)

607 AnuHbIi 6enok, IgE (Egg White, IgE, F1)

618 AnuHbIl KenTokK, IgE (Egg Yolk, IgE, F75)

6008 Cmecb nuLeBbIX annepreHoB 15: anenbcuH, 6aHaH, abnoko, nepcuk, IgE (FP15;
Food Panel 15: Orange, Apple, Banana, Peach, IgE)

6013 Cmecb NULLEBBIX annepreHoB 5: AMYHbIN 6eN0K, MOSIOKO, TPECKa, NWeHNYHan
MyKa, apaxuc, coesble 606bl, IgE (FP5; Food Panel 5: Egg White, Milk, Codfish,
Wheat, Peanut, Soybean, IgE)

6121 Anbda-naktoanbbymuH, Igk (Alpha lactalbumin, IgE, f76)

15.5. Onpepenexue

cneuncumyeckux IgE: 6b1ToBbLIE annepreHbl

602 Cmecb annepreHoB niecenu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3,
M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Candida albicans, Alternaria tenuis, IgE)*

623 MneceHb Penicillium notatum, IgE (Penicillium notatum, Igg, M1)

624 Mnecenb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)

626 Mnecexb Candida albicans, IgE (Candida albicans, IgE, M5)

627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

631 HomalunHan noinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)

621 Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
pteronyssinus, Igg, D1)

622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, Igk, D2)

6004 Cmecb annepreHoB gomaluHein nbiam 1: Dermatophagoides pteronyssinus,

Dermatophagoides farinae, gomalluHAA Nblib, TapaKaH, IgE (Dust Panel 1, IgE)

15.6. OnpegeneHue

cneumndmyeckux IgE: annepreHbl XUBOTHbIX
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Cmecb annepreHoOB AOMALUHUX FPbI3YHOB: 3NUTENNN MOPCKON CBUHKK, INUTENNI
KPOAMKa, aNUTeNNn XOMsKa, Kpbica, mbiwb, IgE (EP70 (E6, E82, E84, E87, E8S),
Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat,
Mouse, IgE)*

605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1)

606 Cobaka, IgE (Dog Epithelium, IgE, E2)

620 TapakaH, IgE (Cockroach, IgE, 16)

660 Mopckan cBMHKa, anutenui, Igk (Guinea Pig Epithelium, IgE, E6)
661 BonHucTbIN nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78)
662 Osua, anutenuii, Ige (Sheep Epithelium, IgE, E81)

663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85)

6001E5 Cobaka (e5), Igk (Dog (e5), IgE)

15.7. Onpenenenue cneundmnyeckux IgE: annepreHbi NbinNbLbl pacTeHUN

600 Cmecb annepreHoB TpaBbl: exa cbopHan, OBCAHHMLA SIYyroBas, POXKb
MHoOroneTtHas, TumodeeBka, MATANK nyroson, IgE (GP1 (G3, G4, G5, G6, G8), Grass
Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass, Timothy Grass,
June Grass (Kentucky Bluegrass), IgE)*

601 Cmecb annepreHoB TPaBbl: KOJIOCOK AYLINCTbIN, POXKb MHOTONETHAA, TUMOdEEBKa,
POXb Ky/NIbTUBUpPOBaHHasA, byxapHUK wepctuctoii, Igk (GP3 (G1, G5, G6, G12,
G13), Grass Panel: Sweet Vernal Grass, Perennial Rye Grass, Timothy Grass,
Cultivated Rye Grass, Velvet Grass, IgE)*

603 Cmecb annepreHoB AepeBbEB: 0/1bXa, felwmHa 0bbIkHOBEHHas, UBa, bepesa, ayo,
IgE (TP9 (T2, T4,T12,T3,T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

604 Cmecb annepreHoB COPHOW TpaBbl: aMbpP0o3unA NOAbIHHOANCTHAA, NObIHb
06bIKHOBEHHAsA, NOAOPOXKHUK, Mapb benas, yepTononox pycckui, Ige (WP1 (W1,
W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort, English Plantain,
Lamb's Quarters, Russian Thistle, IgE)*

657 Bepesa, nbinbua, IgE (Birch, IgE, T3)

640 Tonons, IgE (Cottonwood, IgE, T14)

656 Tumodeeska, nbinbua, IgE (Timothy Grass, IgE, G6)

658 MonbiHb 06bIKHOBEHHaSA, NbinbLa, IgE (Mugwort, IgE, W6)

659 MonbiHb ropbKas, IgE (Wormwood, IgE, W5)

6002W1 Am6po3sua (wl), IgE (Ambrosia (w1), IgE)

15.8. Onpepenexue cneunduryeckux IgE: npodeccuoHanbHbIe annepreHbl

628

|I'IaTe|<c, IgE (Latex, IgE, K82)

15.9. Onpepenexue cneuncmyecknx IgG: nuwieBble annepreHsbl

6612 Cmecb NuLLeBbIX annepreHos 1: anenbcuH, 6aHaH, A610Ko, nepcuk, IgG (FP15
(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgG)*

6611 Cmecb NuULLLEBbIX aNnepreHos 2: KUBKU, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91,
F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)*

6613 Cmecb NULLEBbIX annepreHos 3: CBMHMHA, KYpUHOEe MACO, roBaAnHa, 6apaHuHa,

IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)*




231ALL OnpegeneHune cneunduyeckux MMmyHornobynmnHos Knacca G (IgG) K nuwesbim
annepreHam (Basic Food Profile, 1gG)

6672 AHaHac, 1gG (Pineapple, IgG, F210)

6667 AnenbcuH, 1gG (Orange, 1gG, F33)

6645 Apaxuc, I1gG (Peanut, IgG, F13)

6671 BaHaH, IgG (Banana, IgG, F92)

6668 BapaHuHa, IgG (Lamb, 1gG, F88)

6601 BeTta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77)

6654 lfosaaguHa (F27), annepreH-cneundudeckme IgG (Beef, I1gG, F27)

6666 IpenndpyT (F209), annepreH-cneunduyeckune IgG (Grapefruit, IgG, F209)

6644 lpeuHeBas MmyKa (F11), annepreH-cneumdpudeckme IgG (Buckwheat, IgG, F11)

6602 KaseuH (F78), annepreH-cneunduyeckune IgG (Casein, 1gG, F78))

6649 KanycTta KouyaHHasn (F216), annepreH-cneymduyeckme IgG (Cabbage, 1gG, F216)

6657 Kaptodens (F35), annepreH-cneunduuyeckne IgG (Potato, IgG, F35)

6608 Kusu (F84), annepren-cneundudeckue IgG (Kiwi Fruit, 1gG, F84)

6659 KnybHuka (F44), annepreH-cneunduyeckue IgG (Strawberry, IgG, F44)

6648 KopoBsbe monoko (F2), annepren-cneundudeckune IgG (Milk, IgG, F2)

6652 KpeBeTku (F24), annepreH-cneunduyeckue IgG (Shrimp, I1gG, F24)

6603 KypuHoe msco (F83), annepreH-cneymoudeckue IgG (Chicken Meat, 1gG, F83)

6609 NumoH (F208), annepreH-cneymnouyeckme IgG (Lemon, IgG, F208)

6670 MakHro (F91), annepreH-cneundunyeckune IgG (Mango, I1gG, F91)

6656 Mopkosb (F31), annepren-cneunduyeckue IgG (Carrot, IgG, F31)

6661 OBcsiHasa myKa (F7), annepreH-cneunduyeckue I1gG (Oat, I1gG, F7)

6664 Mekapckue apoxxu (F45), annepreH-cneymnouryeckme IgG (Baker’s Yeast, 1gG, F45)

6669 Mepcuk (F95), annepren-cneundudeckune IgG (Peach, 1gG, F95)

6610 MueHble apoxKxu (FA03), annepreH-cneunduyeckue IgG (Brewer’s Yeast, IgG,
F403)

6660 Mpoco (F55), annepren-cneundpuyeckme I1gG (Common Millet, 1gG, F55)

6658 MweHun4yHana myKa (F4), annepreH-cneumdudeckue IgG (Wheat, 1gG, F4)

6605 Puc (F9), annepren-cneumdpuueckme IgG (Rice, IgG, F9)

6653 CsuHuHa (F26), annepreH-cneumduyeckume IgG (Pork, 1gG, F26)

6646 CoeBble 606bI (F14), annepreH-cneunduyeckue IgG (Soybean, IgG, F14)

6607 Tomartbl (F25), annepreH-cneyuduyeckme IgG (Tomato, IgG, F25)

6655 Tpecka (F3), annepreH-cneymdudeckme IgG (Codfish, IgG, F3)

6650 ToikBa (F225), annepreH-cneundudeckue 1gG (Pumpkin, 1gG, F225)

6647 dyHayk (F17), annepreH-cneymdunyeckme IgG (Hazelnut, IgG, F17)

6665 LWokonapg, (F105), annepreH-cneumdudeckue IgG (Chocolate, I1gG, F105)

6606 fA6noko (F49), annepren-cneunduyeckune 1gG (Apple, 1gG, F49)

6643 AnuHbiii 6enok (F1), annepreH-cneumdudeckue IgG (Egg White, I1gG, F1)

6662 AnuHbIf kenTok (F75), annepreH-cneunduueckme IgG (Egg Yolk, 1gG, F75)

1880 Cneunduueckme MMMyHornobynmHbl knacca G (1gG) K nuuieBbim aHTUreHam: Food

Xplorer (FOX). (Specific 1gG to food antigens: Food Xplorer (FOX))

15.10. OnpepeneHue cneunduyeckux IgG: ObITOBbIE annepreHsbl




6619 Cmecb annepreHos naeceHu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG (MP1 (M1, M2, M3,
M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Candida albicans, Alternaria tenuis, IgG)*

6614 MneceHb Penicillium notatum (M1), annepreH-cneunduyeckue IgG (Penicillium
notatum, 1gG, M1)

6615 MneceHb Cladosporium herbarum (M2), annepren-cneumdpuyeckume 1gG
(Cladosporium herbarum, 1gG, M2)

6616 MneceHb Aspergillus fumigatus (M3), annepren-cneumduueckme IgG (Aspergillus
fumigatus, 1gG, M3)

6618 MneceHb Alternaria tenuis (M6), annepren-cneymduueckme IgG (Alternaria tenuis,
IgG, M6)

6632 Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneunduyeckume IgG
(Dermatophagoides pteronyssinus, IgG, D1)

6633 Knew, Dermatophagoides farinae (D2), annepreH-cneymduyeckme IgG
(Dermatophagoides farinae, 1gG, D2)

6634 Knew, Dermatophagoides microceras (D3), annepreH-cneunduyeckue IgG
(Dermatophagoides microceras, IgG, D3)

6635 HdomaliHana noinb/Greer (H1), annepren-cneundudeckue 1gG (House Dust — Greer,

IgG, H1)

15.11. OnpeaeneHue cneundunyeckux IgG: annepreHbl XKMBOTHbIX

6638 Kowka, anutenui (E1), annepreH-cneunduyeckue IgG (Cat Dander-Epithelium,
IgG, E1)
6639 Cobaka, anutennii (E2), annepren-cneymdudeckue IgG (Dog Epithelium, 1gG, E2)

15.12. Annepronorunyeckue uccrieaoBaHus, TexHonorusa Ankopbuno

6024A6 Anbda-naktanbbymuH (nBos d4) (f76), Ig (Alpha Lactalbumin, nBos d4 (f76), IgE)

6025A6 KaseuH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78), IgE)

6026AB6 BeTa-naktornobynux, (nBos d5) (f77), Igk (Beta Lactoglobulin, nBos d5 (f77), IgE)

6027A6 bepesa 6opoaaByaTas, rBet vl (t215), IgE (Birch, Betula verrucosa, rBet v1 (t215),
ISE)

6028Ab bepesa 6opoaaByaTasn, rBet v2 (t216), IgE (Birch, Betula verrucosa, rBet v2 (t216),
ISE)

6029Ab MonbiHb 06bIKHOBEHHas, NArtv3 (w233), IgE (Mugwort, Artemisia vulgaris, nArtv3
(w233), IgE)

6030A6 Cmecb annepreHos naecedn (mm2), IgE (Mixed mold allergen (mm?2), IgE)

6031A6 HdomawHsaa noinb (Hollister —Stier) (h2), IgE (House dust (Hollister —Stier)(h2), IgE)

6032Ab KolwKa, cbiBOpOoTOYHbIN anbbymuH, rFel d2 (e220), IgE (Cat, serum albumin, rFel d2
(e220), IgE)

6033Ab Cobaka, cbIBOPOTOYHbI anbbymuH, nCan f3 (e221), IgE (Dog, serum albumin,
nCan f3 (e221), IgE)

6034Ab Bblunii CbIBOPOTOYHbIN anbbymunH, nBos d6 BSA (e204), IgE (Bovine serum

albumin, nBos d6 BSA (e204), IgE)




6035Ab OBanbbymuH, anbbyMunH AnYHbIN, nGal d2 (f67), IgE (Ovalbumin, egg albumin,
nGal d2 (f67), IgE)

6036Ab Osomykoug, anua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1 (f68), IgE)

6037Ab6 KoHanbbymuH anua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 (f69), IgE)

6038Ab6 Nnsouymum anua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), IgE)

6039Ab Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE)

6040Ab Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE)

6041A6 Malassezia spp. (m227), IgE

6042A6 Cmecb nyrosbix Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE)

6043A6 Cmecb nuwesbix annepreHos (fm21), IgE (Mixed food allergen (fm21), IgE)

6044A6 Aa ocbl naTHUcTo (i2), IgE (White-faced hornet (i2), IgE)

6045A6 A ocbl 06bIKHOBEHHOI (i3), IgE (Common wasp (Yellow jacket) (i3), IgE)

6046Ab Komap (i71), IgE (Mosquito (i71), IgE)

6047A6 Ap wepwHa (i75), IgE (European hornet (i75), I1gE)

6048AB6 Nennunnnmd V (c2), IgE (Penicilloyl V (c2), IgE)

6049A6 Orypeu, (f244), IgE (Cucumber (f244), IgE)

6050A6 ABokago (f96), IgE (Avocado (f96), IgE)

6051A6 Apbys (f329), IgE (Watermelon (f329), IgE)

6052A6 MonokKo ko3sbe (f300), IgE (Goat's milk (f300), IgE)

6053Ab Yaii (f222), IgE (Tea (f222), IgE)

6054A6 AumeHs (f6), IgE (Barley (f6), IgE)

6055A6 Abpukoc (f237), IgE (Apricot (f237), IgE)

6056AB6 BuwHa (f242), I1gE (Cherry (f242), IgE)

6057Ab ManwuHa (f111), IgE (ManwuHa (f111), IgE)

6058A6 MangapuH (f302), IgE (Mandarin (f302), IgE)

6059A6 BaknaxaH (f262), IgE (Eggplant (f262), IgE)

6060AB6 Bpokkoau (f260), IgE (Broccoli (f260), IgE)

6061A6 YecHok (f47), IgE (Garlic (f47), I1gE)

6062A6 MpmbbI (wamnuHboHbI) (f212), IgE (Mushroom (champignon) (f212), IgE)

6063Ab6 MNoaconHeuHuk (w204), IgE (Sunflower (w204), IgE)

6064AB6 Pomatka (w206), IgE (Chamomile (w206), IgE)

6065A6 CmopoamnHa KpacHas (f322), IgE (Red currant (f322), IgE)

6066AB6 Cmecb nuwesbIx annepreHos (fm2), IgE

6067Ab Cmecb nuueBbix annepreHos (fm4), IgE

6068AB6 Cmecb nuwesbix annepreHos (fm5), IgE

6069A6 Cmecb nuueBbix annepreHos (fm6), IgE

6070AB6 Cmecb nuweBsbIx annepreHos (fm7), IgE

6071Ab6 Cmecb nuwesbix annepreHos (fm10), IgE

6072A6 Cmecb nuwesbIx annepreHos (fm18), IgE

6073Ab Cmecb nuwesbix annepreHos (fm22), IgE

6074A6 Cmecb nuwesbIx annepreHos (fm24), IgE

6075Ab Cmecb nuwesbix annepreHos (fm70), IgE

6076Ab Cmecb nuwesbIx annepreHos (fm71), IgE

6077Ab Cmecb nuwesbix annepreHos (fm72), IgE

6078Ab Cmecb nuwesbIx annepreHos (fm101), IgE

6079A6 Cmecb nuuLesbix annepreHos (fm104), IgE

6080ABb Cmecb nepbes nTuu (em1), IgE

6081Ab Cmecb NepbeB AeKOpPaTMBHbIX NTUL, (em72), IgE




6082A6 Cmecb 5408 Hacekomblx (im100), IgE

6083A6 Cmecb annepreHoB Nbiablbl AepeBbes (paHHee UBeTeHMe) (tm2), IgE

6084Ab Cmecb annepreHoB Nbinblbl AepeBbes (No3aHee useTeHne) (tm3), IgE

6085A6 Cmecb annepreHoB NbiNblbl AepeBbeB (paHHee LBeTeHue) (tm5), IgE

6086Ab Cmecb annepreHoB Nbinblbl AepeBbes (No3aHee UseTeHne) (tm6), IgE

6087Ab Cmecb annepreHoB naeceHn (mm1), IgE

6088Ab BuHorpag, (f259), IgE (Grape (f259), IgE)

6089A6 KpeseTka Turposas (f179), Igk (Tiger shrimp (f179), IgE)

6090Ab Nococb/cemra (f41), IgE (Salmon (f41), IgE)

6091A6 Cenbab (f205), IgE (Herring (f205), IgE)

6092A6 Crymbpus (f206), IgE (Mackerel (f206), IgE)

6094A6 Bpasunbckuii opex (f18), IgE (Brazil nut (f18), IgE)

6097Ab lopox (f12), IgE (Pea (f12), IgE)

6098Ab daconb 6enas (f15), IgE (White bean (f15), IgE)

6099ABb ObiHa (f87), IgE (Melon (f87), IgE)

6100A6 Poxb (f5), IgE (Rye (f5), IgE)

6101A6 rnoten (f79), I1gE (Gluten (f79), I1gE)

6102A6 Coip Weenuapckuii (f70), IgE (Swiss cheese (f70), IgE)

6093A6 Kambana (f254), IgE (Plaice (f254), IgE)

6095A6 KoKkocosbliit opex (f36), IgE (Coconut (f36), IgE)

6096AB6 Mpeuknin opex (f256), IgE (Walnut (f256), IgE)

6103A6 Cbip Yeppep (f81), IgE (Cheese, Cheddar (f81), IgE)

6104A6 Cblp ¢ nneceHblo (f82), IgE (Cheese, Mold-type (f82), IgE)

6105A6 Cblp dgam (f150), IgE (Cheese, Edam (f150), IgE)

6106Ab Cbip Fayga (f198), IgE (Cheese, Gouda (f198), IgE)

6107Ab6 TyHew, (f40), IgE (Tuna (f40), IgE)

6108Ab Kykypy3sa (f8), IgE (Corn (f8), IgE)

6109A6 Cnusa (f255), IgE (Plum (f255), IgE)

6110AB6 dctparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE)

6111A6 TumbsaH (f273), IgE (Thyme (f273), IgE)

6112A6 MaitopaH (f274), IgE (Marjoram (f274), IgE)

6113A6 NMobuctok (f275), IgE (Lovage (f275), IgE)

6114A6 TmuH (f265), IgE (Caraway (f265), IgE)

6115A6 KapaamoH (f267), IgE (Cardamon (f267), IgE)

6116A6 rsBosgmka (f268), IgE (Clove (f268), IgE)

6117A6 Cemsn ¢penxensa (f219), IgE (Fennel seed (f219), IgE)

6118Ab basunuk (f269), IgE (Basil (f269), IE)

6119A6 NUmbupb (f270), IgE (Ginger (f270), IgE)

6120Ab AHuc (f271), IgE (Anise (f271), IgE)

1070Ab CMmecb annepreHoB 4OMaLUHUX FPbI3YHOB: 3NMUTENINIA MOPCKOWM CBUHKK, aNUTENUIA
KPO/AMKa, aNUTEeNNIN XOMsKa, Kpbica, mbiwb, IgE (EP70 (E6, E82, E84, E87, E8S),
Rodents Panel: Guinea Pig Epithelium, Rabbit Epithelium, Hamster Epithelium,
Rat, Mouse, IgE)

6122A6 Exka cbopHas (g3), IgE (Dactylis glomerata (g3), IgE)

6123Ab Mnesen/Paiirpac mHoronetHui (g5), IgE (Lolium perenne (g5), IgE)

6124A6 OscaHuua nyrosas (g4), IgE (Festula elatior (g4), IgE)

6125Ab Tumodeeska nyrosas (g6), IgE (Phleum pratense (g6), IgE)

6126A6 MaTnuk nyrosow (g8), IgE (Poa pratensis (g8), IgE)

6127A6 AHaHac (f210), IgE (Pineapple (f210), IgE)

6128A6 Kueu (f84), IgE (Kiwi (f84), IgE)




6129A6 baHaH (f92), IgE (Banana (f92), IgE)

6130A6 Mepcuk (f95), IgE (Peach (f95), IgE)

6131A6 Po3mapwuH (f335), IgE (Rosmarinus officinalis (f335), IgE)

6159A6 KypuHoe msco (f83), IgE (Chicken (f83), IgE)

6160Ab Puc (f9), IgE (Rice (f9), IgE)

6161A6 fA6noko (f49), IgE (Apple (f49), IgE)

6162A6 Bepesa 6opoaasuatas (t3), IgE (Betula verrucosa (t3), IgE)

6163A6 MonbiHb 06bIKHOBEHHas (Artemisia vulgaris) (w6), IgE (Mugwort (w6), IgE)
6164A6 MonbiHb ropbKas (Artemisia absinthium) (w5), IgE (Wormwood (w5), IgE)
6165A6 AnuTennii MopcKol ceuHKM (e6), IgE (Guinea pig epithelium (e6), IgE)
6166A6 Mepbs BoNHUCTOro nonyraiiunka (e78), IgE (Budgerigar feathers (€78), IgE)
6167A6 3nuTtennit n wepctb oBubl (€81), IgE (Sheep epithelium (e81), IgE)
6168AB6 KypuHble nepba (e85), IgE (Chicken feathers (e85), IgE)

6169A6 BapaHuHa (f88), IgE (Mutton (f88), IgE)

6170A6 Matro (f91), IgE (Mango (f91), IgE)

6171A6 AnenbcuH (f33), IgE (Orange (f33), IgE)

6172A6 Anutennii kowku (el), Igk (Cat epithelium (el), IgE)

6173Ab6 Monoko Koposbe (f2), IgE (Milk (f2), IgE)

6174Ab Knew, Dermatophagoides pteronyssinus (d1), IgE

6175A6 Knew, Dermatophagoides farinae (d2) IgE

6176Ab AnuHbii 6enok (f1), IgE (Egg white (f1), IgE)

6177Ab AnuHbii xkentok (f75), IgE (Egg yolk (f75), IgE)

6178Ab MweHwnua (f4), IgE (Wheat (f4), IgE)

6179A6 3nuTtennit cobakn (e2), IgE (Dog epithelium (e2), IgE)

6180AB6 JdomawHsasa noinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer (h1), IgE)
6132A6 Tpecka (f3), IgE (Codfish (f3), IgE)

6133A6 Apaxuc (f13), IgE (Peanut (f13), IgE)

6134A6 Coesble 606bi (f14), IgE (Soybean (f14), IgE)

6135A6 dyHayk (f17), I1gE (Hazelnut (f17), IgE)

6136A6 KpaboBoe msaco (f23), IgE (Crab meat (f23), IgE)

6137Ab6 KpeseTku (f24), Ig (Shrimp (f24), 1gE)

6138A6 Tomarbl (f25), IgE (Tomato (f25), IgE)

6139A6 Mopkossb (f31), IgE (Carrot (f31), IgE)

6140Ab TapakaH-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE)
6141A6 MneceHb Penicillium notatum (m1), IgE

6142A6 Mnecenb Cladosporium herbarum (m2), IgE

6143A6 Mnecenb Aspergillus fumigatus (m3), IgE

6144A6 Mpmbbl poaa KaHanaa, Candida albicans (m5), IgE

6145A6 MneceHb Alternaria alternata (tenuis) (m6), IgE

6146Ab Natekc (k82), IgE (Latex (k82), IgE)

6147A6 Mekapckue apoxkku (f45), IgE (Yeast (f45), IgE)

6148Ab LWokonag, (f105), IgE (Chocolate (f105), IgE)

6149A6 KnybHuKa (3emnaHuka, f44), Igk (Strawberry (f44), IgE)

6150ABb NumoH (f208), IgE (Lemon (f208), IgE)

6151A6 IpenndpyT (f209), IgE (Grapefruit (f209), IgE)

6152A6 Mpeua (f11), IgE (Buckwheat (f11), IgE)

6153A6 KanycTta 6enokovaHHas (f216), IgE (Cabbage (f216), IgE)




6154A6 ToikBa (f225), IgE (Pumpkin (f225), IgE)

6155A6 CsuHuHa (f26), IgE (Pork (f26), IgE)

6156Ab lossauHa (f27), Igk (Beef (f27), IgE)

6157A6 Kaptodens (f35), IgE (Potato (f35), IgE)

6158Ab Osec (f7), IgE (Oat (f7), IgE)

6181A6 MepxoTb nowaam (e3), IgE (Horse dander (e3), IgE)

6182A6 Onbxa cepas (t2), IgE (Alnus incana (t2), IgE)

6183Ab6 JNlewuHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), I1gE)

6184Ab MNogopoxxHuk (w9), IgE (Plantago lanceolata (w9), IgE)

6185A6 Ackapuga (p1), IgE

6186Ab Cenbpepeli (f85) IgE Celery (f85), IgE

6187Ab Tononb TpexrpaHHbIi (Populus deltoides) (t14), IgE Cottonwood (Populus
deltoides) (t14), IgE

6188Ab Mpoco (f55), IgE Common Millet (f55), IgE

6189A6 OayBaHuuK (Taraxacum vulgare) (w8), IgE

6190Ab6 Knew, Dermatophagoides microceras (d3), IgE (Dermatophagoides microceras
(d3), IgE)

6191Ab Ykpon (f277), IgE (Dill (f277), 1gE)

6192A6 MnaTaH KneHonucTHbIM (Platanus acerifolia) (t11), IgE (MnaTaH KNEHONUCTHbIN
(Platanus acerifolia) (t11), IgE)

6193A6 Msco nHaeliku (f284), IgE (Turkey meat (f284), IgE)

6194A6 Nebepa (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE)

6195Ab Anuo RypuHoe (f245), IgE (Whole egg (f245), IgE)

6196Ab Ay6 (t7), IgE (Oak (Quercus alba) (t7), IgE))

6197Ab JNluna (t208), IgE (Tilia cordata (t208), IgE)

6198Ab 3nuTtennit Kponuka (e82), Igk ( Rabbit epithelium (e82), IgE)

6199A6 [y6 yepewyatbin (t218), IgE (Quercus robur (t218)), IgE

6200Ab Mpywa (f94), IgE (Pear (f94), IgE)

6201A6 Kakao (f93), IgE (Cocoa (f93), IgE)

6202A6 Mwungans (f20), IgE (Almond (f20), IgE)

6203A6 NeHnumnnmH G (cl), IgE (Penicilloyl G (c1), IgE)

6205A6 An nuenbl megoHocHol (il), IgE (Honey Bee Venom (il), IgE)

6206AB6 dopmanbaerng (k80), IgE (Formaldehyde/Formalin (k80), IgE)

6204Ab Kode (f221), IgE (Coffee (f221), IgE)

6207A6 LiseTHas kanycTa (f291), IgE (Cauliflower (f291), IgE)

6208Ab BpycHuka (f182), IgE (Cowberry (f182), IgE)

6209A6 lonybuka (f183), IgE (Bog whortleberry (f183), IgE)

6210Ab YepHuka (f288), IgE (Blueberry (f288), IgE)

6211A6 Yeuesuua (f235), IgE (Lentil (f235), IgE)

6212A6 Conog, (f90), IgE (Malt (f90), IgE)

6213A6 Cnapa (f261), IgE (Asparagus (f261), IgE)

6214A6 Mepevy, cnagkuii (f218), IgE (Paprika (f218), IgE)

6215A6 Keaposbiii opex (f253), IgE (Pine Nut (f253), IgE)

6216Ab Csekna (f319), Igk (Beet (f319), IgE)

6217Ab6 CmMechb NULLEBbIX aNNepreHoB (NWweHuLa, 0BeC, KyKypy3a, KyHXKyT, rpeda, fm11),
IgE (Mixed food allergen (wheat, oats, corn, sesame, buckwheat, fm11), IgE)

6218A6 MepxoTb Kowwku (€100), IgE (Cat dander (e100), IgE)

6219A6 Kneuw, Euroglyphus maynei (d74), IgE

6220A6 Mepbs nHAatoKa (e89), IgE Turkey feathers (e89), IgE)




6221Ab AnuTennit n 6enKkn cbiIBOPOTKN N Mmoun Kpbickl (€87), IgE (Rat epithelium, serum
proteins + urine proteins IgE (e87), IgE)

6222A6 NucoxsocT nyrosoii (g16), IgE (Meadow foxtail (g16), IgE)

6223Ab Kabauok/uykunn (f113), IgE (Squash/zucchini (f113), IgE)

6224A6 Msco Kponuka (f213), IgE (Rabbit meat (f213), IgE)

6225A6 Kopwuua (f220), IgE (Cinnamon (f220), IgE)

6226Ab AmokcnumnnuH (c204), Ige (Amoxicillin (c204), IgE)

6227A6 Amnuumnnmi (c203), IgE (Ampicillin (c203), IgE)

6228Ab Nyk (f48), IgE (Onion (f48), IgE)

6229A6 AnuTtennit xomsakKa (e84), Igk (Hamster epithelium (e84), IgE)

6230Ab6 Anutennit mbiwn (e71), IgE (Mouse epithelium (e71), IgE)

6231Ab Anutennin wnHwunnbl(e208), IgE (Chinchilla epithelium (e208), IgE)

6232Ab BubnnoteuHas noinb(h3), IgE (Books dust (h3), IgE)

6233A6 Kanbmap (f258), IgE (Squid (f258), IgE)

6234Ab Mortbinb (i73), IgE (Bloodworm (Chironomus spp.) (i73), IgE)

6235A6 MomeT BonHMCTOrO nonyranymka (e77), Igk (Budgerigar droppings (e77), IgE)

6236A6 Mepo yTkn (e86), IgE (Duck feathers (e86), IgE)

6237A6 CocHa obbikHoBeHHas (t16), IgE (Pinus sylvestris) (t16), IgE)

6238Ab6 Koctep (g11), IgE (Bromegrass (Bromus inermis) (g11), IgE)

6239A6 Kpanusa asyaomHas, (w20), IgE Common nettle (Urtica dioica (w20), IgE

6240Ab KneH aceHenuctHbin (t1), IgE Maple ash (Acer negundo, t1), IgE

6241A6 Cobaka nepxoTb (e5), IgE Dog dander (e5), IgE

6242A6 Ambpo3una obbikHoBeHHas (wl), IgE

6243Ab dopenb (F204), IgE Trout (f204), I1gE

6244A6 ducrawkm (F203), IgE Pistachio nut (f203), IgE

6245Ab MneceHb Helminthosporium halodes (m8), IgE

6246Ab MneceHb Mucor racemosus (m4), IgE Mucor racemosus (m4), IgE

6247Ab l'ycuHble nepbs (e70) , IgE Goose feathers (e70), IgE

6248Ab Mepbs annHHoxBocToro nonyras (e93), IgE Parakeet feathers(e93), IgE

6249Ab Mepbna KaHapeliku (e201), IgE Canarian feathers(e201), IgE

6250Ab Mepbs nonyras Xxako (e213), IgE Grey parrot feathers (e213), IgE

6251A6 3nuTenunii n 6enKu cbiIBOPOTKU M MoumM Mbilwm (€88), ISE Mouse epithelium+serum-
urine proteins (e88), IgE

6252A6 MBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE

6253A6 ToKkcokapa (p3), IgE (Toxocara canis (p3), IgE)

6254A6 AHuzakuc (p4), IgE (Anisakis simplex (p4), IE)

6255A6 LnnosHuK (f340), IgE (Rose hips (f340), IgE)

6256Ab Onueku (f342), IgE (Olive (f342), IgE)

6257A6 O6nenwuxa (f108), IgE (Sea buckthorn (f108), IgE)

6258A6 KapTodenbHan myKa (Kpaxman) (f238), IgE (Potato starch (amylum) (f238), IgE)

6259A6 MpaHarT (f295), IgE (Pomegranate (f295), IgE)

6261A6 deixoa (f296), IgE (Feijoa (f296), IgE)

6262A6 CmopoanHa YepHas (f321), Igk (Black currant (f321), IgE)

6263A6 KpbixkoBHUK (f327), IgE (Gooseberry (f327), IgE)

6264Ab Fnvaamt (f233), IgE (Gliadin (f233), IgE)

6265A6 Mepbs ronyba (e215), IgE (Pigeon feathers (e215), IgE)

6266Ab TabauHblt anct (0201), IgE (Tobacco (0201), IgE)

6267A6 Mwuausa (f37), IgE (Blue mussel (f37), IgE)




6268Ab Cmecb annepreHoB AeTCKoro nutaHus, fm1l (AMuHbIN 6eN0K, MONIOKO KOPOBbE,
TpecKa, NiieHuua, coesble 606bl, TOMaTbl, ANYHbIN )enTok), IgE (Infant food mix,
fm1 (egg white, cow milk, codfish, wheat flour, soya bean, tomato, egg yolk), IgE)

6269A6 Mbipei nonsyumii (g21), IgE (Agropyron repens (g21), IgE)

6270Ab CupeHb 0bbikHOBeHHas (t24), IgE (Syringa vulgaris (t24), I1gE)

6271Ab Byk (apesecHas nbinb) (032), IgE (Beech wood (032), IgE)

6272A6 [y6 (apesecHas nbinb) (033), IgE (Oak wood (033), IgE)

6273A6 CocHa (apeBecHas nbinb) (036), IgE (Pine wood (036), IgE)

6274Ab Bs3 (gpesecHan nbinb) (049), IgE (EIm wood (049), IgE)

6275Ab CeHHas nbinb (07), IgE (Hay dust (o7), IgE)

6276Ab XHa (k91), IgE (Henna (k91), IgE)

6277A6 BpunnuanTtosblit 3eneHbiit (k92), IgE (Brilliant green (k92), IgE)

6278Ab 3Bepoboit 06bikHOBEHHbIN (W53), IgE (Hypericum perforatum (w53), IgE)

6279A6 Anos gpesosugHoe (w65), IgE (Aloe arborescens (w65), IgE)

6280Ab MaTb-n-mauexa (w38), Igk (Coltsfoot (w38), IgE)

6281A6 Cmecb gpesecHol nblau (byk, ay6, cocHa, Bas (om1)), IgE (Wood mix (032-033-
036-049) (om1), IgE)

6282A6 Kunapuc BeyHoseneHsbili (t23), IgE (Cupressus sempervirens (t23), IgE)

6284A6 Posa (w28), IgE (Garden rose (w28), IgE)

6285Ab TronbnaH (w30), IgE (Tulip (w30), IgE)

6286Ab6 lepaHb (w35), IgE (Geranium(w35),IgE)

6287Ab Nunua (wa4), Ige (Madonna lily (w44), IgE)

6288Ab Knesep nyrosoii (w34), IgE (Red clover (w34), IgE)

6289Ab MocteHHuua (w21), IgE (Wall pellitory (w21), IgE)

6290Ab Kunpeit (MBaH-yait) (w29), IgE (Fireweed (w29), IgE)

6291Ab A6noHsa (t25), IgE (Apple (t25), IgE)

6292A6 Akauma (t19), Igk (Acacia (t19), IgE)

6293A6 Yepemyxa (t38), IgE (Bird cherry(t38), IgE)

6294Ab PsbunHa 06bikHOBeHHaA(t45), IgE (Rowan(t45), IgE)

6295A6 KawTaH KoHcKui (t203), IgE (Horse chestnut (t203), IgE)

6296Ab Meg, (f247), I1gE (Honey (f247), IgE)

6297Ab Cmecb copHbIx TpaB (w1l-wb-w7-w10-w19), IgE ambpo3uma obbIKHOBEHHAA,
NoNblHb 0B6bIKHOBEHHAA, HUBAHWK, Mapb 6en1asn, NOCTEHHULA IeKaPCTBEHHaS,
Weed mixture (wl-w6-w7-w10-w19), IgE common ragweed, sagebrush, white
weed, lamb's quarters, wall pellitory

6298Ab Cmecb copHbix TpaB (wWl-w6-w7-w8-w9), IgE ambpo3unsa 0bbIKHOBEHHAs, NO/bIHb
06bIKHOBEHHAA, HUBAHUK, 04YBaHUYMK, NOAOPOKHUK, Weed mixture (wl-w6-w7-
w8-w9), IgE common ragweed, sagebrush, white weed, dandelion, plantain

6299A6 Acneprunntoc yepHoli (m33) IgE, Aspergillus niger (m33) IgE

6300Ab Cmecb annepreHoB gepesbes (t1-t3-t7-t8-19-110) IgE KneH AceHenuUcTHbIN, Gepesa
6opopgasyatan, Ayb, BA3, MaciMHa eBponenckas, rpeuknit opex, Tree allergen
mixture (t1-t3-t7-t8-t9-t10) IgE maple ash, birch, oak, elm, olive, walnut

6301Ab Cmecb bbIToBbIX annepreHos (d1-d2-el-e2) IgE, Domestic allergen mixture (d1-d2-

el-e2) Igk, Domestic allergen mixture (d1-d2-el-e2) IgE Dermatophagoides
pteronyssimus, Dermatophagoides farinae, feline epithelium, canine epithelium




6302Ab

AnuTennanbHana cmech (el-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE anutenunii
KOLUKM, anuTenuin cobaku, nepxoTb oWaan, NepxoTb KOPOBbI, NEPXOTb CObaKK,
rYCUHble Mepbs, ANUTENNIN 0BUbI, KYpUHbIE Nepbs, YTUHbIE Nepbs, NEPXOTb KOLIKM,
Epithelial mixture (el-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE feline epithelium,
canine epithelium, horse dandruff, cow dandruff, canine dandruff, goose feathers,
sheep epithelium, chicken feathers, duck feathers, feline dandruff

6303Ab6

Cmecb nuwesas (maco) (f26-f27-f83-f284) IgE cBUHMHa, roBAgMHA, KYpUHOE MACO,
MACco nHaelkn, Food mixture (meat) (f26-f27-f83-f284) IgE pork, beef, chicken
meat, turkey meat

6304Ab6

Cmecb annepreHoB 3/1aKoBbix (f4-f6-f7-f8-f9) IgE nweHuLa, sumeHb, oBec,
KYKYpy3a, puc, Cereal allergen mixture (f4-f6-f7-f8-f9) IgE wheat, barley, oat, corn,
rice

6305Ab

Cmecb annepreHoB opexos (f13-f17-f20-f36-f256) IgE apaxuc, pyHAYK, MUHAOANb,
KOKoc, rpeukunin opex, Nut allergen mixture (f13-f17-f20-f36-f256) IgE peanut,
hazelnut, almond, coconut, walnut

6306Ab

Cmecb Nyrosbix Tpas (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE cBMHOpO#
nanbyaTbli, exa cbopHas, nnesen, TMModeeBKa NyroBasn, MATAMK IYFOBOM, COPro,
POXb NoceBHasn, ByXxapHMK LWEPCTUCTbIN, OBEC NOCEBHOMN, NWEHULA NOCEeBHas,
IncoxBocT nyroeoii, Meadow grass mixture (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-
g16) IgE dog's tooth grass, cocksfoot, ryegrass, timothy grass, meadow grass,
sorghum, rye, Yorkshire fog, oat, wheat, foxtail grass

6307Ab

Cmecb annepreHoB gomalHen nbinun (hl-d1-d2-i6) IgE gomaluHAA Nbinb,
Dermatophagoides pteronyssinus, Dermatophagoides farinae, TapakaH-npycak,
Domestic duct allergen mixture (h1-d1-d2-i6) IgE domestic dust,
Dermatophagoides pteronyssinus, Dermatophagoides farinae, cockroach (croton-
bug)

6308Ab

Kedwup (f63) IgE, Kefir (f63) IgE

6309Ab

KyH:KyT (f10) IgE, Sesame seed (f10) IgE

6317A6

Cmecb Kneuweblx annepreHos (d1-d2-d3-d70-d71-d72-d73-d74) Igk (Mite allergen
mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE Dermatophagoides pteronyssinus,
Dermatophagoides farinae, Dermatophagoides microceras, Acarus siro,
Lepidoglyfus destructor, Tyrophagus putreus, Glycophagus domesticus,
Euroglyphus maynei)

6318Ab

Cmecb annepreHoB copHbix TpaB (WMD5) IgE (Weed allergens mix WMS5, IgE)

16.2. 3ﬂeKTp0HHO-MVIKpOCKOI1VI'-IeCKoe uccriegoBaHue cnepmMbl

16.3. AHTUCNEepMarnbHble aHTUTena
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AHTUTeNa aHTUCNepMasbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
Semen)

17. AICCNNEAOBAHUA XXEN4YN

17.1. UccnepoBaHue XXen4YHOro KaMmHsi

1570XKK

UccnenoBaHue KenuHblx KamHen (Gallstones diagnosis)

18. UNTOJIOTMYECKUE NCCITIEOOBAHUA

*[ns TecToB, NOME4YeHHbIX *, Heo6xoauma npoGonoaroToBka (KXKL|) - Heo6xoaumo 3abnaroBpeMeHHO NpuobpecTu




18.1. XKugkocTtHasa uutonorus, okpawmsaHue no NanaHukonay

** UccnepgoBaHue Ne ULIX BbinonHseTcsi B komnnekce ¢ uccrnegosaHuem Ne 547N. UccnegoBanue Ne ULLX Henb3s

KL, Mpo6onoarotoska (KHKLL)

518 MungKocTHan uuTtonorus. Llutonornyeckoe nccnegoBaHne buomatepumana Weku
MaTKu (oKpawmBaHue no MNanaHukonay)

547N LnTonornyeckoe 1 MMMYHOLMTOXMMUYECKOE UCCIef0BaHNE C MapKepamm
pl6INK4a un Ki-67 ana noarsep»KAeHUA ANCNAA3UM B Ma3KaX CIM3UCTOM LLIEMKK
MaTKM

nux NUX-nccneposanume pl16INK4a u Ki-67

518(3058) |MuakoctHas umtonorua. Llutonornyeckoe nccnenoBaHne bruomaTtepmana WeENKK

MaTKu (OKpalumBaHue no ManaHukonay)

18.2. OkpawwuBaHue no lNManaHukonay — Pap-tect

517 LiMTonormyeckoe nccnegoBaHme 6Momartepuana Wenkm maTkm (oKpalimMBaHme no
ManaHuKonay, Pap-tect) (Cytological Examination: Cervix, Pap-test)
519 LmTonornyeckoe uccnegoBaHme bromartepmana cockobos By/1bBbl U B/laraanLa,

Kpome LeKn MaTKu (OKpawmBaHue no ManaHukonay, Pap-tecr)

18.3. OkpawmBaHue no PomaHoBckomy-I'mm3e

500 LuTonormyeckoe nccnegoBaHne matepuana, Nnosly4eHHOro Npu XMpypruyeckmx
BMeLIaTe/IbCTBaX U APYrMX CPOYHbIX nccnegosaHusx (Cytological Examination of
Material Obtained during Surgical Procedures and Other Urgent Research)

502 UccnepoBaHue cOCKOO0B M OTNEYATKOB C MOBEPXHOCTU KOXKU U CAU3UCTbIX
(Examination of Scrapings and Prints of Skin and Mucous Membranes)

503 UccnepoBaHme cOCKOBOB M OTNEYATKOB OMNyX0aein 1 onyxoaenonobHbIx
obpasoBaHuii (Examination of Scrapings and Prints Tumor and Tumor Like
Formations)

5043H[, UccnepoBaHme aHaOCKonuyeckoro matepmnana (Examination of Endoscopic
Material)

504CEP NccnenoBaHMA NpombiBHbIX Bog, 6poHxoB (MccneaoBaHue cmbiBOB ¢ 6pOHXOB)
(Examination of Bronchial Washouts)

505 LuTonormyeckoe nccnefoBaHme WENKM MATKM U LEPBUKAIbHOTO KaHana
(okpalmBaHuMe no PomaHoBCcKOMY-TMM3e)

5056 LuTonormyeckoe nccnefoBaHue anuTenna WemKkn mMaTkm ¢ onMcaHMem no
TepmuHonornyeckoi cucteme betecaa (The Bethesda System — TBS) (Cytological
Examination of Cervical Epithelium with Description on The Bethesda System,
TBS)

506ACHM UccnepoBaHuMe acnmpata u3 nosiocTu matku (masku) (Examination of Uterine
Aspiration )

506BMC UccnepoBaHuMe oTnedvaTka ¢ BHyTpumaTouyHon cnmupanu (BMC) (Examination of
Imprint Intrauterine Device, IUD)

507MO0M UccnepnosaHme moum (Examination of Urine)

507MXE UccnepoBaHue BblaeneHUIA U3 MOJIOYHOM ¥enesbl (Examination of Breast
Discharge)

507T3C WccnepoBaHue TpaHccy4aToB, 3KceyAaToB, cekpeTos (Examination of

Transudates, Exudates, Secrets)




508 UccnepnosaHme mokpoTbl (Examination of Sputum)

509MXE NccnepoBaHMe NyHKTAaTOB MONOYHOM Kenesbl (Examination of Punctates: Breast)

509K0OX UccnepgoBaHMe NyHKTaToB Koxu (Examination of Punctates: Skin)

510 UccnenoBaHMe NyHKTATOB Apyrux opraHoB 1 TKaHei (Examination of Punctates:
Other Organs and Tissues)

5106 LnTonornyeckoe nccnegoBaHme NyHKTaTa WMTOBMUAHOMW KeJie3bl C ONncaHnem no
TepMMUHoNormyeckon knaccudmrkauum betecaa (The Bethesda System for
Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

512 LMTonormyeckoe nccnegosaHme cockoba (MasKka) camsmncron o60104KM NOAOCTU
Hoca (ogHa nokanusauums) (Cytological Examination: Scrapings (Smear) of Nasal
Mucous Membrane (1 Localization))

514 UccnepgoBaHMe 3HAOCKONUMYECKOTO maTepuana Ha Hannume Helicobacter pylori

(Examination of Endoscopic Material: Presence of Helicobacter pylori)

18.4. KoHcynbTaLuus rotoBbIX NpenapaToB

5000

KoHcynbTauusa rotoBbiX LMTONOMMYECKUX npenapaToBs (oaHo ctekno) (Consultation
of Finished Cytological Preparations (1 Glass))

19. TMCTOJIOTMYECKUE UCCIIELOBAHUA

*[nsA TecToB, NOMeYeHHbIX * Heo6xoauma npobonoarotoBka (KFTUCT) - Heo6xoaMmo 3abnaroBpeMeHHO NpuodpecTu

19.1. N'mcTonoruyeckue uccnenoBaHUs C OKpalMBaHMEM FreMaTOKCUITMH-303UHOM

** UccnepoBaHue Ne 528 BbinonHsieTcsi B komnriekce ¢ uccrnegosaHmem Ne 511 n 551. UccnegoBaHue Ne 528 Henb3sA

KIr'nmcT Mpo6onoarotoska (KFUCT)

511 McTonornyeckoe uccnenoBaHne 6MONCUMIMHOrO MaTepmnana u matepuana,
NOJIY4EHHOTO NPU XMPYPrMYEeCcKMX BMeLIaTe IbCTBaX (3HA0CKOMUMYECKOTro
MaTepurana; TKaHeM *KeHCKOM MNOS0BOM CUCTEMbBI; KOXKM, MATKUX TKAHEN;
KPOBETBOPHOW M NIMMPOUAHON TKAHEN; KOCTHO-XPALLEBOM TKaHK)*

511MXK MynbTudoKanbHas 6uoncua MK

5110 KoHcynbTaums rotoBbIX rMCTOIOrMYECKMX NpenapaTtos (1 ctekno + 1 6710k)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

516 Mmctoxnmmnueckoe nccnegosaHue Helicobacter pylori (chnse) (Helicobacter pylori,
Mucus, Histochemical Study)*

524 FacTpuT, accoummnpoBaHHbIi ¢ Helicobacter pylori (ructonornyeckumii npoduns)
(Helicobacter pylori Associated Gastritis)*

528 McTonornyeckoe nccnegosaHne bnontatos Kenyaka (PAS-peakuus)

534 buoncuitHaa AnMarHoCcTMKa 4epmaTo308 - MopdonorMyeckoe nccnegoBaHune
6MONTaToB B LIENAX ANArHOCTMKN 3ab601eBaHUI KOXKK (Kpome HOBOOBpas3oBaHUiA)
(Pathology of skin biopsyes)*

551 KomMnneKkcHasa rmcTtoxmmuyeckan AnarHocTMKa 3abosieBaHN BEPXHUX OTAENO0B
KT (nnwesopaa, »enyaKa, 4BeHaauaTunepcTHol Kuwkn) (Complex
morphological and histochemical assessment of diseases upper digestive system)

579 McToxMMmnyeckoe uccnegoBaHne 6MONCUIMHOIO M ONepaLMoOHHOro MaTepmana

580 OLGA-system




581 ISO-cepTMdnuMpoBaHHOE NPOM3BOACTBO MMCTONOTMYECKMX NPENAPATOB C
PYTUHHBIMM OKPACKaMM U3 AOCTABAEHHOTO PUKCUPOBAHHOFO BUONCUMNHOTO
maTepuana ¢ geKanblmHaumel (TpenaHobuonTaTbl U 06pa3oBaHNA KOCTeN).

5501 MonekynspHo-reHeTM4yecKoe nccaegosaHue npu menaHome (BRAF, NRAS)

5502 MoneKkynspHo-reHeTM4yeckoe uccnegosaHue npu GIST-onyxonsx (cKIT, PDGFRa)

5503 MoneKkynspHO-reHeTUYecKoe nccaeaoBaHme nNpu pake xenyaka (MSI, HER2)

5504 MoneKkynspHO-reHeTU4YecKoe nccaeaoBaHne Npu KonopekTanabHom pake (BRAF,
KRAS, NRAS, MSI)

5505 MonekynspHo-reHeTU4YecKoe nccnegosaHue npu pake nerkoro (BRAF, KRAS,
EGFR, HER2)

5510 MoneKynsipHO-reHeTUYEeCKOoe UCCe0BaHne KOMMMHOCTM FEHOB NPU paKke
MOJI0OYHOM Kenesbl (19 reHos)

5511 NonHoe HanmeHoBaHUe - MoneKynAapHo-reHeTUYeCKoe UccaenoBaHUe Npu pake
Tena maTku (MSI, POLE)

5512 BbisaBneHne TpaHcnoKaumii EMLA-ALK, ROS1 n myTaumii B reHe MET

51104 MaTonoroaHaToMMYeCcKOe NUcciefoBaHNe ANArHOCTUYECKOTO M ONepPaLMOHHOro
maTepuana (go 6-tn pnakoHos) (Pathology examination of diagnostic and surgical
biopsy)

51105 MaTonoroaHaTommyeckoe nccnegoBaHue gUarHoCTMYECKOro n onepauMoHHOro
maTepmana (go 12-tm pnakoHos) (Pathology examination of diagnostic and
surgical biopsy)

51106 CtaHaapTusoBaHHOe MopdONOrMyecKkoe NccneaoBaHue cM3ncTol 060104KM
TOHKOW KMLWKM Ha uenmakumio (H&E)

7020 MonekynsapHoe uccaeaosaHue paka npocrtatbl (MIM: PTEN, RB1, TP53, BRCA1/2)

511203 |MaTonoroaHaTOMUYECKOe Ucc/eoBaHNE onepaLMoHHOro matepuana (bonee 12-
Tn 610K0B)

5110-5 KoHcynbTaums roToBbIX FTMCTOIOMMYECKMX NpenapaTos (40 5 napadpmHOBbIX
6/10K0OB U CTEKON)

5110-10 KoHcynbTauus rotoBbix rmcToniornyeckux npenapatos (40 10 napadmHoOBbIX
6/10K0OB U CTEKON)

5110-15 KoHcynbTauus rotoBbIX TMCTONOrMYeckux npenapatos (40 15 napadmHoBbIX
6/10K0OB U CTEKON)

5110-20 KoHcynbTauus rotoBbix rMcTosiornyeckux npenapatos (40 20 napadmHOBbIX
6/10K0OB U CTEKON)

5110-25 KoHcynbTauusa rotoBbiX TMCTOIOrMYEcKMX NnpenapaTtos (40 25 napadpuHoBbIX
6/10K0OB U CTEKON)

5110-30 KoHcynbTauusa rotoBbix ructosiornyeckmx npenapatos (40 30 napadpmuHOBbIX
6/10K0OB U CTEKON)

5110-35 KoHcynbTauusa rotoBbiX rMcTosiornyeckmx npenapatos (40 35 napadpuHoBbIX
6/10K0B U CTEKON)

5110-40 KoHcynbTauusa rotoBbiX rmcTosiornyeckmx npenapatos (a0 40 napadpmuHOBbIX
6/10K0OB U CTEKON)

511IMH IMcTonornyeckoe ncciefoBaHUe COCKOHOB LIePBUKANbHOIO KaHasla 1 NoJIoCTU
MaTKW Npu pa3geibHOM AMAarHOCTUYECKOM BbICKabaMBaHUM

511K0OXK McTonornyeckan 6GMoncuiiHasa AnarHocTMKa HOBOOHPa30BaHMN KOXKM




511-1K

'McTonornyeckoe nccnegoBaHme Manoro onepauLmMoHHOro matepmana nepsoro

Kfacca

511-2K McTonornyeckoe nccnegoBaHme Manoro onepauLmMoHHOro matepmana BTOporo
Kfacca

511-3K 'McTonornyeckoe nccnegoBaHme Manoro onepauLmMoHHOro matepmana TpeTbero
Kfacca

511-4K 'McTonornyeckoe nccnegoBaHme onepaLnMoHHOro maTepuana 4YeTBepToro Kaacca

511-5K 'McTonornyeckoe nccnegoBaHme onepaLMoHHOro matepuana NAToro Kaacca

51101MCK |Mopdonornyeckas AnarHoCcTMKa A3BEHHOrO Koanta n 6onesHm KpoHa
(Morphological diagnosis of the ulcerative colitis and the Crohn's disease)

51106MCK |CraHgapTM30BaHHOE r'MCTONI0MMYEeCcKoe uccaegoBaHmMe 6MonTaToB CAN3UCTON

060/104KM TOHKOW KULIKM NPU ANATHOCTMKE LesMakum (mopdosiormyeckas u
MopdomeTpuyecKan ANarHocTmKa)

19.2. UMMyHOrMCTOXMMUYECKNE UCCIIeAO0BaHUSA

PLLIM-T

KomnnekcHas UMX-anMarHocTuka AnCnnasum B CIM3UCTOM 000N0YKU LLENKU MATKM,
pl6INK4a + Ki-67 ( nHUM3MOHHan 6uoncusa, dopmannHoBbi bydep)

PWM-b

MMMYHOTUCTOXMMMUYECKMI CKPUHUHT PaKa LWEeNKM MaTKuU — UccaenoBaHue AByx
MapKepoB A1A paHHeW AMarHOCTUKM AMCNIa3nM C BbICOKOK CTEMEHbIo pUCKa
o3noKayecteneHus: pl6INK4a + Ki-67 (buomaTtepman, pUKCMPOBAHHLIN B
napag¢uHosom b6soke) (Cervical Cancer — Study of Two Markers for Early Diagnosis
Dysplasia with High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

PMMX-T

KomnnekcHaa UMMyHornctoxummyeckas (UMX) anarHocTMKa paka MOJIOYHOM
»enesbl, peuentopbl K 3cTporeHam 1 nporectepoHy, Ki-67, HER2/neu (Tpenak-
6uoncus, popmanmHoBbil bydep)

PMX-b

PaK M0/I0YHO Kefle3bl — KOMMIEKCHbIN MMMYHOTUCTOXMMUYECKUIA NPOodUb
(bromatepuan, pukcMpoBaHHbIV B NnapaduHosom 61oke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

525

MmMmyHorncToxmmmnyeckoe nccnesnoaHue (UMX), peuentopsl K scTporeHam u
nporectepoHy ER/PR ( uHuM3NOHHaA Buoncusa/acnupat/TpenaH-6uoncus,
dopmanunHossbii bydep)

5251

PeLenTopbl K 3CTporeHam 1 nNporectepoHy, MMMYHOTMCTOXMMUYECKOE
nccneposaHue (buomartepman, GUKCUPOBaHHbIN B NnapadmMHoBOM 610Ke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

5111UTX

MMmyHormMcToxmmmyeckoe uccnegosaHue (UrX) nponndepatmusHoi aktuBHocTH Kid
67 (MHUM3MOHHan Buoncua, dopmannHoBbIl bydep)

5222UTX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTUCTOXMMUYECKOE UCCNe0BaHME: OLEeHKa
nponndepaTUBHOM aKTMBHOCTK NO 3Kcnpeccuu Ki-67 (BruomaTtepuan,
dUKcMpoBaHHbIN B napaduHoBom baoke) (Ki-67 (MIB-1) Expression, Assessment
of Proliferative Activity by Expression Ki-67, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))




5112U1TX

NmmyHormcTtoxmmmyeckoe nccnegosaHme (UMX) HER2/neu craTtyca (MHUM3MOHHaA
6uoncua, popmanmHoBbIn Bydep)

530FISH

OnpegeneHne HER2 cTaTyca onyxoiM MeToaomM MMMYHOMNYOPECLLEHTHOM
rmbpuamnsaumu in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

532UTX

KomnnekcHan UMX-anarHocTMKa paka npeacratenbHom Kenesbl (anboa-
meTunauun-KoA-pauemasa (P504S, AMACR), uMTOKepaTUHbI BbICOKOTO
mMmonekynspHoro Beca (34RE12), p63 (MHUM3MOHHaA buoncus, GopmainHOBbIN
bydep)

533UTX

PaKk npeacTtaTenibHOM efie3bl — KOMMNJIEKCHOE MMMYHOTMCTOXMMUYECKOE
nccnenoBaHMe C OLLEHKOM aKcnpeccun: anbda-metnnaunn-KoA-pauemasbl (P504S,
AMACR), LMTOKEPATMHOB BbICOKOrO MoneKynsapHoro Beca (34RE12), 6enka p63
(Prostate cancer — complex immunomorphological examination using assessment
of the expression AMACR, high molecular weight cytokeratin (34RE12), p63)

5113UTX

HER2/neu akcnpeccuna, HER2-cTaTyc, UMMYHOTMCTOXMMMUYECKOE UCCNEA0BaHME,
NTX (Buomatepuan, dUKcnposaHHbIN B napaduHosom 6s1oke) (HER2/neu
Expression, HER2 Status, Immunohistochemical Study (Fixed Biomaterial in
Paraffin Block))

5114UTX

MMMYHOrMcToXMMmnYecKas amarHoctika (MMX) XpoHMYECcKoro aHA0MEeTpUTa,
CD138 (acnupaT, dopmannHosbiii bydep)

5115UTX

MMMYHOIMCTOXMMMUYECKAA AMArHOCTUKA XPOHMYECKOTO 3HAOMETPUTA —
BbIAB/IEHWE Na3MaTUYECKMX KneTok (CD138) (buomaTtepuan, GUKCUPOBaAHHbIN B
napapuHosom 6s1oke) (Chronic Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))

5116UTX

MMmmyHormucTtoxmmmyeckoe nccnegosadue (UrxX), p16INK4a (MHUM3NOHHAA
6uoncusa, popmanmHoBbIn bydep)

5117UMX

MMMYHOTMCTOXMMUYECKOE UCCeA0BaHME MapKepa PaHHEN ANArHOCTUKM
AMCNNa3nn C BbICOKOW CTENEHbIO PUCKA 03/10KavecTBneHus: pl6INK4a
(bomatepuan, uMKcMpoBaHHbIN B napaduHoBom bnoke) (Early Diagnosis Marker
of Dysplasia with High Risk Malignancy: p16INK4a, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

5118UTX

MmmyHoructoxumuuyeckoe (UNX) uccnegosaHume: AMarHoCcTuKa
numoonponndepatnsBHbIx 3aboneBaHnin (BuomaTepmnan, 3aKA04EHHbIN B
napadpuHoBbIn 610K) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

5119UTX

MmmyHoructoxumuuyeckoe (UNX) uccnegosaHue: AMarHoCcTuKa
numdonponnbepatnBHbIX 3ab6oneBaHuit (bruomatepuan, GUKCUPOBaHHbIN B
dopmannHosom bydepe) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Fixed Biomaterial in Formalin Buffer))*

5120UTX

MmmyHoructoxummyeckoe (UMX) nccneposaHve: AMarHoCTMKa rucToreHesa
MEeTacTa3oB NpW HeyCTaHOB/JIEHHOM MEePBUMYHOM ovare (CNeKkTp MapKepos 4a
BbIAIB/IEHUS TKAHEBOM NPUHALNEKHOCTU) (BMOMATEPMAN, 3aK/TIOYEHHbIN B
napagpuHoBbIn 610K) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Tissue Embedded in Paraffin Block))




5121UTX

MmmyHormuctoxumuyeckoe (UMNX) uccnegosaHue: AnarHoCTUKa rmMcToreHesa
MEeTacTa3oB NpU HeYyCTaHOB/IEHHOM NePBUYHOM o4are (CNeKTp MapKepos AnA
BbIAB/IEHNS TKAHEBOW NpUHaZNEKHOCTH) (BomaTepunan, GUKCUPOBAHHDIN B
dopmannHosom bydepe) (Immunohistochemical diagnosis in cancer metastasis of
unknown primary origin (Fixed Biomaterial in Formalin Buffer))*

535

NmmyHoructoxmmmmueckas (UMNX) andpdepeHuymanbHas gMarHOCTUKA MeNaHOMbI
(MHUM3MOHHanA Buoncus, bopmannHoBbi bydep)

536

OnddepeHumanbHaa AMarHOCTUKA MeNaHOMbl, UMMYHOTrMCTOXMMMYecKoe (UIX)
nccnenoBaHue, oueHka akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10
(IHC verification of malignant melanoma using assessment of the expression S-
100, Melan A (MART-1), HMB-45, SOX-10)

537

MMMyHorMcToxummnyeckoe uccnegosanme (1 mapkep): yrouHstowee UMX-
nccaef0BaHUe C UCMOb3oBaHWeM 1 aHTUTeNa (mapkepa)

549

OnpeaeneHue akcnpeccum 6enka PD-L1 B TKaHKW onyxonu metogom UMX c
ncnosib3oBaHMem aHTUTen K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in
tumor tissue by IHC using PD-L1 clone SP263 (Ventana) antibodies).

550

OnpeaeneHune aKkcnpeccum 6enka PD-L1 B TKaHKW onyxonu metogom UMX c
ncnosib3oBaHMem aHTUTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in
tumor tissue by IHC using PD-L1 clone SP142 (Ventana) antibodies).

554

OnpepaeneHue aKkcnpeccum 6enka PD-L1 B TKaHKW onyxonu metogom UMX c
ncnonb3oBaHMem aHTUTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor
tissue by IHC using PD-L1 clone 22C3 (Dako) antibodies).

552

MMMYHOTrMCTOXMMUYECKAs ANarHoOCTUKa HOBOOOPa3oBaHMUI KenyL04HO-
KMLIEYHOro TpaKTa.

553

MMMYHOrMCTOXMMUYECKAA ANarHOCTUKa HOBOOBpa3oBaHMM IerKOro

556

MMMYHOIMCTOXMMMYECKAA ANArHOCTMKA HOBOOOPa30BaHUIM OPraHOB *KEHCKOM
pPenpoayKTUBHOM CUCTEMDI.

511rn3Crnb

'McTonornyeckoe nccneposaHme 6uoncuninHoro u 9HAOCKOMUYECKOIro matepmnana
(6C)

5110rKCne

KoHcynbTauma roToBbIX rMCTON0rMYEecKnX npenapaTos (1 ctekno+1 napadpuHoBbIN
610K) Consultation of ready histologic preparations (1 glass+1 paraffin block)

51103Cnb

MMcTonornyeckoe uccneoBaHMe MaTepmana, NnoJlyyeHHOro nNpy Masbix
Xupyprudeckmnx onepaumsx (Histologic examination of material from minor
surgical procedures)

51106K

KoHcynbTauma roToBbiX rMCTOOMMYECKUX NPEnapaTos CAAN3NCTON 060/104KK
TOHKOM KMLKW NpU gMarHocTuke uennakmm (1 610k + 1 crekno)

51107

McTonornyeckoe uccnenoBaHue onepauMoHHoro matepuana (13-40
napaguHoBbIx 610KoB) (Histologic examination of surgical material (13-40 paraffin
blocks))

51103

'McTonornyeckoe nccneposaHme 6uoncuitHoro maTepunana

587

Orlpep,eneHme TPaAHCNOKaUuKn reHa ALK MMMYHOITMCTOXMMNYECKUM METOL0M
nccnenoBaHuUA

588

OnpepgeneHune TpaHcnokaumm reHa ROS1 MMMYHOTMCTOXMMUYECKMM METOA0M
nccnenoBaHusA




589

Onpep,eneHme MMKpocaTeﬂﬂMTHOﬁ HecTabuabHOCTH MMMYHOIMCTOXUMUNYECKNUM
MeToaom nccnengoBaHuA

586

MMMYHOTMCTOXMMMYECKAN ANArHOCTMKA NePBUYHbIX HOBOOBPA30BaHWA
LeHTpasibHOM HepBHoM cnctemsl (Immunohistochemical diagnostics of primary
tumors of the central nervous system)

5118PL,

MmmyHoructoxumuyeckoe (UMNX) uccnepgosaHue: gMarHoCcTuKa
nvmoonponndepatnBHbIx 3a6o0n1eBaHNN (MHLM3NMOHHAnA buoncus,
dopmannHoBssbiii bydep) c KOHcyNbTaLMeN B SKCNepTHOM nabopaTopuu cTaTtyca
«PedepeHc-ueHTp»

5119pPL,

MmmyHoructoxumuyeckoe (UNX) uccnepgosaHue: gMarHoCcTuKa
numoonponndepatnsHbIx 3aboneBaHnin (Matepuan: buonTtaT onyxonu, B
napaduHoBom 6/10Ke) € KOHCY/IbTaLMel B SKcnepTHoOM nabopaTtopum ctaTtyca
«PedepeHc-ueHTp»

5120PL,

UTX-uccnesoBaHWe: AMarHOCTUKa rMcToreHesa MeTacTasos Npu
HeyCTaHOB/IEHHOM NEPBUYHOM o4Yare (CMeKTP MapKepoB A5 BbIABAEHUSA
TKaHEBOW NPUHAZNENKHOCTU (MHLUM3NOHHaA Buoncus, dopmanmMHoBbIN bydep) ¢
KOHCY/ibTauMel B aKkcnepTHo nabopatopum ctaTyca <<PedepeHc-LeHTp>>

5121PL,

NMmmyHoructoxmummueckoe (UIMNX) nccnepgoBaHue: AnarHoCTUKa rucToreHesa
METacTa3oB NPU HeyCTaHOB/IEHHOM NEePBUMYHOM ovare (CNeKkTp MapKepos aaa
BblABNIEHNA TKaHEBOM NPUHaAANEeXHOCTNU, maTepunan: buonTaT Oonyxosun B
napaduHoBom 610Ke) C KOHCyAbTaUMel B 3KcnepTHOM NabopaTtopumm cTaTyca
«PedepeHc-ueHTp»

537(2AT)

MMMYHOTrMCTOXMMUYECKOE UCCeaoBaHMe (2 mapKepa): yTouHAwwee UMX-
nccnefoBaHMe C UCMNOb30BaHNEM 2 aHTUTEN (MapKepos)

537(3AT)

MMMYHOTrMCTOXMMUYECKOE UccneaoBaHuMe (3 mapKepa): yTouHAwwee UMX-
nccnenoBaHue ¢ UCNoNb30BaHWEM 3 aHTUTeN (MapKepos)

537(4AT)

MMMYHOTrMCTOXMMUYECKOE UccneaoBaHue (4 mapKepa): yTouHAwee UMX-
nccnenoBaHue ¢ UCnonb3oBaHWem 4 aHTUTeN (Mapkepos)

537(5AT)

MMMyHOorMcToxummuyeckoe uccnegosaHue (5 mapkepos): yTouHawouwee UMX-
nccnenoBaHue ¢ UCNONb30BaHUEM 5 aHTUTeN (MapKepoB)

537(6AT)

MMMYHOTrMCTOXMMUYECKOE UccneaoBaHue (6 MapKepoB): yTouHaowee UMX-
nccnenoBaHue ¢ UCNoNb3oBaHUEM 6 aHTUTeN (MapKepos)

537(7AT)

MMMYHOTrMCTOXMMUYECKOE UccneaoBaHue (7 mapKepoB): yTouHawowee UMX-
nccnenoBaHue ¢ UCNonb3oBaHUeM 7 aHTUTeN (Mapkepos)

537(8AT)

MMMYHOTMCTOXMMUYECKOE UcCneaoBaHMe (8 MapKepoB): yTouHaAwowee UMX-
nccnenoBaHue ¢ UCNonb3oBaHWEM 8 aHTUTeN (MapKepos)

537(9AT)

MMMYyHOTrMCTOXMMUYECKOE UccneaoBaHue (9 mapKepoB): yTouHawowee UMX-
nccnenoBaHue ¢ UCNoNb3oBaHWEM 9 aHTUTeN (MapKepos)

537(10AT)

MMMyHOorMcToxummuyeckoe nccnegosaHue (10 mapkepos): yTouHaAwLee UMX-
uccnefoBaHue ¢ ucnonbsoBaHuem 10 aHTUTEN (MapKepos)

515UMX

MMMYHOrMCTOXMMMUYECKOE UceaoBaHMe TpenaHobmuonTaTa KOCTHOrO Mo3ra
(Immunohistochemistry of bone marrow biopsy)

537MnUrx

MMMYHOMMCTOXMMUYECKOE OKpalumBaHue (1 MmapKep) c aHTUTeNaMu BbICOKOM
ueHoBoi KaTeropuu (Immunohistochemical staining (1 marker) with high-price
antibodies)




5800LGAHP

buoncuiiHoe nccnegoBaHe CIM3UCTON KenyaKa NO CTAHZ4APTY MeXAYHAPOLHOM
Knaccudpumraumm OLGA-system c onpegeneHnem Xennkobakrep Munopwm (Gastric
mucosa biopsy assessment according to the OLGA-system international
classification standard with the detection of Helicobacter pylori)

5144UTX

KomnnekcHaa UMX -anarHoctnka xpoHnveckoro sHgometputa: CD138, CD4, CDS,
CD20 (buoncuiiHblit maTepuan, dopmanunHoBsbiit bydep) (IHC diagnosis of chronic
endometritis: CD138, CD4, CD8, CD20 (biopsy material, formalin buffer))

5145UTX

KomnnekcHaa UMX -anarHoctnka xpoHnveckoro sHgometputa: CD138, CD4, CDS,
CD20 (6uoncuitHbln matepuan, napaduHosbiii 610K) (IHC diagnosis of chronic
endometritis: CD138, CD4, CD8, CD20 (biopsy material, paraffin block))

5114K

MMMYHOrMCTOXMMMYECKasA AnarHoctiKa (MMX) XpoHMYECKoro sHA0OMETPUTa,
CD138 (acnupaT, dopmannHosbiii bydep) c noacyeTom Konnyecrsa
NN1asMaTUYECKUX KNeToK

5115K

MMMYHOrMCTOXMMMUYECKAsA AMarHOCTMKA XPOHMYECKOTro SHAOMETPUTA —
BblAB/IEHNE W NOACYET MMMYHOMO3UTUBHBIX NNa3MaTUYECKMX KieToK (CD138)
(BromaTepman, puKcMpoBaHHbIN B NapapuHoBom 610Ke) (Immunohistochemical
diagnostics of chronic endometritis — identification and counting of
immunopositive plasma cells CD138)

20. ULUTOTEHETUYECKUE NCCIEOOBAHUA

20.1. LinToreHeTn4eckue uccnenoBaHusi

7811 UccnepoBaHue Kapnotmna (KoAMYecTBEHHbIE U CTPYKTYPHblE aHOMannu
xpomocom) (Karyotype)

7312 UccnepoBaHue Kapuotuna (KonmnyectBeHHbIe U CTPYKTYPHbIE aHOMaNK
XPOMOCOM) C 06513aTe/IbHOW BblAavein Kapuorpammbl

777729 NccnepgoBaHMe XpOMOCOM B abopTUBHOM MaTepuane, CKPUHUHT

777750 UccnepoBaHme XxpoMocom B abopTMBHOM MaTepuasne, pacluMpeHHoe

777794 XPOMOCOMHbI MUKPOMATPUYHBIN aHaNn3

777795 XMA abopTHOro matepurana

7025 XPOMOCOMHbI MUKPOMATPUYHBIM aHann3 abopTUBHOIO maTepuana
pacwupeHHbi (CMA of miscarriage tissue extended)

7824 KapuoTtun ¢ abeppauunsmu (Npu Bo3gencTBMM MyTareHHbIX GakTopos u

OHKOremaTonornyeckmx 3abonesanusx) (Karyotype with aberrations)

21. OHKOrEHETUMYECKUE UCCNEONOBAHUA

21.1. OHKOreHeTU4YeCKMNe uccrnegoBaHus

777731 LlMToreHeTMYeCKNIA aHaNU3 KNeTOoK KocTHOro mosra (kapuotun) (Cytogenetic
analysis of bone marrow (karyotype))
777732 MUP aHanus xumepHoro reHa BCR/ABL - t(9;22), onpeaeneHune Trna TpaHCKpMnTa

BCR/ABL rena - kauectseHHan MUP (PCR analysis of the chimeric BCR/ABL gene -
t(9;22), determination of the BCR/ABL gene transcript type - qualitative PCR)




777733 MUP aHanu3 oTHocUTeNbHOM 3Kcnpeccun reHa BCR/ABL p210 - KonnuyectseHHan
RQ MUP (B peanbHom BpemeHu) (PCR analysis of the relative expression of the
BCR/ABL p210 gene - quantitative RQ PCR (real time)

777741BCL |WccnepoBaHue myTaumnoHHoro ctatyca BCR-ABL reHa (meToa npamoro
cekBeHnpoBaHuA no CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger
sequencing, qualitative)

777734 AHanus xumepHoro reHa BCR-ABL (FISH, konuu.) (Analysis of chimeric gene BCR-
ABL, FISH, quantitative)

777735 AHanus nepectpoekK reHa FGFR1 (FISH, konny.) (Analysis of gene rearrangements
FGFR1 (FISH, quantitative))

777736 AHanus nepectpoeK reHa PDGFRB(FISH, konuuy.) (Analysis of gene rearrangements
PDGFRPB (FISH, quantitative))

777737 AHanus xumepHoro reHa FIP1L1/PDGFRa(FISH, konnu.) (Analysis of chimeric gene
FIP1L1/PDGFRa (FISH, quantitative))

777738 AHanuns myTtaunii B 12 ak3oHe JAK2 rena (MUP, kau.) (Analysis of JAK2 Exon 12
mutations (PCR qualitative))

777739 AHanus myTtauunit B reHe MPL, MLP, KauecTBeHHbIN (Analysis of MPL gene
mutations, PCR, qualitative)

777740 AHanus myTtaumin, geneuni, nHcepunii B reHe CALR (MLP, kau.) (Analysis of CALR
gene mutations, deletions, insertions, PCR, qualitative)

777769KQ |Kapuotun oHKorematonormnyeckuii (Karyotype, Hematologic Disorders, Peripheral
Blood)

777742PML |AHanu3 xumepHoro reHa PML/RARa -t(15;17) (MUP, kau.) (Analysis of chimeric
gene PML/RARa -t(15;17) (PCR, qualitative))

777743RUN [AHanu3 xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( NUP, kau.) (Analysis of
chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))

777744CBF |AHanu3 xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MLP, kau) (Analysis of
chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative))

777753Q5 |AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5
rearrangements (FISH, quantitative))

777748Q  |AHanus nepectpoek 7 xpomocomsl (FISH, kosnimy) (Analysis of chromosome 7
rearrangements (FISH, quantitative))

777749MLL |AHanus nepectpoek MLL reHa (FISH, konuy.) (Analysis of MLL gene
rearrangements (FISH, quantitative))

7777473Q |AHanus nepectpoek 3q (FISH, konuu.) (Analysis of 3q rearrangements (FISH,
guantitative))

777751P AHanus geneuum 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative))

777752Q20 |AHanus geneumn 20q (FISH, konunu.) (Analysis of 20q deletion (FISH, quantitative))

777745MLL |AHanms xumepHoro reHa MLL/AF4 -t(4;11) (NUP, kau.) (Analysis of chimeric gene
MLL/AF4 -t(4;11) (PCR, qualitative))

777746E2A |AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (NP, kau4.) (Analysis of chimeric gene
E2A/PBX1 - t(1;19) (PCR, qualitative))

777791TP53 |AHanu3 aeneunn TP53 reHa (FISH, konnu.) (Analysis of TP53 gene deletion (FISH,
guantitative))

777754TP53 |AHanu3 aeneunn TP53 reHa (FISH, konnu.) (Analysis of TP53 gene deletion (FISH,

guantitative))




777755IGH

AHanus nepectpoek IGH rena (FISH, konuu.) (Analysis of IGH gene rearrangements
(FISH, quantitative))

777756TH

AHanus TpaHcnokaumn t(4;14)(p16;q32) (FISH, konunu.) (Analysis of translocation
t(4;14)(p16;932) (FISH, quantitative))

777757TQQ

AHanus TpaHcnokaumm t(11;14)(q13;932) (FISH, konunu.) (Analysis of translocation
t(11;14)(q13;932) (FISH,quantitative))

777792DEL

AHanus moHocomuu, geneumn 13 xpomocombl — (del(13), -13) (FISH, kKonwnu.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

777758DEL

AHanuns moHocomum, aeneumm 13 xpomocomsl — (del(13), -13) (FISH, Konwnu.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

777793IGH

AHanus TpaHcnokaumn t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

777759IGH

AHanus TpaHcioKaumn t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

777761ATM

AHanus nepectpoek ATM reHa (FISH, konnu.) (Analysis of ATM gene
rearrangements (FISH, quantitative))

777762Q12

AHanus Tpucommm 12 xpomocomol (+12) (FISH, konmu.) (Analysis of chromosome
12 trisomy (FISH, quantitative))

777774TQQ

AHanus Bcex cneuunduyeckmx abeppaumii Ha napadpuHoBsbix cpesax (rMcToFISH,
Konmu.) (Analysis of all specific aberrations on paraffin slides (FISH Histology,
quantitative))

777790TQ

AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napaduHoBbIX cpe3ax (rucToFISH,
Konmu.) (Analysis of translocation t(11;14)(q13;932) on paraffin slides (FISH
Histology, quantitative))

777763TQQ

AHanus TpaHcnokaumm t(11;18)(q21;921) (FISH, konuu.) (Analysis of translocation
t(11;18)(q21;921) (FISH, quantitative))

777764BCL

AHanus nepecTtpoek reHa BCL- 6 (der(3)(q27)) (FISH, konwny.) (Analysis of BCL- 6
gene rearrangements (der(3)(q27) (FISH, quantitative))

777771BCL

AHanus nepecTtpoekK reHa BCL- 6 (der(3)(g27)) Ha napaduHOBbLIX cpe3ax
(TncToFISH, konnu.) (Analysis of BCL- 6 gene rearrangements (der(3)(g27)) on
paraffin slides (FISH Histology, quantitative))

777765MYC

AHanus nepectpoek MYC reHa ( t(8;14)(q24;932)-t(2;8)(p11;924), t(8
;22)(g24;911)) (FISH, konny.) (Analysis of MYC gene rearrangements
(t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11) (FISH, quantitative))

777772TPQ

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadmHoBbIX cpesax (rmcToFISH,
Konmu.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH
Histology, quantitative))

777767BCL2

AHanu3 nepectpoeK BCL2 reHa
1(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(g21;q11) (FISH, Konuu.) (Analysis of
BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(921;q11)
(FISH, quantitative))

777773BCL2

AHanus nepectpoeK BCL2 reHa Ha napadumHoBbIX cpesax (rmcToFISH, konuy.)
(Analysis of BCL2 gene rearrangements on paraffin slides (FISH Histology,
guantitative))

7262S1-PH

AHanus myTtaumm V617F B 14 sk3oHe JAK2 reHa (MUP, Kau.) (Analysis of V617F
JAK2 Exon 14 mutations, PCR qualitative)

OBC135

MaHenb JIumdoma 13 KNeToK MaHTUMHOM 30HbI

OBC136

MaHenb Jiumdpoma bepkuta




OBbC137 MaHenb M'MNepso3nHOPUNbHBIA CUHAPOM

OBC138 MNaHenb PonnukynspHas aMmopoma

OBC139 MNaneno MANT-nnmdpoma

0BC142 MaHenb AnddysHas B-kpynHokneTouHas numeboma

0ObC143 MaHenb XpoHuyeckuii mnenonerikos (Panel Chronic myelogenous leukemia, CML)

0OBbC144 MaHenb OcTpbie AMmbobaacTHbIE NENKO3bI

548 OnpepeneHune akcnpeccum PDLL

560 OnpegeneHne pacnpocTpaHeHHbIx myTauuii reHos BRCA1,BRCA2 npu pake
MOJIOYHOW Kenesbl U ANYHUKOB B BUONCUIHOM MaTepuane

562 UccnepnosaHue myTaumii B reHe EGFR (aeneuumn n nHcepumm B 19 aK3oHe,
nHcepumm B 20 3K30He (accouMMpoBaHHbIE C PE3NCTEHTHOCTbIO K TKA)

563 OnpepeneHune runepakcnpeccumn reHa HER2 (KonniHocTb reHa)

565 Jetekuma mytaunm V60OE B reHe BRAF

568 OnpegeneHne mytaumii reHa PDGFRa

569 O6HapyeHne myTtaumn B 12, 13, 59, 61, 117, 146 KogoHax reHa KRAS

571 O6Hapy»keHne myTaumn B 12, 13,59, 61, 117, 146 kogoHax reHa NRAS

574 OnpeaeneHne MMKpocaTeNIMTHON HecTabunbHocTn (MSI)

576 OnpegeneHve mytaumi reHa cKIT

577 OnpepgeneHune nepectpoek reHa ALK

578 OnpegeneHune nepectpoek reHa ROS1

777722 MyTaumnm B reHe POLE

777723 MyTaunu B reHe IDH2

777724 MyTaumnm B reHe IDH1

777725 MyTtaumm PIK3CA (Mutations in PIK3CA gene)

777726 OnpeaeneHune TpaHcnokaumm 1p/19q

777727 OnpegeneHne metunmposaHma reHa MGMT

777728 OnpeaeneHne abepauymin C228T 1 C250T B reHe TERT

777730 MyTtaunu B reHe MET

582 MoneKkynapHo-reHeTU4YeCKOe nccnefoBaHne ONepaLMoHHOro matepuana
LWMTOBUAHOW Kenesbl gnsa onpegeneHuna mytaumin reHos KRAS, NRAS, HRAS,
BRAF, TERT (Molecular genetic study of thyroid surgical material to determine
mutations of KRAS, NRAS, HRAS, BRAF, TERT genes)

583 KOHCYNbTAaTMBHbIN MPOCMOTP Y MONEKYNAPHO-FTEHETUYECKOE UCCef0BaHNE
WMTOBMAHOWM Xenesbl.

7655 AHanns oTHocuUTeNbHOM 3Kcnpeccun reHa BCR/ABL p190, konnyecTseHHas RQ
MNUP (8 peanbHom BpemeHu) (PCR analysis of the relative expression of the
BCR/ABL p190 gene — quantitative RQ PCR (real time))

777702 MyTauMOHHbIM CTaTyC reHOB BapmnabenbHbIX y4acTKOB UMMYyHOT106yamMHoB IGHV,
MNUP (IGHV mutational status, PCR)

7306 MUP aHanus xumepHoro reHa BCR-ABL-1(9;22) (p230) (kayecTBeHHO)

7078 MoneKynapHo-reHeTU4ecKoe nccnefoBaHne NAaToONOrMYECKOr0O METUANPOBAHNA
reHa SEPT9

7079 MonekynapHo-reHeTU4ecKoe nccnefoBaHue TpaHcaoKaunm reHa RET

584 OnpegeneHue TpaHcaoKaumm reHa ALK metogom dnyopecLeHTHOM in situ
rmébpuamnsaumm (FISH)

585 OnpegeneHue TpaHcaoKaumm reHa ROS1 metogom dpayopecueHTHOM in situ

rmébpuamnsaumm (FISH).




7082 MonekynspHo-reHeTU4YecKoe nccneaoBaHmne Npu ceMemHoM MeayniapHOM paKe
LMTOBUAHOM Kenesbl n cuHapomax MIH 1/2 (sk3oHbl 10, 11, 13 - 16 reHa RET u
3K30H 10 reHa MEN1)

77782 AHanns xumepHoro reHa RUNX1/RUNX1T1-t(8;21) (FISH, konunu.)

77783 AHanuns xumepHoro reHa CBFB/MYH11-inv(16), t(16;16) (FISH, konuny.)

77784 AHanus TpaHcnokaumm t(8;14) (FISH, konnu.)

77785 AHanus TpaHcnokaumm t(8;9) PCM1/JAK2 (FISH, Konuu.)

77786 AHanuns xumepHoro reHa PML/RARA-t(15;17) (FISH, konwnu.)

777780 AHanus TpaHcnokaumu t(8;14) Ha napadumHoBbIX cpesax (rmcToFISH, konny.)

777781 AHanus nepectpoek reHa MALT1 Ha napaduHoBbIx cpe3ax (rmcToFISH, Kony.)

777782 AHanus TpaHcnokaumm t(4;11) (FISH, konny.)

777783 AHanus TpaHcnokaumm t(14;18) Ha napadmHOBbLIX cpesax (rncToFISH, Konny.)

77787 AHanus Tpucomum 8 xpomocombl (+8) (FISH, konnu.) (Analysis of chromosome 8
trisomy (FISH, quantitative))

77788 AHanus TpaHcnokaumm t(1;19) (FISH, konnu.) (Analysis of translocation t(1;19)
(FISH, quantitative))

77789 AHanus nepectpoeK reHa MALT1 (FISH, Konnu.) (Analysis of the MALT1 gene
aberrations (FISH, quantitative))

77790 AHanus peneunin B reHe CDKN2A (FISH, Konnu.) (Analysis of the CDKN2A gene
deletion (FISH, quantitative))

77791 AHanus TpaHcnokaumm t(14;18) (FISH, konny.) (Analysis of translocation t(14;18)
(FISH, quantitative))

555 OnpepeneHne TpaHcnoKauum reHa SS18(SYT) meToaom dnyopecLeHTHOM in situ
rmbpugmsaumm (FISH) (Determination of SS18(SYT) gene translocation using
fluorescent in situ hybridization (FISH))

558 OnpegeneHue TpaHcaoKaumm reHa EWSR1 metozom dnyopecueHTHoM in situ
rmébpuamnsaumm (FISH)

7330 AHanus myTaumii B reHe FLT3 (ITD, TKD), (MLP, kau.)

5508 MoneKkynsapHo-reHeTMyYeckoe nccaeaoBaHmne TpaHcnoKaunii reHos NTRK1/2/3

7200 AHanus nepectpoekK reHa ALK (FISH, konuy.)

77750 AHanuns myTtaunii B reHe NRAS

77751 AHanus myTtaunii B reHe SF3B1

77752 AHanus myTtaumin B reHe RUNX1

77753 AHanus myTtaunii B reHe SETBP1

77754 AHanuns myTaumnin B reHe SRSF2

77755 AHanuns myTaumnin B reHe IDH1

77756 AHanus myTtaumnit B reHe IDH2

7343 AHanuns myTaumin B reHe CSF3R

7344 AHanus myTtaumii B reHe ASXL1

7345 AHanus myTtaunin B reHe CEBPA

7346 AHanus myTtaumnit B reHe EZH2

7347 AHanuns myTtaunit B reHe TP53

7348 AHanus myTtaumnit B reHe DNMT3A

7351 MUP aHanu3 KNOHaAbHbIX peapaHXMPOBOK B-KaeTouHbIX peuenTtopos

7352 AHann3 oTHOCUTENIbHOM aKcnpeccum reHa WT1




7353 OnpegeneHune annenbHoOM Harpysku mytaumm B reHe FLT3 (ITD) (KonnyectBeHHO)

7354 AHanus myTtaunit B reHe NPM1

7355 AHanus myTtauunit B reHe cKIT

7356 MUP aHanm3 KNOHaNbHbIX peapaHXMPOBOK T-KNETOYHbIX peLenTopos

7357 AHanus TpaHcnokaumm t(14;20) (FISH, Konny.)

7358 AHanus myTtaunii B reHe CXCR4

7359 AHanus xumepHoro reHa TEL::AML1-t(12;21) (NLP, kau.)

7360 AHanus xumepHoro reHa SIL::TAL1 - aeneums 1p32 (NLUP, kau.) (Analysis of
chimeric gene SIL::TAL1 - deletion 1p32 (PCR, qualitative))

7361 AHanuns mytaumnii B reHe MYD88 (L265P) (Mutations in MYD88 (L265P) gene)

7362 AHanu3 oTHocUTeNbHOM aKkcnpeccum reHa RUNX1::RUNX1T1-t(8;21),
KonmyecteeHHas RQ MUP (B peanbHom BpemeHun) (PCR analysis of the relative
expression of the RUNX1::RUNX1T1-t(8;21), quantitative RQ PCR (real time))

7363 AHanus xumepHoro reHa NUP214::ABL (MUP, kau.) (Analysis of chimeric gene
NUP214::ABL (PCR, qualitative))

5012 OnpegeneHne TpaHcaoKaumm reHa RET meTogom ¢nyopecLeHTHOM in situ
rmbpuamnsaumm (FISH)

5013 OnpegeneHne amnandumkaumnm reHa MET meTogom payopecueHTHOM in situ
rmébpuansaumm (FISH)

5014 OnpegeneHne amnandumkaunm reHa MDM2 metonom dayopecLeHTHOM in situ
rmbpuamnsaumm (FISH)

50110WXK |[MMmmyHOrMcTOXMMMUYECKan AMarHOCTUKA HOBOOOPa3oBaHUI LNMTOBMAHOM Keesbl

7368 MoneKynsipHo-reHeTM4Yeckoe NpodUANpPoBaHME COMATUYECKMX MyTaLMii B
onyxoneBoi TKaHM meTogom NGS

7371 AHanus myTtaunit B reH TP53 metogom NGS

7372 KapuoTnn oHKoremaToIormyeckuin ¢ ucnonb3osaHnem DSP30 m IL2

77764 PaclwmpeHHbIN CKPUHUHT FTEHETUYECKON NPeapacnoNoXeHHOCTU K Pa3BUTUIO paka
mono4yHom Kenesbl (Advanced screening of genetic predisposition to breast
cancer)

590 OnpegeneHune TpaHcnoKaunm NTRK1, NTRK2, NTRK3 meToaom payopecueHTHOM

in situ rubpuansauum (FISH)

22. TEHETUYECKUE NPEAPACIMOJIOXXEHHOCTHU

* YkasaHHble cpoku LIP-uccnepoBaHuii He BKIIOYalOT NpoBeAeHNEe NOATBEPXAAOLWUNX TECTOB (NpU He06X0AUMOCTH)

22.1. O6pa3s KMU3HMU U reHeTh4Yeckne akTopbl

110rn MoarotoBka K onepauuu (reHbl MTHFR, MTRR, MTR, F2, F5) (Preparation for
Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

110rM/B3 |Moarotoska K onepaunn (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHua
pe3ynbTaToB Bpayom-reHeTuKoMm) (Preparation for Surgery (Genes MTHFR, MTRR,
MTR, F2, F5) (without Description))

777797 leHeTUYecKas naHesnb "2 genes"

777798 leHeTMYecKas naHenb "Light"

777799 leHeTuyecKas naHenb "MyNeuro"

7777100 leHeTuyecKas naHenb "MyWellness"




7019 leHeTMYecKan AMarHoCTMKA KNEeTOYHOIo CTapeHus (M3mepeHune AnnHbl Tenomep)
Genetic diagnosis of cellular aging (telomere length measurement)

7074 MnaHnpoBaHue 6epemeHHOCTM IKk30M natoc (Pregnancy planning (Whole Exome
Sequencing plus))

7075 MnaHnpoBaHue bepemeHHOCTM IK30M Natoc gns napsl (Pregnancy planning
(Whole Exome Sequencing PLUS), DUO)

3K30MAOMN |MnaHmpoBaHne bepeMeHHOCTM IK30M NKOC A5 Napbl

7001 MNonHoreHoMHoe ceKkBeHupoBaHue - FTeHom.KnnHuka (Whole Genome
Sequencing)

7007 MeAMUMHCKan ycayra no BbINOJHEHUIO KOMIMIEKCHOM 3KCNEePTU3bl aHaNM3a
MOIEKYNAPHO-TEHETUYECKMX SAHHbIX NOJIHOFO reHOMa

7777101 lFeHeTu4yecKas naHenb "MyExpert" (MyExpert Genetic Panel)

7327 XPOMOCOMHbIV MUKPOMATPUYUHBI aHann3 (XMA) SK30HHOTo YpPOBHSA

7326 CeKkBeHMPOBAHME LLENOrO reHa

7091 AHanuns noaMmopPpu3MoB B reHax, KOAUPYHOLWMX peLenTopbl N GepmeHTbI
meTabonmnsma ctepoungHbix ropmoHoB. (Analysis of polymorphisms in genes
encoding receptors and enzymes of steroid hormone metabolism.)

7350 Bblgaya cbipbiX AaHHbIX, MOJYYEeHHbIX NO pe3yabTaTam
CEeKBEHMPOBAHMA/XPOMOCOMHOIO MMKPOMaTPUYHOro aHanusa (Raw Sequencing
Data/Raw CMA Data)

7777102 OHK-Ttect "MyNeuro. Kids» MyGenetics. dHeprua n motusaums pebeHka (Genetic
panel "MyNeuro")

7083 CnopTtueHaAa reHeTmKa: [AHK-TeCcT Ha reHeTUYECKYIO NpeapPacnoNOKeHHOCTb K
cnopry (Sports genetics)

7084 HyTpureHeTuKa: onpegeneHne reHeTUHeCKOM NPespacnoioKEHHOCTU AnA
nogbopa ontumanbHoro nutaHua (Nutrigenetics).

7336 MoaTteepxaatowee cekseHnposaHue no CaHrepy - 1 mytauma, 40 4x yenosek

7337 MoaTeepxaatowee cekBeHUpoBaHue no CaHrepy - gon.ydactHuk Nel

7338 MoaTteepxaatowee cekseHUpoBaHue no CaHrepy - 4on.ydacTHUK Ne2

7339 MoaTeepxaatowee cekBeHUpoBaHue no CaHrepy - gon.y4actHuK Ne3

7777103 OHK-Ttect «MyExpert. Kids» MyGenetics. 340poBbe U aKTUBHOCTb

77780 FeHeTnyeckaa naHenb Mylmmunity My Genetics

77781 leHeTn4yeckaa naHenb MyBeauty My Genetics

7777104 leHeTuyecKas naHenb "MyFeminity" (MyFeminity Genetic Panel)

7777105 leHeTMYecKan naHenb "MyFeminity Age+" (MyFeminity Age+ Genetic Panel)

7777106 leHeTMYecKan naHenb "MyBalance" (MyBalance Genetic Panel)

7777107 leHeTMYecKas naHenb "MySugar" (MySugar Genetic Panel)

7777108 leHeTuyecKas naHenb MyAtherosclerosis

7777109 leHeTMYecKan naHenb MyObesity

7777110 leHeTuyecKasa naHenb MyDiabetes

7777111 leHeTnyeckaa naHenb MyVitamins Lite

7777112 lFeHeTn4yecKasa naHenb MyVitamins

7777113 [eHeTMyeckaa naHenb MyFit

7777114 leHeTuyecKas naHenb MyCollagen

7777115 leHeTuyecKas naHenb MyBaby




7777116

FeHeTMyeckaa naHenb MyVitaminB

7777117 leHeTMyeckaa naHenb MyVitaminD

7777118 leHeTnyeckana naHenb MyLipid

7907 (First Genetics) MonHoreHoMHOE CEKBEHMPOBAHWNE C MHTEpPNpPeTaLmei
(KAMHMYECKNI OTYET + CKPUHUHT ANS NauneHTos 18+)

7790 (First Genetics) MonHoreHomHoe cekBeHMpPOBaHWe 6e3 MHTepnpeTaummn ¢ Bblgaden
CbIpbIX AaHHbIX FASTQ

7873 (First Genetics) MonHoreHoMHOE CEKBEHMPOBAHWNE C MHTEpPNpeTaLmei

(KnuHmnyecknin otyer)

22.2. PenpoaykTuBHOE 340pPOBbE

7252AZFI

HapyweHusa cnepmaToreHesa, 6 MapKépos (MMKpoaeneumm nokyca AZF)
(Spermatogenesis disorders (6 AZF))

7252B3

HapyweHusa cnepmaToreHesa, 6 mapKképos (MuKpoaeneunn nokyca AZF) (6es
ONUCaHWA Pe3yIbTaToB FTEHETUKOM)

100rn

KeHcKoe becnnogme n ocnoxkHeHne bepemeHHocTH (reHbl F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA Il; kapunotun) (Female Infertility, Pregnancy
Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II;
Karyotype))

108rn

Xouy cTaTb Mamoli: 0CNoXKHeHUA bepemeHHocTH (reHbl F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

108rn/e3

Xouy cTaTb Mamoi: 0OCNOXKHeHUA bepemeHHOCTH (reHbl F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD) (6e3 onuncaHua pe3ynbTaToB BpadyomMm-reHeTukom) (Want to
Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD) (without Description))

131rn

CKNOHHOCTb K TpoMbB03am Npu 6epemMeHHOCTU: MUHUMAa/bHasA naHenb (reHbl F2,
F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

131rn/e3

CKNOHHOCTb K TpoMbB03aM Npu 6epemMeHHOCTU: MUHUMAa/bHasA NaHenb (reHbl F2,
F5) (6e3 onucaHus pesynbTaToB Bpadyom-reHeTuKom) (Thrombotic Tendency in
Pregnancy: Minimum (Genes F2, F5) (without Description))

140rn

MprBbIYHOE HEBbIHALLMBAaHWE 6EPEMEHHOCTH, B T. Y. CKIOHHOCTb K TPOMB03am
npu 6epemeHHOCTU: paclumMpeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel (Genes
MTHFR, MTRR, MTR, F2, F5))

140r1/63

MpuBbIYHOE HEBbIHALWMBAHNE BepeMeHHOCTH, B T. Y. CKNOHHOCTb K TpOMb03am
npu 6epemeHHOCTU: paclumMpeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5)
(6e3 onucaHua pesynbTaToB Bpadyom-reHeTUKom) (Habitual Miscarriage,
Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR,
F2, F5) (without Description))

1371nN

BO3HMKHOBEHME U30/IMPOBAHHbIX NOPOKOB pa3BuTma y naoga (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR))

137rn/B3

BO3HWKHOBEHME M30NMPOBAHHbIX MOPOKOB Pa3BuTUA y nnoaa (reHbl MTHFR,
MTRR, MTR) (6e3 onucaHus pesynbTaToB Bpadyom-reHeTuKkom) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))




141mrn TpomMbBOTUYECKME OCNOKHEHUA NPU CTUMYAALUN OBYNALUM (reHbl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

141rN/63  |TpombBOTUYECKME OCNOKHEHUA NPU CTUMYAALNN OBYNALMM (reHbl F2, F5) (6e3
onucaHus pesynbtaTtoB Bpadyom-reHeTuKom) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

7802CYI BpoxaeHHas runepnnasma Haano4e4yHnkos, reH CYP21A2, u.m. (Gene CYP210HB,
Freq. Mut.)

118rn OnacHocTb Npu Npueme opasibHbIX KOHTPaLenTUBoB (reHobl F2, F5) (Risk of Oral
Contraceptives, Ocs (Genes F2, F5))

118rMN/63 |OnacHOCTb Npu NpMeme opasibHbIX KOHTPaLEenTUBoB (reHbl F2, F5) (6e3 onmcaHus
pesynbraToB Bpadyom-reHeTnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5)
(without Description))

120rn O6meH donmeoit KucnoTsl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR))

120rM/B3 |06meH donmnesoit Kucnotobl (reHbl MTHFR, MTRR, MTR) (6e3 onucaHua
pe3ynbraToB Bpavyom-reHeTukom) (Folic Acid Metabolism (Genes MTHFR, MTRR,
MTR) (without Description))

107rnN Myckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; KapuoTtun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))

146N FeHeTMYecKne paKTopbl My»KcKoro 6ecnnogus (reHbl AR, CFTR; AZF-pervoH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

76611 HapyweHusa cnepmaToreHesa: paclimMpeHHas naHenb (AZF-pervon) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

7661563 HapyweHus cnepmaToreHesa: paclimMpeHHas naHenb (AZF-pervoH) (6e3 onucaHums
pe3ynbTaToB Bpayom-reHeTuKoMm) (Impairment of Spermatogenesis: Full Panel
(AZF-Region) (without Description))

1391MH lecTo3bl M peTonnaueHTapHanA Heg0CTaTOMHOCTb

139IMH/B3 |lecTo3bl M peTonNaLeHTapHasa HeA0CTaTOYHOCTb (6e3 onucaHuA pe3yabTaTos
BPAYOM-TEHETUKOM)

155rn HacneactseHHble cnyvyan paka MOIOYHOM Xenesbl n/unm amuHnkos CHEK2, NBS1
(Hereditary Breast and/or Ovarian Cancer)

155rM/B3 HacneactseHHble cnyvyan paka MOIOYHOM Xenesbl n/unm amuHnkos CHEK2, NBS1
(Hereditary Breast and/or Ovarian Cancer) (6e3 onucaHus pe3y/ibTaToB Bpauom-
reHeTUKoM)

7374 FeHeTUYEeCKMe NPUUMHDLI HapyLeHWI cnepmaToreHesa (47 mukpogeneunin AZF)

77765 FeHom "®EPTUN" - aMarHoCcTUKaA reHeTUYECKUX NPUYMH Becnioama y MyKUuH u

eHLWuH (Genome "FERTI" - diagnostics of genetic causes of infertility in men and
women)

22.3. HLA-TunupoBaHue u pesyc-aktop

7821RH OnpepeneHune pesyc-dakTopa (Rh factor Definition)

7207TPOI OnpepaeneHune reHoTuna pesyc-¢aktopa (RH factor Genotype)

720763 OnpepeneHune reHoTMNa pesyc-dpakTopa (6e3 onucaHMA pesynbTaToB BPAYOM-
reHeTnkom) (Genotype of RH factor Definition (without Description))

3314GR Pesyc-dakTop nnoaa. BeissneHue reHa RHD nnoaa B8 kposu matepu (RHD gene of

the fetus in the mother's blood)




1334 MonekynspHo-reHeTuyeckoe nccnegosaHne HLA-B27 (Molecular Genetic Testing
HLA-B27)

7831HL TunupoBsaHue reHos cuctembl HLA 1l knacca (reHbl DRB1, DQA1, DQB1) (System
Human Leukocyte Antigen (HLA) Class Il, Typing (Genes DRB1, DQA1, DQB1))

7030 PaclwmnpeHHoe MoneKkynAapHO-reHeTU4ecKkoe nucciegoBanue cybanneneit HLA-B27

JOHOP HLA-TunnpoBaHue gna BCTyNaeHUA B PerncTp 4OHOPOB KOCTHOrO mMo3ra

22.4. Cuctema cBepThbiBaHUA KPOBU

114rn

Tpomb6o03bl: pacwmpeHHan naHenb (reHbl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

114rn/e3

Tpomb603bl: paclumMpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHusa pesynbTaToB Bpayom-reHeTMKom) (Thrombosis: Advanced Panel (Genes
F2, F5, MTHFR, MTRR, MTR) (without Description))

19rn

PacwmpeHHoe nccnegoBaHue reHoB CMCTEMbI remocTasa (reHbl F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic
System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

19rn/e3

PaclwmpeHHoe nccnegoBaHue reHoB CMCTEMbI remocTasa (reHbl F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus pe3ynbTaToB
Bpadom-reHeTukom) (Extended Study of Hemostatic System (Genes F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without Description))

123rn

Tpomb603bl: cOKpalleHHan naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes
F2, F5))

123rM/63

Tpomb6o03bl: coKpaleHHas naHenb (reHsl F2, F5) (6e3 onucaHua pe3ynbTaTtos
Bpadom-reHeTukom) (Thrombosis: Minimum (Genes F2, F5) (without Description))

125rn

UccnepoBaHue reHa pubpuHoreHa, nonnmopdunsm FGB c.-467G>A (-455 G>A)
(Fibrinogen gene analysis, FGB polymorphism c.-467G>A (-455 G>A))

125M/63

UccnepoBaHue reHa pubpuHoreHa, nonnmopdusm FGB c.-467G>A (-455 G>A)
(6e3 onucaHus pesynbTaToB Bpadyom-reHeTukom) (Fibrinogen gene study,
polymorphism FGB c.-467G>A (-455 G>A) (without description))

138rn

fmnepromouuctenHemma (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR))

138rn/63

fmnepromouuctenHemmn (reHbl MTHFR, MTRR, MTR) (6e3 onucaHusa pesynbtaTos
Bpayom-reHeTuKkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)
(without Description))

1221n

mneparperauunsa TpombouunToBs, noanmopdmsm reHa ITGA2 ¢.759 C>T
Hyperaggregation of platelets, gene polymorphism ITGA2 c.759 C>T

122rn/e3

Mneparperauua TpombounTos, NnoaMmopdusm reHa ITGA2 c.759 C>T (6e3
onuncaHuA pesynbTaToB BpadyoM-reHeTMKOM) Hyperaggregation of platelets, gene
polymorphism ITGA2 c.759 C>T (without description)

72011

TpombouunTapHbin peuentop dnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

720163

TpombouuTapHbin peuentop dubpuHoreHa (reH ITGB3) (6e3 onucaHua
pe3synbTaToB Bpayom-reHeTuKoM) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description))




757163

UccneposaHne noanmopdpusma 1298A>C reHa MTHFR
(meTuneHTeTparnapodonatpesykTasbl), 6€3 onncaHMA pesybTaToB BPAYOM-
reHeTUKOM

758163 UccnepgoBaHue reHa METMOHMHCUHTA3bI, nosinmopodmsm MTR (2756A>G), 6e3
OMNUCAHUA PEe3yNbTaTOB BPAYOM-TEHETUKOM

761763 UccnepoBaHue reHa NpoKoHBepTMHA (MK dakTopa Koaryasauum V),
nonnmopousm F7 (10976 G>A), 6e3 onucaHus pesynbTaToB BpavyOM-TeHETUKOM

702863 UccnepgoBaHue reHa npotpombuHa (unm daktopa Koarynaumu ll), nonumopdpusm
F2 (20210 G>A), 6e3 onncaHUs pe3ynbTaToB BPayOM-TEHETUKOM

702963 UccnepoBaHuMe reHa KoarynsumoHHoro ¢aktopa V ("mytauma fleligeHa"),
nonnmopousm F5 (1691 G>A), 6e3 onucaHns pesynbTaToB BPa4yOM-TeHETUKOM

703663 NccnepgoBaHue reHa pubpuHasbl (Mam daktopa Koaryaauum Xlll), nonumopopusm
F13 c.103G>T

703763 UccnepoBaHue reHa meTuieHTeTparnapodoiaTpenykrasbl, noaMmopdusm
MTHFR (677C>T), 6e3 onncaHua pe3ybTaToOB BPaYoOM-TeHETUKOM

7038563 UccnepoBaHWe reHa METUOHMH CUHTa3bl peayKTasbl, noammopdpmam MTRR
(66A>G), 6e3 onncaHMA pe3ynbTaToB BPaYOM-TeHETUKOM

703963 UccnepoBaHue reHa MHIMBUTOpPa aKTMBaToOpa NaasMuHoreHa, nonmmopousm PAI-

1 (-675 5G>4G), 6e3 onMcaHUA Pe3ynbTaToB BPaYOM-TeHETUKOM

22.5. bone3Hu cepaua u cocyaoB

129rn

ApTepunanbHas runepTeHsus, noaHas naHenb (reHbl ACE, AGT, NOS3) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3))

129rM/63

ApTepuanbHas runepTeHsus, noaHas naHenb (reHbl ACE, AGT, NOS3) (6e3
onucaHusa pesynbTaToB Bpayom-reHeTuKom) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3) (without Description))

121rn

ApTepuanbHasa runepTeHsnsa, CBA3aHHasA C HapyLLeHNAMU B
peHMHaHrnoTeH3snHosol cucteme (reHbl ACE, AGT) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT))

121rn/e3

ApTepunanbHas runepTeH3uns, CBA3aHHas C HapyWeHUAMU B
PEeHUHaHTMOTEH3MHOBOM cucTeme (reHbl ACE, AGT) (6e3 onucaHua pesynbTaTos
Bpayom-reHeTuKkom) (Arterial Hypertension, Renin-Angiotensin System Disorder
(Genes ACE, AGT) (without Description))

7611l

ApTepuanbHas runepTeH3ns, CBA3aHHaA C HapyLlweHnamu B pabote
sHaoTenmanbHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial NO-
Synthase Disturbance (Gene NOS3))

761163

ApTepuanbHas runepTeH3ns, CBA3aHHan C HapylleHnamu B pabote
sHAaoTennanbHoi NO-cuHTasbl (reH NOS3) (6e3 onncaHus pesynbLTaToB Bpayom-
reHeTuKom) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene
NOS3) (without Description))

7369

UccneposaHue TapreTHOM NaHeNn reHoB AR ANArHOCTUKN HAacNeACTBEHHbIX
KapgmomuonaTtuin metogom NGS

7370

UccnepoBaHme TapreTHOM NaHeNn reHoB ANA ANArHOCTUKN HAacneACTBEHHbIX
apUTMOreHHbIX 3aboneBaHnit cepaua metogom NGS

22.6. bones3Hu xenyno4HO-KULLIEYHOrO TpaKTa




117rn BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes
DLG5, NOD2, OCTN1, OCTN2))

77797 Jedvumnt anbda-1-aHTutpmuncuHa, SERPINAL, u.m.

77799 MoparkeHna nedyeHun, reHbl ATP7B, PNPLA3, SERPINAL, u.m.

77801 HeanKoronbHbIN }KnpoBow renatos, reH. PNPLA3, y.m.

22.7. Bone3Hu LeHTPanbLHOW HEpPBHOW CUCTEMbI

7641B-APl |TeHoTMnMpoBaHue annenei E2, E3, E4 reHa APOE ana oueHKu
npeapacnosioXKeHHOCTU K aTepocKkaeposy 1 bonesHu Anburenmepa (Alzheimer's
Disease)

7024 Bonblasa HeBponoruyeckas naHesnb (Large neurological panel)

7375 CuHgpom CANVAS, reH RFC1

7376 CnuHouepebennspHas atakcua 27B Tuna, reH FGF14

7380 HenpopnbpomaTtos, NOUCK NPOTAKEHHbIX Aeneumi B reHe NF1

7009 UccnepoBaHWe naHenn reHoB HeMpoaereHepaTUBHbIX 3ab01eBaHUI LLeHTPaIbHOWM
HepBHOWM cucTembl (NGS)

7011 UccnepoBaHWe naHeAn reHoB M30MPOBAHHOM MOHOTEHHOM aNUAENCUN n
HacneACTBEHHbIX meTabonunyeckunx anunencuin (NGS)

7014 UccnepnoBaHWe NaHeAn reHoB MbllUeYHbIX AUCTPpoduin, MrMonaTuin, 6onesHen
WMOHHbIX KaHaNoB U HelipombllieyHoro cuHanca (NGS)

7042 NccnepgoBaHMe NaHeNM reHoB Hac/eACTBEHHbIX NoanHenponatmii (NGS)

7044 UccnepoBaHme naHe M reHoB HacneacTBEHHbIX dopm 6onesHu aBuratesibHbIX

HenpoHoB (NGS)

22.8. OHKonorn4yeckue sabonesaHusi

124N

HacneacteeHHble cnyvan paka MOIOYHOM Xenesbl u/unm andHnkos (redsl BRCA1L,
BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

124rn/e3

HacnepnctBeHHble Cydyan paka MONIOYHOM enesbl U/Unm andHukos (reHbl BRCA1L,
BRCA2) (6e3 onncaHus pesynbTaToB Bpayom-reHeTuKom) (Hereditary Breast
and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without Description))

1541n

HacnepacrteeHHble cnydan BRCA-accoumMmMpoBaHHOIO paKka y MyXXUYMH: paK rpyaHon,
noayKenyao4YHon, npeacTaTeNbHOM Xenes, pak andek (reHbl BRCA1, BRCA2)
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate,
Testicular Cancer (Genes BRCA1, BRCA2))

154rn/63

HacnepgcrteeHHble cnydan BRCA-accoumMmMpoBaHHOIO paKka y MyXXUYMH: paK rpyaHon,
noayKenyaouYHon, npeacTaTeNbHOM Kenes, pak andek (reHbl BRCA1, BRCA2) (6e3
onucaHuA pe3ybTaToB BpadyomM-reHeTukom) (Hereditary Breast Cancer In Men:
Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

12441nN

HacneactseHHble cnyvan paka MONIOYHOM Xenesbl u/unm amdHnkos BRCAL,
BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer )

7004MRI

CemeilHbI MeayNNApHbIA paK WMTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15
reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

7005B2I

CMHAPOM MHOECTBEHHOM 3HAOKPUHHOW Heonnasuu 2B Tuna (reH RET) (Multiple
Endocrine Neoplasia Type 2B (Gene RET))




7006A21 CMHAPOM MHOECTBEHHOM 3HAOKPUHHOW Heonnasnu 2A Tnna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

7260 KonunyectseHHOe onpeaeneHmne COOTHOLWEHMA HOPMANBLHOIO U MYTAHTHOIO
anneneit 617V/617F B 14 3k3oHe reHa JAK2 (Quantification of wild-type and
mutant allelic ratio of gene JAK2 617V/617F)

7654 AHanus nepectpoekK 1 xpomocombl (FISH, Konny.)

7648 HacnepgcTtBeHHble cnydaun paka npegcratenbHomn Kenesbl (reH HOXB13)
(Hereditary prostate cancer (HOXB13 gene))

7043 UccnepgoBaHMe NaHenu reHoB Hac/eACTBEHHbIX onyxonesbix cuHApomoB (NGS)

22.9. HapyweHusi o6meHa BewecTB

116HLA HacnepgctBeHHan npeapacnoioxKeHHOCTb K caxapHomy anabety 1-ro Tmna no
Tpem noKycam reHos cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes), HLA
Class Il (Genes DRB1, DOA1, DQB1))

153rn Octeonopos (reHbl CALCR, VDR), (Osteoporosis (Genes CALCR, VDR))

153rM/B3  |Ocreonopos (reHbl CALCR, VDR) 6e3 onvcaHua pe3y/ibTaToB BPavyoM-TeHETUKOM
(Osteoporosis (Genes CALCR, VDR) without Description)

7003UGlI Cungpom Hunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))

7015HLA HacneactBeHHasa npeapacnosioXeHHOCTb K LeanakmMmn no IOKYCam reHOB CUCTEMDbI
HLA Il knacca (DQA1, DQB1)

7017 Onabetr MODY2, reH GCK, m.

7018 Onabetr MODY3,reH HNK-1, m..

7691 JNlakTasHas HegocTaToyHOCTb, (reH MCMG6) (Adult Lactase Deficiency (Gene
MCMB®6) (c onncaHnem pesynbTaTa BPayoM-reHETUKOM)

7691LCI/B3 |NakTa3Haa HeaocTaTo4YHOCTb (reH MCMG6) (Adult Lactase Deficiency (Gene MCM6)
(6e3 onucaHma pesynbTaTa BPayoM-reHETUKOM)

7779HFEI HacnepacTtBeHHbI remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

7780 HacnepactBeHHbIN remoxpomatos, | Tun, HFE: pacwunpeHHas naHenb (Hereditary
(primary) hemochromatosis, HFE: expanded research panel)

7377 JednumTt N"M3ocomHom Kncnoi nmnasol, reH LIPA

7379 MoAWreHHbIN MHAEKC PUCKA CEMEMHOW rMNepxoiecTepuHemMmnm

22.10. ®apmaKoreHeTuKa

142rn

NHrnbutopsl AMD, dnysactaTuH, 610KaTopbl peuentopos ATII. MporHosnpoBaHue
HedponpoTeKkTUBHOIo apdeKkTa uHrM6MTOopoB AN Npm HeanabeTUyecKmx
3aboneBaHuax. FleHeTUYeCKMEe MapKepbl IGPEKTUBHOCTU aTeHO101a NpU
apTepuanbHON rMnepTeH3nn ¢ rmnepTpodurelt NeBOrO KenyaouKa Uan Tepanum
dbnyBacTaTUHOM NpU NWEeMMYECKol bonesHu cepaua. OnpegeneHme Haanuus
NoIMMOpPPU3MOB reHa aHrMoTeH3MH-NpeBpaLatowero ¢epmenta (reH ACE) (ACE
Inhibitors, Fluvastatin, ATII Receptor Blockers. Forecasting Renoprotective Effect
of ACE Inhibitors in Un-Diabetic Diseases. Genetic Markers of Effectiveness of
Atenolol in Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy
in Ischemic Heart Disease. Detection of Polymorphisms of Gene of Angiotensin-
Converting Enzyme (Gene ACE))




7261D-CY

NosaptaH/vpbecapTaH. FeHeTUYECKNI1 MapKep pUCKa HapylieHuii meTabonnsma
6/10KaTOPOB PeLenTopoB aHrMOTeH3MHa |l: no3apTaHa M upbecaptaHa no Tmuny
0CnabneHnsa 1 ycUneHna nx rMnoTeH3NBHOIO AeNCTBUSA, COOTBETCTBEHHO.
OnpegeneHne Hannuma NoAMMopPM3mMoB reHa untoxpoma CYP2C9
(Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders Blockers of
Receptors of Angiotensin Il, Losartan and Irbesartan Type of Weakening and
Strengthening their Hypotensive Action, Respectively. Detection of
Polymorphisms of Cytochrome CYP2C9)

1481n

MeToTpeKcaT. _[eHeTUYecKkne mapKepbl NOBbILUEHHONO PUCKa Pa3BUTUA
NoboYHbIX peakuuit Nnpm npueme metToTpekcaTta Ha GpoHe nevyeHuns
peBmaTouaHOro apTpuTa. MeToTpeKcaT: HapylweHue metTabonnsma donmeson
KnucnoTbl. OnpeseneHme Hannuna NoAMMopdmU3mMoB reHoB pepmMeHTOB peaKLLnit
donatHoro umkna (Methotrexatum. Genetic Markers of Increased Risk of
Development of Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of Folate Cycle
Reactions, Genes MTHFR, MTRR, MTR)

7261C-CY

HecTepounaHble NPOTMBOBOCMNAANTE/IbHbIE NpenapaTbl. FeHeTUYECKMIA MapKep
MOBbILLEHHOFO PUCKa Pa3BUTUA NOOOYHBIX peaKkunii B Gopme KenyLouHbIX
KpoBoTeueHui npu npueme HMBI (MbynpodeH, TEeHOKCUKAM, HaNPOKCEH, HO He
ANKNodpeHaK) No TUNY BOSHMKHOBEHMA XKeYyA04HbIX KPOBOTEUYEHUIA, CBA3AHHBIX C
HapylweHnem ux metabonmsma. OnpegeneHne HanMuMa NOAMMopPPU3MOB reHa
umToxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic Marker of
Increased Risk of Adverse Reactions in Form of Intestinal Bleeding in Taking NSAID
(Ibuprofen, Tenoxicam, Naproxen, not Diclofenac) by Type of Gastro Bleeding
Associated with Violation of their Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9)

7261B-CY

CynbpOHMNIMOYEBMHA U ee NMPOM3BOAHbIE: _X/I0pNponamua, Toiasamua,
rnMbeHKNammua, v Tonbytamua,. FeHeTUYECKNn MapKep pUCKa pasBuTUA
HexkenaTesIbHbIX IEKAPCTBEHHbIX PEAKLLMIA MO TUMY TMIOTIMKEMUN NPU NPUEMe
nepopasibHbIX CaXapOCHMKAIOLWMX CPEACTB, CBA3AHHbIX C HAapyLIEHUEM UX
meTabonusma. OnpegeneHune HaaMuna NOAMMOPPU3MOB reHa LLUTOXPoOMa
CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide,
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug
Reactions by Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9)

2447

NHTepneliknH-28B (M1-28B), reHoTMNMpoOBaHUe (UccneaoBaHMe reHeTUYEeCKMX
MapKepoB, onpenenarmx 3¢eKTUBHOCTb IeYeHUA XpoHUYeckoro renatmnta C
nHTepdepoHom 1 pubasmpuHom) (Interleukin 28 Beta I1L28B, Genotyping (Study of
Genetic Markers Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

7259BETA

BeTa-agpeHobnoKaTopsbl. FleH CYP2D6. dapmaKkoreHeTuKa (beta-Adrenergic
Blockers. Gene CYP2D6)




7623

FeHOTUNUPOBAHME AUTMAPONMPUMUNAMH gerngporeHassl (DPYD)
(Dihydropyrimidine dehydrogenase (DPYD))

7077

MonekynsapHo-reHeTu4yeckoe nccnegosanme reHa HLA-B57:01

7364

OueHka BaunsHus CYP2D6 1 CYP2C19 Ha meTabonnsm aHTUAENPECCAHTOB
MHIrMBUTOPOB 06PATHOrO 3axBaTa CepOTOHMHA/HOpaapeHanuHa (caoHa) —
acumMTanonpam, unuTanonpam, CeEpTpassmH, GI0BOKCAMUH, MAPOKCETHH,
BeHnadaKkcuH (Antidepressant response, antidepressant activity, serotonin and
norepinephrine reuptake inhibitors (SNRIs), selective serotonin reuptake
inhibitors (SSRIs))

7367

dapmaKkoreHeTKa No60oYHbIX 3GHEKTOB Tepanum annonypuHoaom (reH HLA-
B58:01)

7945

dapmaKoreHeTnyecKas naHenb «MepcoHannsnpoBaHHas Tepanua» (PGx
Comprehensive Panel)

7381

TuonypuHbl (a3aTMONPUH, MEPKaNTONYyPUH, TMOTYaHUH)

22.11. Cuctema AeTOKCUKALMN KCEHOGUOTUKOB U KaHLIePOreHOB

7259 UuTtoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))
7261CYI LUuTtoxpom CYP2C9: nonnmopdmambl 430 C/T (CYP2C9*2) n 1075 A/C (CYP2C9*3)
7622 Umtoxpom P450 2C19. l'eHoTMnMpoBaHue no mapkepy CYP2C19 (Cytochrome

P450 2C19. Genotyping for the CYP2C19 marker)

22.12. Ycnyru Bpava-reHeTuKa

14600P1

o

OnucaHue pe3ynbTaToB reHeTUYecKoro Tecta 1 Kateropuu cnoxkHoctu (NeN
720163, 761163, 720763, 125IM/B3, 769163)

14610P2

OnucaHue pe3ynbTaToB reHETUYECKOro TecTa 2 KaTeropum cioxHocTh (NeNe
118rn/63, 121rn/63, 123rn/63, 131rM/63, 141rn/e3, 115rN/63, 124rn/63,
154rn/e3, 155rN/63, 725263)

14620P3

OnuvcaHue pesynbTaTOB FeHETUYECKOro TecTa 3 KaTteropmm cnoxkHoctu (NeNe
122rn/e3, 129IM/63, 120rn/63, 137rn/63, 138rM/63, 1531M/63, 110rM/63,
114rn/e3, 140rN/e3, 766163, 116HLA, 7015HLA

14630P4

OnucaHue pe3ynbTaToB reHETUYECKOro TecTa 4 KaTeropum cioxHocTu (NeNe
139rMNH/B3, 108IM/63, 19rN/63)

22.13. OnpepeneHun

e nona nmnoaa

3316

Onpeaenexune nona naoaa. BoiasneHne Y-Xpomocombl nnoaa B Kposu matepu (Y-
chromosome of the fetus in the mother's blood)

22.14. AyTOMMMYHH

ble 3aboneBaHuA

77802

MNcopwnas, TunuposaHme HLA-Cw6

7013

WccnepoBaHWe NaHenn reHoB HAaCcNeACTBEHHbIX AUCMNA3UIN COeAUHUTENbHOM
TKaHu (NGS)

23. HACJIEOACTBEHHDbI

E MOHOI'EHHbIE 3ABOJIEBAHUA U COCTOAHUA

23.1. HacneacTBeHHble MOHOFEeHHbIE 3a60eBaHUsA U COCTOSIHUA

7803ABCA [AbuoTpodusa ceTyatku, TN OpaHueckeTTn (reHbl ABCA4, PDE6H, RPE65, GUCY2D,
CEP290, CNGA3, CRB1, CNGB3)
7624SLC AKpogepmMaTuUT sHTeponaTuyeckmii. Monck mytaunin B reHe SLC39A4, m.

(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)




7804TYR ANbBUHU3M rN1a30KOXKHbIM TUN 1A. Monck myTaunii B reHe TYR, m. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.)

7881RPS AHemua fanimoHga-bnekdeHa. Monck mytayuii B reHe RPS19, m. (Diamond-
Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

7107 ApTporpunos anctanbHblit (cnHapom ®pumeHa-LLengoHa). MouncK YacTbix
mMmyTaumin B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq.
Mut.)

7905FRDA |AtaKkcua ®puapelixa. Mouck mytauuii B reHe FXN, m. (Friedrich Ataxia, Gene FXN,
Mut.)

7808FRDAI |ATakcua ®puapelixa. Mouck yactbix myTaumin B reHe FXN, 4. m. (Friedrich Ataxia,
Gene FXN, Freq. Mut.)

7108 AtenocteoreHes (ancnnasusa ge ns lWanens). Mounck mytaymii B reHe SLC26A2, m.
(Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

76104HKI |OAnarHocTuKa atpodum 3putenbHoro Hepsa Jlebepa, 4. M. MUTOXOHZAPUANBHON U
anepHol AHK (Leber Hereditary Optic Neuropathy, detection of frequent
mutations of mitochondrial and nuclear DNA)

7109LEI Atpodus 3putenbHoro Hepsa Jlebepa. MoUCK YacTbix MyTaLuMit B
mutoxoHapuanbHon AHK, 12 u. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 12 Freq. Mut.)

7706TNFRSF |AyToMMMYHHbIN anmbonponmdepaTtMBHbIA CMHAPOM. [TOUMCK MyTauMin B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Mut.)

7705TNFRS |AyTOMMMYHHbIN AinmdonponndepatMBHbln cMHAPOM. MOUCK MyTauuii B
«ropsaumnx» yyactkax reHa TNFRSF6, «ropsay.» yy. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

7770GRN Adaszns nepBuUHan nporpeccupyolan. Monck mytaunii B reHe GRN, m. (Aphasia
Primary Progressive, Gene GRN, Mut.)

7809FGFR3I |AxoHaponnasma. Mouck YacTbix myTaumin B reHe FGFR3, u. m. (Achondroplasia,
Gene FGFR3, Freq. Mut.)

77710 BoKoBolt amunoTpoduyeckmnit cknepos (BAC), SOD1, m.

77706 BokoBolt ammoTpodumyeckuii cknepos, C9orf72, u.m.

7709BEST  |BonesHb becTa. MNouncK Bcex M3BECTHbIX MyTaLuMii B reHe BEST1, m. (Best Vitelliform
Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

77800 bonesHb bexuverta, TMnnposaHne HLA B51

7810ATP7BI |bonesHb BunbcoHa-KoHoBanoBa. Monck YacTbix myTaumin B reHe ATP7B, 4. m.
(Wilson Disease, Gene ATP7B, Freq. Mut.)

7069 MNoAHO3K30MHOE CeKBEHMPOBAHME - NOUCK NPeANnOo/IOXUTE/IbHO HAacAeACTBEHHOIO
3abonesaHuns c nHTepnpetaymeli (Whole Exome Sequencing)

7812PANK2 |bonesHb NannepeopaeHa-LLUnaTua. Mounck Yactbix myTaumit B reHe PANK2, u. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)

7813PRNP |BonesHb lepcTtmaHHa-LLTpeyccnepa-LlenHKkepa. Monck mytaunii B reHe PRNP, m.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

7775PTEN |BonesHb KoyaeHa. NMouck myTtauuii B reHe PTEN, m. (Cowden Syndrome 1, Gene
PTEN, Mut.)

7814PRNP |BonesHb KpeitTudenbara-Akoba. Mouck mytaumii B reHe PRNP, m. (Creutzfeldt-

Jakob Disease, Gene PRNP, Mut.)




7776PTEN |BonesHb Jlepmutt-Ayknoc. Mouck myTtaunii B reHe PTEN, m. (Lhermitte-Duclos
Syndrome, Gene PTEN, Mut.)

7816NDP BonesHb Hoppw. Nouck mytaumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)

77701 bonesHb MNapKnMHCOHA, KOMNAEKCHAA AMArHOCTUKA, Y.M.

7818CSTB  |bonesHb YHpeppuxTa-/lyHgbopra. Monck mytauuii B reHe CSTB, m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Mut.)

7817CSTB  |bonesHb YHpeppuxTa-J/lyHabopra. Mouck YacTbix myTaumin B reHe CSTB, 4. m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq.
Mut.)

77715 BonesHb ®abpu, GLA, m.

7819ABCA4 |BonesHb LWWTaprapaTa (reHbl ABCA4, PDE6H, RPE65, GUCY2D, CEP290, CNGAS3,
CRB1, CNGB3)

7820ROR2 [Bpaxuaaktunusa tmun B1. NMouck myTaumii B reHe ROR2, m. (Brachydactyly Type B1,
Gene ROR2, Mut.)

7992NTR BporkaeHHasa HeYYBCTBUTENbHOCTb K 6011 ¢ aHTMApo30Mm. [TOUCK MyTauuii B reHe
NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1,
Mut.)

7711ADAMT |Teneodmsnyeckan gucnnasmsa. Monck mytaumii B reHe ADAMTSL2, m. (Geleophysic

S Dysplasia 1, Gene ADAMTSL2, Mut.)

7822B Fremodunus. Nounck myTtaumin B reHe daktopa IX npu remodpunnm B, m. (Hemophilia
B, Gene Factor IX, Mut.)

7908DIA1  |MeTtremornobuHemmna, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

77707 FeHTUHITOHONoAo6HOoe 3aboneBaHune, TMn 2, JPH3, y.m.

77709 FeHTUHITOHONOAOGOHOE 3aboneBaHue, TMN 4 TBP, u.m.

77702 eHTUHITOHONOAO06HbIE 3a60/1€BaHMA, KOMMAEKCHAA ANArHOCTMKA, Y. M.

7989MVK  |Tunep-lgD cuHapom. NMoncK myTaumuin B «ropsaumnx» ydactkax reHa MVK, «ropay.»
y4. m. (Hyper-lgD Syndrome, Gene MVK, Hot-Point Mut.)

7778MVK  [Tunep-IgD cuHppom. Mounck mytaumii B reHe CDA0LG, m. (Hyper-IgD Syndrome,
Gene CD40LG, Mut.)

7823CD Mnep-1gM cuHapom. Monck myTtaumin B reHe CD40LG, m. (Hyper-IgM Syndrome,
Gene CD40LG, Mut.)

7898SCN4A |TvnepKaaMemMMyecKkuin nepmoamyeckunii napanuy. NMouck mytaunin B ak3oHax 13 u
24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene
SCN4A, Mut.)

7603SCN4A |TMnoKannemmyeckmin nepnoanyeckmin napanmd. Nomck mytaumin B sk3oHax 12, 18
n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19
Gene SCN4A, Mut.)

7126 MnodocdateMmyecknini BUTaMuH D-pe3ncTeHTHbIN paxuT (ModeyHblit pocdaTHbIN
Aunabet). Nouck myTtaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-
Resistant Rickets, Gene PHEX, Mut. )

7906FGFR3I |TMnoxoHaponiasua. MNounck YacTbix MyTaunii B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

7128 OednumnT KapHUTMHA CUCTEMHDbIN NepBUYHbBIN. MoncK myTauni B reHe SLC22A5, m.
(Systemic Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic
Primary, CDSP, Gene SLC22A5, Mut.)

7129 Onactpoduryeckan gucnnasms. Momnck mytaumii B reHe SLC26A2, m. (Diastrophic

Dysplasia, Gene SLC26A2, Mut.)




7927BSCL  |OnctanbHana moTopHas Helponatma Tun V. NMonck mytauuii B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

71311GI ductanbHasa cnnHanbHas amuMoTpodua BpOXKAEHHasA ¢ napaanyom anadparmel.
Mounck myTaumi B reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1,
Gene IGHMBP2, Mut.)

7132 JuctanbHaa cnMHanbHaa aMuMoTpoduA BPOXKAEHHaA Henporpeccupyrowas. NMonck
MYTaLMIN B «ropsAYMX» ydyacTkax reHa TRPV4, «ropsad.» yd. m. (Distal Spinal
Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point Mut.)

7604KRT2  |MxTnos bynnesHbii. Mounck mytaumii B reHe KRT2, m. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.)

7140 KocTHas reteponnasus nporpeccupytowasn. Mounck mytaumii B reHe GNAS, m.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

7141 KpaHnomeTadumsapHas gucnnasms. Monck MyTaumin B «ropayumnx» yyacTkax reHa
ANKH, «ropsy.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point
Mut.)

7142 KpaHnomeTtadusapHas gucnnaasmsa. NMouck mytaunit reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

7143 KpaHunocuHocTos. Monck mytauuii B reHe TWIST1, m. (Craniosynostosis Type 2,
Gene TWIST1, Mut.)

7717MSX2  |KpaHunocmnHocTo3. NMouck myTaumin B reHe MSX2, m. (Craniosynostosis Type 2,
Gene MSX2, Mut.)

7834LMNA |Nlunoguctpodma cemenHan YacTUuHadA. MoMCK MyTaunii B «ropaYnX yHacTKax»
reHa LMNA, «ropsu.» yy. m. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA,
Hot-Point Mut.)

7835LMNA |lunoguctpodma cemenHan yactuyHas. NMouck mytaumit reHa LMNA, m. (Familial
Partial Lipodystrophy 2, Gene LMNA, Mut.)

7720LMNA |MaHanbynoakpanbHaa aucnnasma c amnoamnctpodueit. Monck mytaunii B aK3oHax
8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

7605MVK  |MeBanoHoBas aumaypus. NMonck mytaumii B reHe MVK, m. (Mevalonic Aciduria,
Gene MVK, Mut.)

7836DIA1  [MeTtremornobuHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq.
Mut.)

7147 MuoKNoHUYecKas gucToHuma. Monck mytaumin B reHe SGCE, m. (Myoclonic
Dystonia, Gene SGCE, Mut.)

7838DMPKI [MuoToHuyeckas guctpodua. NMounck yacTbix myTtaumii 8 reHe DMPK, 4. m.
(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

77705 MuoToHuyeckasa anctpodus, Tun 2, CNBP (ZNF9), u.m.

7148 MuoToHua TomceHa-bekKepa. Mounck YacTbix myTauuii B reHe CLCN1, yu. m.
(Myotonia Congenita, Gene CLCN1, Freq. Mut.)

77704 MuToxoHapuanbHble 3ab601eBaHNA, KOMNAEKCHAn AMarHOCTUKA:
mutoxoHapuanoHaa AHK, y.m.

7642 MONEeKYNAPHbIA CKPUHMHT Ha MUKpoaeneumm/ MUKpoAynanKaLmMm XpoMocom

77911 MykoBucumMAao3. Mouck Yactbix myTaumin B reHe CFTR, u. m. (Cystic Fibrosis, Gene
CFTR, Freq. Mut.)

7815HDI Xopes FeHTUHITOHa. MounCK YacTbix MyTauuii B reHe IT15, 4. m. (Chorea

Huntington, Gene IT15, Freq. Mut.)




7972QUCI  |Mporpeccupytouasa mbilievyHas auctpodus AoweHHa/bekkepa (MMAA), aeneunn
n aynamkauum reHa DMD

7934FKTN  [MbiweyHas guctpodusa, Tun ®ykyama. Nouck mytaumii B reHe FKTN, m. (Muscular
Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

7163 MbiweyHaa guctpodus Imepu-Lpendyca. Monck mytaunii 8 reHe FHLL, m.
(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

7999LMNA |MblweyHasa auctpodus Imepu-Apendyca. Monck mytaunit B reHe LMNA, m.
(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

7935 MbiweyHaa guctpodus Imepu-Lpendyca. Monck myTaunit B reHe amepuHa npm X-
cuenneHHon popme, m. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene
Emerine, Mut.)

7936TRIM  |HaHmam MULIBRAY. Nouck myTaumnit B reHe TRIM37, m. (Muscle-Liver-Brain-Eye,
Gene TRIM37, Mut.)

7903SRY HapyweHusa getepmunHaummn nona. Nounck mytaumim reHa SRY, m. (Disorders Sex
Determination, Gene SRY, Mut.)

7846SRYI HapyweHusa aetepmmnHaummn nona. AHanus Hanmums reHa SRY, m. (Disorders Sex
Determination, Analysis Gene SRY, Mut.)

7902PMP  |HacnepctBeHHasa HeponaTuA € NOABEPKEHHOCTbIO Napanyy OT CAaBAEeHUA.
Mownck myTaumii B reHe PMP22, m. (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Mut.)

7725C1NHI |HacnepcCTBeHHbIN aHIMOHEBPOTUYECKMIA OTeK. Monck myTauuii B reHe CINH, m.
(Hereditary Angioedema Type |, Gene C1INH, Mut.)

7847ALX4  |HeszapalieHue poaHUYKoB. NMounck myTaumii B reHe ALX4, m. (Parietal Foramina,
PFM, Gene ALX4, Mut.)

7952PMP He#ponaTtua c napaanyamm ot caasnenuns, PMP22, neneunmn n gynamkaumnm
(Charcot-Marie-Tooth disease type 1A (CMT1A))

7961GJB2I |[OunarHocTuKa HaciencTBeHHbIX GOPM HEMPOCEHCOPHOM TYroyxocTu (reHsl GJB2,
GJB3, GIB6, POU3F4, WFS1) u. m. (Diagnosis of hereditary sensorineural hearing
loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes))

7963GJB2l |HelipoceHcopHaa HECUHAPOMA/IbHAA TYroyXoCTb, NOAHbIA aHanu3 reHa GJB2

7910ELA2 |HeWTponeHus. Mouck mytauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1
Autosomal Dominant, SCN1, Gene ELA2, Mut.)

7849NPHP1 |HedpoHodTMs. Monck myTtaunii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1,
Gene NPHP1, Mut.)

7166 HedpoTtnueckuit cuHapom. Monck mytaunii B reHe NPHS1, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

7167 HedpoTtnueckuit cuHapom. NMounck myTtaunii B reHe NPHS2, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

7997SCN HopmoKkannemuyeckmin nepunoanyeckunii napanuy. Monck mytaumm B ak3oHe 13
reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

7957RABPN |OKynodapuHreanbHas MbieyHan guctpodus. NMoncK YacTbix MyTaumii B reHe
RABPN1, 4. m. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Fregq.
Mut.)

7701XI OnpegeneHne HepaBHOBECHOM laliOHM3ALMNM X-XPOMOCOMbI NpU X-CLLEN/IEHHbIX
peueccuBHbIX 3abonesaHuAx y gesodek (Non-Random X Chromosome
Inactivation in Females)

126N OcHoBHble HacneacTBeHHble 3abonesaHuA (reHbl CFTR, GJB2, PAH, SMN) (Main

Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))




7168 OcTeoneTpos peueccuBHbIi (MpamopHasa 6oae3Hb KocTelt). NMouck myTtaumii B
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1,
Mut.)

7958TCIRG |OcTeoneTpos peLeccuBHbI (MpamopHasn 6one3Hb KocTelt). Monck YacTbIx
myTaumin B reHe TCIRG1, u. m. (Osteopetrosis Autosomal Recessive 1, OPTB1,
Gene TCIRG1, Freq. Mut.)

7727HPGD |MepBuYHana runepTpodurueckasn octeoapTponaTtus (NnaxmaepmoneprocTtos). NMounck
myTaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal
Recessive, 1, Gene HPGD, Mut.)

7728BMPR |MepBuYHas neroyHas runepTteHsusa. Mouck mytaumii B reHe BMPR2, m. (Primary
Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

7851MEFVI |Mepuogmnyeckan 6onesHb. Monck mytaunit B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

7012MEI Mepunoanueckan 6onesHb. Monck YacTbix MyTaumin B reHe MEFV, u. m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

7853RP2 MurmeHTHas gereHepaums cetyatku (reHbl ABCA4, PDE6H, RPE65, GUCY2D,
CEP290, CNGA3, CRB1, CNGB3)

7176 MuKkHoam3ocTos. Monck mytaunii B reHe CTSK, m. (Pyknodysostosis, PKND, Gene
CTSK, Mut.)

7998FLCN  |MHeBMOTOpPAKC NePBUYHbBIN CNOHTaHHbIN. Nonck myTaunii B reHe FLCN, m.
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.)

7636SHH MNonugaktunua. Monck mytaunii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

7730GLI3 MNonugaktunua. Mouck mytaumii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)

7180 Mporepus XatunHcoHa-Mmndopaa. NMouck mytaum B reHe LMNA, m. (Hutchinson-
Gilford Progeria Syndrome, Gene LMNA, Mut.)

7183 MNceBAoOKCcaHTOMa 3nacTMyeckasn. Mouck Yactoblx myTaumin B reHe ABCC6, u. m.
(Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.)

7759LPIN Pabaomnonus (mmornobuHypus). NMouck mytaumm B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

7185 PeTuHowwmsuc. Nonck mytaumit B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile,
RS1, Gene RS1, Mut.)

7649 CemeitHana runepxosiectepuHemmus (KOMNAEKCHasA AMarHOCTUKa - reHbl LDLR,
APOB, PCSK9)

7647 CemeliHasa runepxonecrepmHemmsa, reH APOB100

7645 CemeliHasa runepxonectepuHemms, red LDLR

7646 CemeliHasa runepxonecrepmHemms, reH PCSK9

7799TNFR |CemeliHas nepuoanyeckan nnxopaaka. NMouck mytaunii B reHe TNFRSFIA, m. (TNF-
Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

7916PRF CemeliHbI remodarounTapHbIi AMMPorncTnoymTos. Mounck mytauuii B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

7917STX CemeliHbI remodaroymTapHbii AMmeorncTmounTos. Nonck mytaumin B reHe

STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)




7915STXB  |CemeitHbii remodaroumTapHbliit AMMeorncTmounTos. Nounck mytauuin B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

7914UNC CemeliHbI remodarouuTapHbIi AMMPorncTnoymTos. Mouck mytauuii B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

7914UNC1 |CemeitHblit remodaroumtapHbli AMMGOrncTMounTos. NMomncK YacTbix MyTauuii B
reHe UNC13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

7798RET CeMeWHbI MeaynnspHbIA PaK WUTOBUAHOM Kenesbl. [ToMCK MyTaLMii B 9K30HaX
5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

7797CIAS1 |CemeliHblli X0N040BOM ayToBOCNanUTeNbHbIN cuHapom NLRP3 m. (Familial Cold
Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

7858NGFB |CeHcopHas nonuHeliponatus, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

7733CIAS1 [CuHapom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular,
Gene NLRP3, Mut.)

7186 Cungpom TAR. MNMouck myTaumii B reHe RBM8A, m. (Thrombocytopenia-Absent
Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

7859FGD1 [CuHapom Aapckora-CKoTTa (paumoreHutanbHas gucnnasus). MoMck mytaumin B
reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,
Faciogenital Dysplasia, Gene FGD1, Mut.)

7187 CuHapom AnbcTpoma. MNMonck MyTaunii B «ropsaumnx» ydacTkax reHa ALMS1,
«ropay.» yy. m. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

7861KCNJ2 |CuHapom AHgepceHa. Mouck mytaumii B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

7913FGFR  |CuHapom AHTAK-BuKcnepa. NMouck myTtaumii B ak3oHe 9 reHa FGFR2, m. (Antley-
Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

7862FGFR2 |CuHapom Anepa (akpouedanocnHaaktnams). Momuck Y4acTbiXx MyTaLUii B reHe
FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

7863PRPS1 |CuHapom ApTa. Mouck myTtaumii B reHe PRPS1, m. (Art's Syndrome, Gene PRPS1,
Mut.)

7796PTEN |CuHapom BaHasaH-Painu-PyBanbbaka. Monck mytauuii B reHe PTEN, m. (Bannayan-
Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

7703FLCN  |CuHapom BepTta-Xora-Apbtoba (BXA). Mouck mytaumin B reHe FLCN, m. (Birt-Hogg-
Dube Syndrome, BHD, Gene FLCN, Mut.)

7189 CuHapom BoyaHa-KoHpaaum (BKC, uepebporenaTopeHanbHbiii cMHAPOM). MouncK
MyTauuit B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

7734BCS CuHapom BbepHcTaga (cMHApPOM KypyaBbix Boaoc). Monck myTauuii B reHe BCS1L,
M. (Bjornstad Syndrome, Gene BCS1L, Mut.)

7867EDNRB |CuHapom BaapaeH6bypra-Laxa. Mouck myTtauumii B reHe EDNRB, m. (Waardenburg-
Shah Syndrome, Gene EDNRB, Mut.)

7866PAX3 [CuHapom BaapaeH6bypra. NMouck myTtaumii B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

7190 CuHapom BaH aep Byaa. NMouck mytaumii B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.)

7868WAS  [CuHapom Buckotta-Ongpuua (CBO). Mouck myTaumii B reHe WAS, m. (Wiskott-

Aldrich Syndrome, WAS, Gene WAS, Mut.)




7785PHOX2
B

CMHAPOM BPOXKAEHHOW LLeHTPabHOM runoseHTUAAuumM (CBLI). Monck YacTbix
myTaumn B reHe PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome,
CCHS, Gene PHOX2B, Freq. Mut.)

7192

CuHgpom FepmaHcku-NMyanaka (ANb6MHU3M rNa30-KOMKHbIW C reMopparnyeckum
ONaTE30M U NMUTMEHTaUMEN PETUKYN0-3HAOTENNASbHBIX KNEeTOK). MOUCK YacTbIxX
myTaumn B reHe HPS1, u. m. (Albinism Oculocutaneous, Hermansky-Pudlak Type,
Gene HPS1, Freq. Mut.)

7869GLI3

CuHapom Mpeitra (cemeiHbli runeptenopmsm). Monck mytaumii B reHe GLI3, m.
(Greig Syndrome, Gene GLI3, Mut.)

7737RAB27

Cungpom Mpucuennu. Nouck myTauuii B reHe RAB27A, m. (Griscelli Syndrome,
Gene RAB27A, Mut.)

7738FGFR

Cunapom [xkekcoHa-Belicca. NMonck myTaunii B ak3oHe 9 reHa FGFR2 n ak3oHe 7A
reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene
FGFR1, Mut.)

77703

CuHgpom OPMNNA, ATND, u.m.

7194

CuHapom Hybepa (CH). AHanus umcna Konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert Syndrome, Joubert
Syndrome type A, Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene
NPHP1, Mut.)

7195

CuHapom KapneHTepa (akpouedanonoancMHaakTUANA BToporo Tuna). Mouck
myTaumn B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

7768GJB2

CUHApPOM KepaTuTa-uxtnosa-tyroyxoctu (KUA-cuHapom). Monck myTauuii B reHe
GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2,
Mut.)

7198

Cungpom Knunnena-deins (cMHAPOM KOPOTKOM wewn). MoUCK MyTauuii B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

7739ERCC6

CuHapom KokkeiHa. Monck mytaumii B reHe ERCC6, m. (Cockayne Syndrome,
Gene ERCC6, Mut.)

7199

Cungpom Koctenno. Nouck mytaumim B reHe HRAS, m. (Costello Syndrome, Gene
HRAS, Mut.)

7202

Cungpom KodduHa-loypu (CK/). Nonck myTaumin B reHe RPS6KA3, m. (Coffin-
Lowry Syndrome, Gene RPS6KA3, Mut.)

7740PAX3

CUHAPOM KpaHuodaLmanbHOM AUCMOPOUU-TYFOYXOCTU-YNbHAPHOW AeBMaL UM
KucTen. Monck mytaunii B reHe PAX3, m. (Craniofacial-Deafness-Hand Syndrome,
CDHS, Gene PAX3, Mut.)

7010uaGl

OunarHoctuka cuHapoma Kpurnepa-Haispa (CKH, cemeliHas kentyxa) (reH
UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

7760FGFR3

CuHapom Kpy3oHa ¢ YepHbIM akaHTO30M. MoMcK myTaumin B ak3oHe 10 reHa
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene
FGFR3, Mut.)

7964FGFR2

CuHapom KpysoHa. NMounck myTaumii B sk3oHax 7 U 9 reHa FGFR2, m. (Crouzon
Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

7794CIAS1

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3,
Mut.)

7204

CuHapom Makneoga. NMouck mytauumii B reHe XK, m. (MclLeod Syndrome, Gene XK,
Mut.)

7643

CuHapom MapTuHa-benn (cuHapom nomKon X XpomMoCoMbl)




7743ZEB2

CuHapom MoyaT-BunbcoH. Mounck mytauuii B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

7872NBS1I

CuHgpom HuiimereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN,
Freq. Mut.)

7213

CvHAPOM HOTTel-HalKoNeHHUKa (ocTeoHnxoamncnnasus). Monck mytauuii B reHe
LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B,
Mut.)

7215

CuHgpom Ocnepa-PaHato-Bebepa (HacneacTseHHan remopparmyeckas
TeneaHrMaktasma). Monck mytaumii B reHe ENG, m. (Rendu-Osler-Weber Disease,
Gene ENG, Mut.)

7744GLI3

CuHapom Mannucrepa-Xonna. Nouck mytaunii B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

7874TBX3

CuHapom Mannucrepa. Mouck myTtaunii B reHe TBX3, m. (Pallister W Syndrome,
Gene TBX3, Mut.)

7217

CuHApPOM NoAKoNeHHoro nTepurnyma. Nouck mytaumii B reHe IRF6, m. (Popliteal
Pterygium Syndrome, PPS, Gene IRF6, Mut.)

7745FGFR

Cungpom NMoanddepa. NMonck myTtaunii B ak3oHax 7, 9 reHa FGFR2 1 ak3oHe 7A
reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1,
Mut.)

7218MEI

CuHapom PetTa. Mounck mytaunii B reHe MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.)

7219

CuHapom CeTpe-YoTseHa. MNouck myTtaumi B reHe TWIST1, m. (Saethre-Chotzen
Syndrome, Gene TWIST1, Mut.)

7220

CuHapom CunbBepa. Monck mytaunii B reHe BSCL2, m. (Silver Syndrome, Gene
BSCL2, Mut.)

7221

CuHapom CumncoHa-lfronabu-bemens. Monck myTtaunit B reHe GPC3, m. (Simpson-
Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

7877DHCR7

CuHgpom Cmuta-lemnn-Onunua (CNOC). Mouck myTtaumin B reHe DHCR7, m. (Smith-
Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

7879AR

CUHAPOM TeCTURYAApHON demmnHmusauumn (CTP, cuHapom Moppuca). Mounck
MyTauuit B reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.)

7747TCOF1

CuHapom Tpuuepa-KonnmHsa-dOpaHueckeTtv (maHaANbYNo-baLmanbHblii
aunsoctos). Mouck mytaumii B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

7984VHL

CuHapom Xunnena-SivHaay (Lepebpo-peTnHO-BUCLLEPA/IbHBIM aHTMOMATO3).
Mounck myTaumi B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-
Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

7973VHL

CuHgpom Xunnens-fivHaay (Lepebpo-peTMHO-BUCLEPAbHbIA aHTMOMATO3).
OnpepaeneHue yncna konui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number Variation
Gene VHL, Mut.)

7652

CuHgpom UAOACUI, reH NOTCH3

7223

CuHapom LlsaxmaHa-AaimoHaa. Mounck mytauuii B reHe SBDS, m. (Shwachman-
Diamond Syndrome, Gene SBDS, Mut.)

7224

CunHapom LBaxmaHa-AaimoHaa. MNounck YacTbix MyTauuii B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)




7911PLODI |CuHapom dnepca-AaHno, Tun VI. Mouck yacTtbix myTaumin B reHe PLOD1, 4. m.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD1, Freq. Mut.)

7750CHRNG |[CuHapom dckobapa. Mouck myTaumii B reHe CHRNG, m. (Escobar Syndrome, Gene
CHRNG, Mut.)

77708 CnacTtunyeckas napannerua LWtptomnens, Tun 4, SPAST (SPG4), u.m.

7994IGHMB |CnuHanbHan amnoTpodusa ¢ napannyom guadparmbl. MoUCK MyTaumii B reHe
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene
IGHMBP2, Mut.)

7996AMWU  |CnuHanbHaa amuoTpodua Tunol I, 11, 111, IV (c onpeaeneHnem uncna konmin SMIN2)
(Spinal Muscular Atrophy, SMA, Type |, II, Ill, IV (copy Number Variation SMN2))

7228 CnuHanbHasa amuoTtpodusa tunsi |, 11, 1, IV. Mounck mytaumii B reHe SMN1, m.
(TonbKO Npu HanMuMKM oaHom Konuum reHa) (Spinal Muscular Atrophy, SMA, Type |,
I, 1, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

7976ARI CnuHanbHo-6ynbbapHaa ammnoTpodus KeHHeamn. NMoOUCK YacTbix MyTaLuuMii B reHe
AR, u. m. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

7788ATXN7 |CnnHouepebennapHaa aTtakcusa. Mouck yactbix myTaunii B reHe ATXN7, 4. m.
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

7787ATXN8 |CnnHouepebennapHana atakcua. Mouck yactbix myTaunii B reHe ATXNS, 4. m.
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

77712 CnuHouepebennsapHbie aTakcumn, peakue Gopmbl, Y.M.

77716 CnuHouepebennapHble aTakcuu, Yactole Gopmbl, Y.M.

7978PRNP |CnoHrnodopmHas sHuedanonatns ¢ HeMpPonCUXMYeCKMMm nNpoasaeHnamMmu. Mounck
mMmyTaumin B reHe PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric
Features, Gene PRNP, Mut.)

7230 CnoHAWNOKOCTaNbHbIV An30cTo3. MNouck mytaumi B reHe DLL3, m. (Spondylocostal
Dysostosis, Gene DLL3, Mut.)

7979TRAP |CnoHaunoanudusapHaa aucnnasma (C34). Mouck mytaumin B reHe TRAPPC2, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

7980PRPS1 |CynepaKtuBHOCTb pocdopubosmnnmpodocdat cMHTeTasbl. MOMCK MyTaLmin B reHe
PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS
Superactivity, Gene PRPS1, Mut.)

77711 TopcuoHHaa auctoHus, Tun 1, TOR1A (DYT1), u.m.

7638TRPS  |TpuxopuHodanaHreanbHbln cMHAPOM. MoncK myTaunin B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

7238 TpombountoneHun BpoxkaeHHas. Mounck mytaumii B reHe MPL, m. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

7885PRNP |daTanbHas cemeliHas MHCOMHUA. Mouck myTaumii B reHe PRNP, m. (Fatal Familial
Insomnia, FFI, Gene PRNP, Mut.)

7888PAH deHunkeToHypma. Mounck mytauuii B reHe PAH, m. (Phenylketonuria, PKU, Gene
PAH, Mut.)

7781l deHunKkeToHypmA. Mouck YacTbix MmyTaumin B reHe PAH, u. m. (Phenylketonuria,
PKU, Gene PAH, Freq. Mut.)

7240 dunbpogmcnnasus occupmumpyrolas nporpeccupytowasn. Momuck myTaunin B

«ropaymx» y4yacTkax reHa ACVR1, «ropsu.» yd. m. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)




7241 dunbpoaucnnasma occupuumpyollan nporpeccupytoilas. NMouck mytaumin 6e3
«ropaymx» y4yactkos reHa ACVR1, 6e3 «ropsu.» yd. m. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

7891BTK X-cuennieHHas arammarnobynmHemumsn. Mouck mytauuii B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

7981BIRC4 | X-cuenneHHbIt numbonpoandepaTnBHbIA cMHAPOM (6onesHb [lyHKaHa, CMHAPOM
MypTnnbo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP,
Mut.)

7982SH2 X-cuenneHHbIn numoonponndepatnsHbIn cuHApom (6onesHb [lyHKaHa, CUHAPOM
MypTunbo). Monck mytaunii B reHe SH2D1A, m. (X-Linked Lymphoproliferative
Syndrome, XLP, Gene SH2D1A, Mut.)

7894FRMD7 | X-cuenneHHbIi MOTOPHbIN HUCTarm. MNounck myTtaumin B reHe FRMD7, m. (X-Linked
Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

7983IL2RG | X-cuenneHHblI TaxKenbli KOMBUHMPOBAHHbLIM UMMYyHOoAedUUMT. MoUCK MyTauuii B
reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

7786RMRP | XoHgpoanucnnasma metadusapHada, Tun Mak-Kbtocuka. Monck mytaunii B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

7244 XoHapoaucnnasma ToyedHan KoHpagu-XtoHepmaHa. Nonck myTauuii B reHe EBP,
M. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP,
Mut.)

7245 XoHApoKanbumHos. Mouck mytaumin B reHe ANKH, m. (Chondrocalcinosis, Calcium
Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

77798 «JpobbeBnaHas» XopuopeTnHonatmsa, TunuposaHme HLA-A29 (Birdshot
chorioretinopathy, HLA-A29)

7889CHM  [Xopouaepemus. NMouck myTtaumii B reHe CHM, m. (Choroideremia, CHM, Gene
CHM, Mut.)

7890CYBB |XpoHW4ecKas rpaHynemato3Has 6onesHb. MNMounck myTtaumin B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

7757ERCC6 |LlepebpookrynodaumockeneTHblii cuHapom. Monck mytauuii 8 reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

7896EXT1  |9K30CTO3bl MHOMKECTBEHHble. [onck myTauunii B reHe EXT1, m. (Multiple Exostoses,
Gene EXT1, Mut.)

7895EXT2  |9K30CTO3bl MHOMECTBEHHble. [onck myTauunii B reHe EXT2, m. (Multiple Exostoses,
Gene EXT2, Mut.)

7758NDP JKccyaaTMBHAA BUTPeOXopeopeTMHanbHan anctpodmsa. Nomck mytaunii B reHe
NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

7897EDA JKTOAEPMAIbHAA aHrMAPOTUYECKan gucnnasma. NMouck mytaumii B reHe EDA, m.
(Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

7883GJB6 |dKTOmepManbHas ruapoTmuyeckan gucnnasma. NMouck mytaumii B reHe GJB6, m.
(Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

7248 3nudusapHas Ancnaasua, MHoxKecTBeHHas. Mouck YacTbix MyTaumii B reHe COMP,
4. M. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

7249 3nundunsapHaa gucnaasma, MHoxecTBeHHasn. Mouck mytaumin B reHe SLC26A2, m.

(Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)




7901GJB3

dpuTpoKepatoaepmua. Monck mytauuii B reHe GIB3, m. (Erythrokeratodermia,
Gene GJB3, Mut.)

7899GJB4

dpuTtpoKepatoaepmua. Monck mytauuii B reHe GIB4, m. (Erythrokeratodermia,
Gene GJB4, Mut.)

7250

3pUTPOLIUTO3 PELIECCUBHbIN (CemeliHasa HacneacTBeHHasa noamuntemus). Mouck
myTaumin B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

7900VHLI

JpUTPOLIUTO3 PeL,eccHBHbIl (cemeitHaa HacneaCcTBeHHan noaMunTemmsa). Momck
yacTbix MyTaLuii B reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Freq. Mut.)

7021

FeHoaMarHocTMKa beTa-Taslaccemuii U remornobuHonaTuin (reHoTUNMpoBaHMe
HBB) (Molecular diagnosis of beta-thalassemia and hemoglobinopathies (HBB
gene))

7022

OunarHoctmka TTR-amunongosa (cekBeHMpoBaHue 1-4 sk30HoB reHa TTR)
(Molecular diagnosis of ATTR-amyloidosis (sequencign of 1-4 exons of TTR gene))

7023

FeHoaMarHocTuKa anbda-tanaccemum (HBA1, HBA2, HS-40) (Molecular diagnosis
of alpha-thalassemia (HBA1, HBA2 genes and HS-40 regulation locus))

7620

HacnepactBeHHble dopmbl NaHKpeaTuTa (reHbl PRSS1, SPINK1) (Hereditary
pancreatitis (PRSS1, SPINK1 genes))

7621

®pykTozemus (reH ALDOB) (Hereditary fructose intolerance (ALDOB gene))

7658

HacnepactBeHHan sHAOTeNMaNbHAA AUCTPOPUA POroBULbI - AUCTpodua Pykca (reH
TCF4) (Fuchs endothelial dystrophy (gene TCF4))

7659

KomnnekcHana guarHoctuka ysentos (HLA-B27, HLA-B51, HLA-A29) (Diagnosis of
uveitis (HLA-B27, HLA-B51, HLA-A29))

7660

BonesHb MNomne (reH GAA) (Pompe disease (GAA gene))

7300

OnpegeneHne mytaumii B reHe CFTR meTog0m CEKBEHMPOBAHMA CEAYIOLLErO
nokosneHusa (NGS) B KpoBM 4/1A ANArHOCTUKM MyKOBUCLMA03a, HAacieACTBEHHOO
naHkpeatuta n CFTR-accoumMnpoBaHOro BpOXKAEHHOIo ABYCTOPOHHEro OTCYTCTBUA
cemnaBblHOCALWero npoTtoka. (CFTR genes analysis by Next-Generation Sequencing
(NGS) in blood)

7301

OnpegeneHne mytaumii B reHax LDLR, APOB, PCSK9, LDLRAP1 ana AnMarHoCTUMKM
CEMENHOW rMNepxonecTepuHeEMMMU METOA0M CEKBEHUPOBAHMA CNEAYIOLLErO

nokonexua (NGS) B kposu (LDLR, APOB, PCSK9, LDLRAP1 genes for the diagnosis
of familial hypercholesterolemia by Next-Generation Sequencing (NGS) in blood)

7302

OnpepeneHne mytaumin B reHax BRCA1, BRCA2 meToA40M CEKBEHUPOBAHUA
cneaytowero nokoneHus (NGS) B buoncuinHom matepuane u Kposu (BRCA1,
BRCA2 genes analysis by Next-Generation Sequencing (NGS) n biopsy specimens
and blood)

7303

OnpepeneHne mytaumin B reHax BRCA1, BRCA2, ATM, PALB2, CHEK2 meToaom
CEeKBEHUPOBaHUSA creayowero nokonerHus (NGS) B buoncuintHom matepuane u
Kposu (BRCA1, BRCA2, ATM, CHEK2, PALB2 genes analysis by Next-Generation
Sequencing (NGS) in biopsy specimens and blood))




7304

[JnarHocTMKa ayToBoCNannuTeNbHbIX 3ab6oneBaHuii (11 reHoB) meToaom
CEKBEHMPOBaHUSA cneaytolero nokoseHusa (NGS) B Kposu (Diagnosis of
autoinflammatory diseases (11 genes) by Next-Generation Sequencing (NGS) in
blood)

7307

KomnnekcHoe obcnenoBaHme nNpu 6ecniogmm y sKeHwmH (MHakTnsaums X
xpomocombl, CAG-noBTOpbl B reHe AR 1 onpeaeneHne npeasKkCnaHCUn B reHe
FMR1) (Complex evaluation for infertility in women ( X chromosome inactivation,
number of CAG repeats in the AR gene and pre-expansion in the FMR1 gene))

7308

FopMoOHabHaA YyBCTBUTEIbHOCTb aHAporeHosBoro peuentopa (CAG-nosTopsl, AR)
(Hormonal sensitivity of the androgen receptor (CAG repeats, AR))

7309

KomnnekcHas reHeTU4YecKas AMarHOCTUKA CUHAPOMA NOJIMKMCTO3a AUYHUKOB
(CNKA) (Comprehensive genetic diagnosis of polycystic ovary syndrome (PCOS))

7310

[narHocTMKa remonTUYECKOM aHEMUK, aCCOLLMMPOBAHHOM C HEA0CTaTOYHOCTbIO
nupyBsaTKMHasbl (3K30HbI 3,5,7,8,10,11 reHa PKLR) (Diagnosis of hemolytic anemia
associated with pyruvate kinase deficiency (exons 3,5,7,8,10,11 of the PKLR gene))

7311

[NarHocTMka reMoINTUYECKO aHeMnn, aCCOLUMPOBAHHOMN C HEAOCTAaTOYHOCTbIO
rNoKo3a-6 pocoart-gernaporeHassl (reH G6PD)

7314

MoneKkynapHo-reHeTM4YecKan AMarHoCTMKa HeaocTaTouHOCTM npoTenHa C npu
Tpomboduanm (ren PROC)

7315

MoneKynapHO-reHeTMYecKan AMarHoCTMKa He0CTaTOYHOCTM NPoTenHa S npu
Tpomboduamm (sk3ombl 5,6,11,12,13,14,15 reHa PROS1 )

7316

MoneKynspHo-reHeTUYecKasa AMarHoCTUKA HeA0CTaTOYHOCTU aHTUTPOMBUHa I
npu Tpomboduaunm (reH SERPINC1)

7317

[ONarHoCcTMKa TpaH3MEeHTHOM HeAOCTaTOYHOCTU aHTUTPOMbBMHA Il npu
Tpombodunuax (p.Aladl6Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu) (Diagnosis of
transient antithrombin 3 deficiency in thrombophilias (p.Ala416Ser, p.Arg79His,
p.Pro73Leu, p.Val30Glu))

7318

KomnnekcHoe uccienoBaHme Hefo0CTaTOYHOCTH NpoTenHa C, npoTerHa S
aHTUTpoM6bUHa Il npyn TpombodUAMKM (3K30HbI 2, 7 reHa SERPINC1, sk30HbI 11, 12
reHa PROS1, a3k3oHbI 3, 7 reHa PROC) (Diagnosis of transient antithrombin 3
deficiency in thrombophilias (p.Ala416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))

7319

CTaTuHbI, GapMaKoreHeTUKa (CMMBaCTaTWH, IOBACTaTyWH,
aTopBacTaTWH,NUTaBaCTaTWUH, NpaBacTaTMH, po3yBacTaTuH, payBacTaTuH) (Statins
(simvastatin, lovastatin, atorvastatin, pitavastatin, pravastatin, rosuvastatin,
fluvastatin))

7320

MpuHoTepKaH (reH UGT1A u.m.) (Irinotecan (Gene UGT1A, Freq. Mut.))

7840

HacneacteeHHble GOpMbl aTUMMYHOIO FEMOJIUTUKO-YPEMUYECKUI cnuHapom (alYC)
n C3 rnomepynonatum

7841

OcTpan nepemeskatowancsa nopoumpus (reH HMBS)

7845

MoneKynspHo-reHeTM4ecKas UarHocTmka TPOMbOTUYECKoM
TpombouuToneHmnyeckon nypnypbl (reH ADAMTS13)

7848

MoneKynsipHo-reHeTM4YecKkasa aguarHoctmka 1, 2A, 2B, 2M,2N, 3 Tunos 60n1e3HM
doH BunnebpaHga (18-21 n 28 3K30H reHa VWF)

7027AK

XPOMOCOMHBI/i MUKPOMATPUYHBIM aHaIN3 NpeHaTa/ibHbI B aMHUOTUYECKOM
HUOKOCTU




70271K

XPOMOCOMHbI MUKPOMATPUYHbLIN aHaNM3 NPeHaTa/ibHbliA B MYNOBUHHOM KPOBU

7027X0OP XPOMOCOMHbIN MUKPOMATPUYHBIM aHaNM3 NPeHaTaNbHbIA B BOPCUHAX XOPUOHa

7031AXK MpeHaTtanbHaa AHK-guarHocTMka atakcum ®puaperixa

7031MNK MpeHaTtanbHaa AHK-guarHocTMka atakcum ®puapeiixa

7031X0OP MpeHaTtanbHaa AHK-guarHocTMka atakcum ®puaperixa

7032X0OP MpeHaTtanbHasa JHK-anarHocTMka mblleyHon auctpooum droweHHa/bekkepa B
BOpCHHax xopuoHa (Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)

7032M1K MpeHaTtanbHasa JHK-anarHocTnka mblieyHomn auctpodum droweHHa/bekkepa B
nynoBuHHoOM Kposu (Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)

7032AXK MpeHaTtanbHasa JHK-gnarHocTMka mblleyHon auctpodumn OroweHHa/bekkepa
(Prenatal DNA diagnostics of Duchenne-Becker muscular dystrophy)

7033AX MpeHaTanbHaA ANMArHOCTMKA CMUHAIbHOM MbIWEYHOM aTPOdUM B aMHUOTUYECKOM
»)uakocTtu (Prenatal diagnostics of spinal muscular atrophy)

7033MK MpeHaTanbHaA ANMArHOCTMKa CMUHAJIbHOM MbllWeYHOoM aTpodrm B MYNOBUHHOM
Kposwu (Prenatal DNA diagnostics ofspinal muscular atrophy)

7033X0P MpeHaTanbHaA ANArHOCTMKA CNMHAIbHON MblLEYHON aTPodMM B BOPCUHAX
xopuoHa (Prenatal DNA diagnostics of spinal muscular atrophy)

7034AK MpeHaTanbHaa anarHoctuka remodpunum (Prenatal diagnostics of hemophilia)

7034X0OP MpeHaTanbHaA AnarHocTMKa remoduanm B BOpcuHax xopuoHa (Prenatal DNA
diagnostics of hemophilia)

70340MNK MpeHaTanbHaA AnarHocTMKa remodpuanm B NnynoBuMHHoOM Kposu (Prenatal DNA
diagnostics of hemophilia)

7035AXK MpeHaTanbHan AMarHOCTUKA CNMHANbHOM MbILLEYHOM aTPOdPUM B aMHUOTUYECKOM
UAKOCTK (C MOMCKOM YacTbIX NaToreHHbIX BapuaHTos B reHe SMN1) (Prenatal
diagnostics of spinal muscular atrophy)

7035MK MpeHaTanbHasa AMArHOCTUKA CNMHANbHOM MblLLEYHON aTpodum B NynoBUHHOM
KpPOBM (C MOMCKOM YacTbIX NaTOreHHbIX BapnaHToB B reHe SMN1) (Prenatal DNA
diagnostics ofspinal muscular atrophy)

7035X0OP MpeHaTanbHaA ANArHOCTMKA CNMHAJIbHOM MbILEYHOM aTPodmmM (C MOMCKOM YacTbixX
naToreHHbIX BapuaHToB B reHe SMN1) B BopcuHax xopuoHa (Prenatal DNA
diagnostics of spinal muscular atrophy, SMN1)

7076 MoNHO3K30MHOE CEKBEHUPOBAHUE - CKPUHMHT Ha HOCUTENbCTBO PeL.eCCUBHbIX
3abonesaHnii c MHTepnpeTaumeint 18+ (Whole Exome sequencing for the carriage
of recessive diseases with interpretation 18+)

7081 MonekynspHo-reHeTM4yecKoe nccnegosaHue npu runopocdatasum (red ALPL)

7093 MoucK KpynHbIX Ageneunin/aynankauuin 8 reHe CFTR (c 3aKktoueHmMem Bpava-
reHeTuKa)

7094 Femodunus A, reH F8 (c 3akntoueHMem Bpada-reHeTrKa)

7366 AHanuns myTtaumnii B reHe EPOR (8 3K30H)




7133FL

MXTMo3 BybrapHblit. Monck YacTbix MyTaunii B reHe FLG, y.m.

24. ONPEOEJNIEHME BUOJNTOTMYECKOIO POACTBA B CEMbE: OTUOBCTBA U MATEPUHCTBA

24.1. OnpegeneHne 6MONOrM4YECKOro PoACTBA B CEMbE: OTLLOBCTBA U MaTepUHCTBA

3aka3 goNnoNIHUTENbHbIX TECTOB (AOHOHHMTeanbIﬁ y‘-IaCTHVIK) TOJIbKO C OCHOBHbLIM UccriegoBaHueM

6P3/5 CpoyHoe ycTaHoBAEHWe BMONOrMYECKOro poacTea 48 OAHOIo U3 poauTenei npu
6eccnopHom poactee apyroro (3 yen.) (Urgent Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3 Persons))

6P3/20 YcTaHoBneHMe 6BUonorMyeckoro poacTea 4na ogHOro U3 poguTenei npu
6eccnopHom poactsee apyroro (3 yen.) (Establishment of Biological Relationship
for One Parent at Indisputable Relationship of Another (3 Persons))

6P2/5 CpoyHoe ycTaHoBAEHWe BMONOrMYECKoro poacTea gas OAHOIo U3 poauTenei npu
otcyTcTBum apyroro (2 yen.) (Urgent Establishment of Biological Relationship for
One Parent in Absence of Another (2 Persons))

BP2/20 YcTaHOBNEHWE BMONOTMYECKOro POACTBA AN OL4HOIO U3 poauTenen npu
otcytcTBum apyroro (2 yen.) (Establishment of Biological Relationship for One
Parent in Absence of Another (2 Persons))

BP/O0N JONONHUTENBHbIN YH4AaCTHMK UccneaoBaHns (pebeHOoK A maTb UK oTell)
(Additional research participant (child or mother or father))

6P/YHUB YcTtaHoBneHue bruonormnyeckoro poacrtea. AIHK-Tect YHMBepcanbHbIl

1B-690UT |B3sATMe cockoba byKKanbHOro anutenuns 6es aanbHelwero nccnegosanHus (Buccal
epithelium sampling)

BP/PN YcTaHOBNEHWE BMONOMMYECKOro POACTBA B OTHOLWEHMUM POAMUTENBCKOWM Napbl -
npeanonaraemblii oTel, npegnonaraemasn maTb (Establishment of biological
relationship in relation to the parent couple - putative father, putative mother)

BP/YHUB- | OononHuTenbHbIl y4acTHUK JHK-TecTa YHUBepcanbHbliA. YcTaHOBAEHME

aon 61oI0rnMyecKkoro poacTaa.

25. HACNEACTBEHHbIE EONE3HN OBMEHA BELLECTB Y HOBOPOXOEHHbIX / CKPUHUHI

25.1. HacneactBeHHble 6one3Hy o6MeHa BelecTB Y HOBOPOXAEHHBIX/CKPUHUHT

*Ona tecta HBO1 Heo6xoaumo 3abnaroBpeMeHHO NpuooGpecTy KOHTEMHEP Ha nnaTtHou ocHoBe "lMpobonogroTtoBka

HNAT Mpob6onoarotoeKka (HMAAT)

HBEO1 AHaNKN3 cnekTpa aMMHOKMCAOT U aUuUAKAPHUTUHOB, TaHAEMHAA Macc-
CNEeKTPOMETPUA, METoZA, Cyxoi Kanaum kpoeu (Analysis of amino acids and
acylcarnitines, dried blood spots (MS/MS))

HBO2 AHann3 cnekTpa opraHUYeCcKUX KUCA0T MOUYM METOAOM ra30BoM XpomaTorpadum ¢
macc-cnektpometpueit (NX/MC) (Analysis of the spectrum of organic urine acids
by gas chromatography with mass spectrometry (GC / MS))

7060 OnpeaeneHune akTMBHOCTU BMOTUHMAA3bI (HEAO0CTaTOYHOCTb BUOTUHNAA3DI)
(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency))

7040 YacTtaa mytaums B reHe BTD (HegocTaTtoyHoCTb 6MoTUHKMAA3LI) (BTD (Biotinidase

Deficiency) Gene, Freq. Mut.)




7041GCDH

Yactas mytauma B reHe GCDH (rnytaposas aunaypwus tun 1) (GCDH (Glutaryl-CoA
Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

7048

Yacras mytauma B reHe HADHA (He4oCTaTOYHOCTb A/IMHHOLLENOYEYHOM 3-
rmapokcnaunn-KoA-gernaporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-
Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))

7052

Yactas mytauma B reHe ACADM (He0CTaTOUYHOCTb CpeaHEeL.enoYeyYHoM
AerngporeHassl )XUpHbIX Kncnot MCAD) (ACADM Gene, Freq. Mut. (Medium-
Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))

7056

Yactble myTaumm B reHe FAH (TuposuHemus tun |) (FAH Gene, Freq. Mut.
(Tyrosinemia, Type 1))

77761

CKPMHUHI Ha IN30COMHble 601e3HN HakonaeHUA (onpeaeneHne akTUBHOCTU
Nn3ocomHbIx pepmeHToB) (Screening for lysosomal storage disorders
(determination of lysosomal enzyme activity))

77762

CKPUHUMHTI Ha TN30COMHble 60/1e3HN HaKoMneHMA (onpeaeneHne KOHUEHTPaLmUm
nnsocpunHronmnuaos) (Screening for lysosomal storage disorders (determination
of lysosphingolipid concentration))

26. HAPKOTUYECKME, MCUXOTPONMHBLIE N MCUXOAKTUBHBIE BELLLECTBA

26.1. HapKomquKMe, NCUXOTPOMNHbIE U NCUXOAKTUBHbIE BellecTBa

9954

AHanuM3 BOOC Ha onpeaeneHne HapKOTUYECKUX CPeacTB, NCUXOTPOMHOTO UK
cunbHOoAelcTBYoLEero BelllecTsa (Hair analysis to determine narcotic drugs,
psychotropic or potent substances)

27. NCCNNEAOBAHUE KAYECTBA BO[bl U NMOYBbI

27.1. BbICOKOTEXHONOIM4YHbIE UCCIefOoBaHUA BOAbI

*Heobxoaumo 3abnaroBpemMeHHO NpuoGpecTy KOHTeHep Ha nnaTtHou ocHoB "lMpo6onoaroroBka (HBO)

HBO/A, Mpo6onoarotoska (HBOA)

9309KB Boga: nonHaa n KomnseKkcHas oueHKa Kadectsa (Water: Complete and
Comprehensive Quality Assessment)*

9853KB Boga: cokpalleHHas oleHKa kadectsa (Water: Abridged Quality Assessment)*

9863KB Boga: nogo3peHue Ha 3arpAasHeHne bbiToBbiMn oTxogamu (Water: Suspicion
Household Waste Contamination)*

9879KB Boga: nogo3peHme Ha 3arpAsHeHne NpombllNeHHbIMKU oTxogamn (Water:
Suspicion Industrial Waste Contamination)*

9883KB Bopa: nofo3peHne Ha 3arpsasHEHWE NPOAYKTaMW CropaHua U BbiIbpocamu oT
aBTomaructpanei (Water: Suspicion Products of Combustion and Emissions from
Motorways Contamination)*

9895KB Boga: nogo3peHue Ha M36bITOYHOE MPUMEHEHME PeareHToB A1 BOLOOUYNCTKM

(Water: Suspicion Excessive Use of Chemicals for Water Treatment)*

27.2. CKpMHMHIOBbIe UCCreAoBaHUA BoAbl

*Ansa TecToB, NOMEYEHHbIX *, Heo6xoaMma npobonoaroToska (HBOL).

1160COKB |Bopaa: oueHKa Kavyectsa no 30 napametpam (Water: Quality Assessment 30
Parameters)*
1161COKB |Bopa: oueHKa KavyectBa no 20 napametpam (Water: Quality Assessment 20

Parameters)*




1162COKB |Paguonorvyeckue nccneaosaHns npob NuTbeBol BoAbl — 6a30BbIN TECT Ha
obuyto a- u B-aktuBHocTb (Radiological Drinking Water Study — Basic Test a- and
B-Activity)*

1164COKB |OnpeaeneHue KOHUEHTpauui ana 4 pagnoHyknngos (Determination of
Concentration 4 Radionuclides)*

1165COKB |OnpeaeneHne KOHUEHTpauui ana 6 pagnoHyknngos (Determination of

Concentration 6 Radionuclides)*

27.3. BbICOKOTEXHONOIMYHbIE UCCNEAOBaHUSA NMOYBbI

*Heobxoaumo 3abnaroBpemMeHHO NPUOGPECTU KOHTEMHEP Ha NaTHOM ocHoBe "npoGonoaroToBka (HMOY)

HMNou MpobonoarotoeKka (HMOY)

9193KnN MouBa: KOMMNAEKCHasA TOKCMKoiorMyeckas oueHka (Soil: Comprehensive
Toxicological Evaluation)*

9833KnN MouBa: KOMNAEKCHasA arpoxummnyeckas oLeHka (Soil: Agrochemical Evaluation)*

28. KOMMNEKCHBIE NPOrPAMMbI OECIIEQOBAHUN (Mpodunn)

28.1. Ansa peten

0bC47 OueHKa MMMYHHOTO OTBeTa K geTckum nHdekumam (Pediatric Infections: Immune
Response)

0OBbC89 3p0poBbit pebeHok: ana geteli ot 0 go 14 net (Healthy Child: for Children from 0
to 14 Years)

0OBbC159 MepBnyHOe nabopatopHoe obcienoBaHMe geTei Npu NoL403PEHMM Ha PasBUTHE
OCNOXKHEeHUI nocne nHpekummn COVID-19

0bC282 Mpobnemsl Beca y geteit n nogpocTtkos (Weight problems in children and
adolescents)

0BC293 ButamumH D n MMHepanbHbIi 06MeEH: KOMMIEKCHOE UCCneaoBaHWe AN aeTei
(Vitamin D and mineral metabolism: comprehensive study for children)

OBbC313 MuHuMmanbHoe obcnesoBaHue ana geteli or 12 ao 17 net (Minimum examination
for children from 12 to 17 years old)

0OBC316 PacwmnpeHHoe obcnegoBaHune ana getert ot 12 oo 17 net (Extended examination

for children aged 12 to 17 years)

28.2. InA XeHWnH

*Heobxoaumo 3abnaroBpeMeHHO NpMobpecTn KOHTeMHep Ha nnaTtHon ocHoBe "lMpobonoaroTtoBka (KXKL).B cnyyae

2019 Mporpamma CKpUHWHTra paKa WenKku maTku — onpegenenue AHK BNY u
LUTONOrMYECKoe UccaefoBaHMe COCKOba LWEeMKN MATKU U LLePBMUKaAbHOIO KaHana
METOA0M XUAKOCTHOWN LUTONOrMN*

OBC80 MeHCKnM ropMoHasbHbIM Npoduab: AUCOYHKLMA AMYHUKOB, HapyLLEHUA
MeHCTpyanbHoro umkna (Female Hormonal Profile: Ovarian Dysfunction,
Menstrual Irregularities)

OBC8ONEW |HeHCcKuiA ropMoHanbHbIN Npodunb: ANCPYHKLNA ANYHUKOB, HAPYLLUEHUA
MEHCTPYaNbHOrO LMK

OBC70 OHKOPWUCK ¥KEHCKUit: werka maTtkm (Women's Oncorisk: Cervix )

0OBC81 Mpo6semMbl HEBbIHAWMNBAHUA: aYyTOUMMYHHbIM Npodunb (Miscarriage:
Autoimmune Profile)

0OBC82 OueHKa aHaporeHHoro ctaTtyca (Assessment of Androgen Status)

0ObC88 MnaHnpoBaHWe 6epeMeHHOCTU: ANATHOCTMKA YPOreHUTabHbIX MHGEKLUMIA

(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI))




OBC83 Xouy cTaTb Mamoli: KOMMieKcHoe obcneaoBaHMe NpU NAaHUPOBAHUM
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning, Comprehensive
Survey)

0OBbC84 TORCH-uHdeKkunm (ToRCH-Infections)

0OBbC86 BepemeHHOCTb: 2-1i TpumecTp (14-27 Hepenb) (Pregnancy: Second Trimester (14-
27 Weeks))

0bC87 BepemeHHocTb: |l TpumecTp (o1 29-40 Heaenb) (Pregnancy: Third Trimester (29-
40 Weeks) )

0ObC121 MoarotoBka K 6epemeHHOCTM: 6a30BbIN

OBC122 MNMoaroToBKa K 6epeMeHHOCTU: OLeHKa BUTAMMHHOIO cTaTyca

0BbC123 MoarotoBKa K 6epeMeHHOCTU: CKPbITbIN AednumT Kenesa

CnKA1 JNlabopaTtopHas AnarHocTuKa runepaHaporeHemmm

CNKA2 OueHKa ropMoHaIbHOro CTaTyca NpY HapyLWeHNM MeHCTPYaIbHOrO LIMKAA

OBC175 FopmoHasbHOe 0b6c/ief0BaHME ONA KEHLWMH B Nepuog MeHomnay3asibHoro
nepexopaa

0bC187 YeHCKM ropmMOoHasibHbIN NPOodUb: HAPYLLIEHNS MEHCTPYAIbHOTO LUMKAA,
CKPUHUHT

OBC85NEW |BepemeHHoCTb: 1-it Tpumectp (1-13 Hegenun) unm 1-n Busnt

OBC193 KomnnekcHoe nccnegoBaHne abopTMBHOrO matepuana, CKpuHUHr (Study of
miscarriage tissues, screening)

OBC194 KomnnekcHoe nccnegoBaHne abopTMBHOrO maTepuana, pacluMpeHHoe
(Comprehensive study of miscarriage tissues)

0OBC208 MoAaroToBKa K NporpaMmmam BCMOMOTATE/NbHbIX PENPOAYKTUBHbIX TEXHONOTMMI
(BPT), Bkntoyaa DKO: komnnekc Ne 1 (Preparation for IVF programs)

OBC95NEW |VIP-o6cnegoBaHue ans xeHwuH (VIP-examination for women)

0OBC95 VIP-ob6cnepoBaHune ans keHwmH (VIP-Survey for Women)

3058 BbiAaBNeHMe NaToOreHHbIX, YyCAOBHO-NATOreHHbIX MUKpoopraHmnsmos, HK BINY 6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TMna n
LMTOJIOTUYECKOE UccnesoBaHme

0OBC249 O6cnepoBaHue nocne 6epemeHHocTM 1 poaos (Examination after pregnancy and
postpartum)

3059 PaclmpeHHbIN CKPUHUHT paKa WeNKn MaTKM— KOIMYeCTBEHHOE onpeseneHune
OHK BMY Human papilloma virus HPV BbICOKOro 1 HU3KOro OHKOPUCKa, 21 Tnnos
(6,11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82),
TunmuposaHue AHK+KBM un uuTonornyeckoe ncciegoBaHme cockoba Lwenku
MaTKM 1 LEepBMKaAIbHOTO KaHana MeTOAOM XKUAKOCTHON LUTONOMmNK

OBC256 OBapuanbHbIi peseps: MUHU-Npoduab (Ovarian reserve testing mini panel)

0OBC266 *eHcKoe 300poBbe 18+: 6a3zoBoe obcnesoBaHue (Women's Health 18+: Basic
Examination)

0OBC267 eHcKoe 300poBbe 18+: onTmanbHoe ob6cnenosaHue (Women's Health 18+:
Optimal Examination)

0OBC278 *eHcKoe 300poBbe 18+: paclwmpeHHoe obcnegosaHne (Women's Health 18+
Extended Examination)

0BC279 *eHcKoe 3g0poBbe 18+: VIP o6cnegosaHme (Women's Health 18+: VIP
Examination)

OBC300 XpOHUYECKMI LUCTUT Yy KeHLKH (Chronic cystitis in women)




OBC8INEW |Mpobnembl HEBbIHALWIMBAHUA: ayTOUMMYHHbIN npodunb (Problems of miscarriage:
autoimmune profile)

OBC87NEW |bepemeHHOCTb: 3-1 TpumecTp (28-40 Hepensb) (Pregnancy: 3rd trimester (28-40
weeks))

OBC85NEW |BepemeHHoCTb: 1-i TpumecTp (1-13 Hepenun) unm 1-in susut (Pregnancy: 1st

2 trimester (1-13 weeks) or 1st visit)

0BbC307 *eHcKoe 3a0posbe 45-65 net: VIP o6cneposarHne (Women's Health 45-65 Years:
VIP Examination)

0OBC305 *eHcKoe 3a0posbe: 45-65 net (Women's health: 45-65 years)

OBC310 FopMoHanbHOe 0bcief0BaHNE A1 HKEHLWMH B Nepuos MeHonay3anbHoro
nepexopaa, pacwmpeHHoe (Hormonal screening for women during menopausal
transition, extended)

OBC175NE |lopmoHanbHOe obcieagoBaHWe ANA KEHLWMH B Nepruog MeHomnay3asibHoro

w nepexoaa, MMHUManbHoe (Hormonal screening for women during menopausal
transition, minimal)

OBC311 JTabopaTopHbI KOHTPOIb MeHOMNay3a/1bHOW FOpMOHasibHOW Tepanuu (Lab tests
for menopausal hormone therapy control)

0OBC334 eHcKoe 3g0poBbe 46-55: onTumanbHoe obcnepoBaHue (Women's health 46-55:
Optimal Examination)

0OBC336 KeHcKoe 3g0poBbe 56+: onTuMmanbHoe obcnegosaHmne (Women's health 56+:
Optimal Examination)

0OBC335 eHcKoe 3a0poBbe 56+: pacwmnpeHHoe obcnenosaHue (Women's health 56+:
Extended Examination)

OBC337 O6cnepoBaHue nepes HasHaYeHUEM KOMBMHUPOBAHHbIX OpasibHbIX
KOHTPaLUEenTUBOB (C OLEHKOM reHeTUYECKUX PUCKOB)

OBC340 O6cnepoBaHue nepes HasHaYeHUEM KOMBMHUPOBAHHbIX OpasibHbIX

KOHTpPaLeNTMBOB

28.3. Ans MyX4UH

0OBC69 OHKOpPUCK MYKCKOW: NpeacTaTenbHas kenesa (Male oncologic risk: prostate)

OBC171 FMNoroHagn3sm y My>x4mnH

OBC183 KomnnekcHoe ropmoHanbHoe 06cnefoBaHMe gaa MyXKUnH

0OBC201 CekcyanbHas guchyHKUMA y My>KUuMH. MNepBMUUYHOE NnabopaTopHoe obcneaoBaHme

0BC224 Xouy cTaTb Nanoi: obLweKANHUYECKME U TOPMOHabHbIEe nccneaoBaHma (Become
a father: Clinical and hormonal blood tests)

0BC225 Xouy cTaTb nanoi: obcnegoBaHne Ha MHOEKL MU, NepesaBaemMble NOOBbIM NyTEM
(Become a father: screening for sexually transmitted infections)

OBCY96NEW |VIP-o6cnegoBaHue ana myxxuuH (VIP-examination for men)

0OBC96 VIP-ob6cnepoBaHue ans mykuumH (VIP-Survey for Men)

OBC257 Mpobiembl Beca y My»KUuH (NepBuyHoe obcneaoBaHme NaLMEHTOB C HapyLLeHUnem
Beca) Weight problems in men (primary examination of patients with weight
disorder)

0OBC258 MMHekomacTtua (Gynecomastia)

0BC276 My»KcKoe 3a0poBbe 18+: 6a3oBoe obcnenoBaHue (Men's Health 18+: basic
examination)

0BC280 MyKcKoe 3a0poBbe 18+: onTumanbHoe obcnegosaHune (Men's Health 18+:

optimal examination)




0BbC281 My:KcKoe 3a0poBbe 18+: paclumpeHHoe obcneaosaHue (Men's Health 18+:
extended examination)

0bC277 My:kckoe 3a0poBsbe: VIP o6cneaoBaHmne 18+ (C OLLEHKOM reHeTUYECKNX PUCKOB)
(Men's Health 18+: VIP profile (with genetic risk assessment))

OBC306 My:kckoe 3a0poBbe: 45-65 net (Men's Health: 45-65 years)

0OBC308 My:kckoe 3a0poBbe 45-65 net: VIP ob6cnepoBaHue (Men's Health 45-65 Years: VIP
Examination)

OBC323 JNTabopaTopHbIi KOHTPO/Ib 3aMECTUTE/IbHOM Tepanum TECTOCTEPOHOM Y MYKUUH
(Laboratory monitoring of testosterone replacement therapy in men)

OBC338 My»KcKoe 340poBbe 66+: onTMmanbHoe ob6cnenoBaHme

OBC339 My:KcKkoe 3a40poBbe 46-65: onTMmanbHoe obcnegoBaHme

28.4. ExxerogHble npodunaktuyeckme obcneaoBaHus

3020 MHBNOD/IOP - KomnieKCHOe uccnenoBaHne MMKPoda0pbl YPOreHUTAIbHOTO
TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT))

OBC46 ExkerogHoe npodunaktuyeckoe obcnegosanume (nocne 40 net) (Annual Check-Up
after 40 Years of Age)

OBC73 Buoxmmma KpoBu: paclumpeHHbii npoduab (Serum Biochemistry: Extended
Profile)

OBC74 BUOXMMMA KPOBU: MUHUMaANbHBIN Npodunb (Serum Biochemistry: Minimum)

OBC79 300p0B Thl — 340P0OBa CTpaHa: exkerogHoe npodunakTmyeckoe obecnegosaHue (oo
40 neT) (Healthy You - Healthy Country: Annual Check-Up up to 40 Years of Age)

OBbC154 Buoxmmuma kposu: 6a3osbivi Nnpoduib

OBC155 ExkerogHaa npodumaakTMKa: MMHUMANbHbIN CKPUHUHT

OBC164 ButamuH D 1 MUHepanbHbIi 06meH (MepekpecTok)

OBC165 MpaBunbHoe NuTaHue (MepeKkpecTok)

0Ob6C184 beccoHHMua

OBC196 Crpecc

0OBbC199 OnddepeHumanbHas AnarHocTuKa genpeccmm

0BC206 [ns Tex, KTo MmHoro pabotaet (For those who work hard)

ObC211 MuKpo 1 MmakpoanemeHTbl (Micro-elements and macro-elements)

0OBC212 OueHKa BUTaMUHHOrO cTaTyca (Assessment of vitamin status)

0bC218 BuUTamMuHbl U MUHepanbl: 6a3oBbliit Komnaekc (Vitamins and minerals: basic
profile)

0bC228 ExxerogHas npodunakTnka: onTumanbHblii (Annual prevention: optimal)

0BC242 HeneszogednuymtHas aHemus

0bC243 KoaddpuumeHT HacbiweHua TpaHcheppmHa

0BC244 O6Lwasn Kene3ocBaA3biBaoLLaA CNOCOOHOCTb CbIBOPOTKU

0BC245 MpoTtenHorpamma

OBC46NEW |ExkerogHan npodunakTMKa: pacwmpeHHblit (Annual prevention: extended)

OBC79NEW |«3p0poB Tbl — 300p0Ba cTpaHa» (You are healthy — Your country is healthy)

OBC126NE |OueHKa pUCKOB Pa3BUTUA OC/IOKHEHWUIN NPU XPOHNYECKON 0BCTPYKTUBHOM

w 6one3Hu nerkux (XOB/) (Chronic obstructive pulmonary disease (COPD)

complications assessment)




0BC248 JNabopaTtopHoe obcnegosaHMe nNpu oteKkax (Lab tests for edema)

OBC291 BMUTamMMHbI U MUHEpPasbl, yYacTBYOLWME B NOAAEPKAHUM UMMYHHOM 3aLWMTbI
(Vitamins and minerals involved in maintaining immune defense)

OBC73NEW [Broxvmus KpoBW: paclumpeHHbIn npoduns (Biochemistry Profile: extended)

OBC74NEW [BMOXMMUSA KPOBU: MUHUMAbHbIN Npodub (obLLeTepaneBTUYECKNI)
(Biochemistry Profile: minimum (general therapeutic))

OBbC295 ButamuH D, marHuit, Kanbumii n xeneso (Vitamin D, Magnesium, Calcium and
Iron)

0OBbC296 MaruHuit n ButamumH B6 (Magnesium and vitamin B6)

OBC297 enesogedmunTHas aHEMUA: AMArHOCTUKA U KOHTPO/Ib 3G PEKTUBHOCTU leyeHus,
pacwmpeHHoe obcneaosaHue (Iron deficiency anemia: diagnosis and monitoring
of treatment effectiveness, extended examination)

OBC298 OunarHocTtuka ButamuH B12- n ponmnesoaeduumnTtHoit aHemum (Diagnosis of
vitamin B12 and folate deficiency anemia)

OBC304 MWKpO3nemeHTbl U BUTAMUHDbI, BaXKHble 415 NogAeprKaHna GYHKUUM
wmToBuaHom kenesbl (Fe, Se, |, Zn, 25-OH sutamuH D, BUTamuH A)
(Microelements and vitamins for optimal thyroid gland function (Fe, Se, |, 25-OH
vitamin D, vitamin A))

0OBC309 CKpbITbiV aednumT xKenesa (Latent iron deficiency)

0BC324 3p0poBbe nog KoHTponem (Health under control)

VITO1 Mpobnemsbl Beca (Vit)

VITO2 MoBblweHHas yTomasemocTb (Vit)

VITO3 CunbHble BOSIOCHI, Kpenkue Hortu, bapxaTHaa Koxa (Vit)

28.5. CnopTuBHbIe Npocdunu

CNoPT1 Supersport ba3oBblit

CNoPT2 Supersport ONTUManbHbIN

CMOoPT3 Supersport MpoaBMHYTbIN

OBC160 SuperSport — MUHUMaNbHbIM

0BC270 loHka repoes (Race of Heroes)

0OBC322 [N HAUMHAKOLWNX CMOPTCMEHOB (C OLEHKOW reHeTUYEeCKoM

npeapacnonoXxeHHocTu K cnopty) (For beginner athletes (with assessment of

genetic predisposition to sports))

28.6. ObcnegoBaHue goMalLHero nepcoHana

0ObC217

|l'Iw4Hbu7| Boautens (Personal driver)

28.7. OueHka pucka pa3BUTUsl 3a6oneBaHMI cepAeyHO-COCYANUCTON CUCTEMbI

OBC51 MpodunakTnka 3abonesaHuit cepaua n coCyaoB U UX OCN0XKHeHUI (Preventing
Heart and Blood Vessel Diseases )

OBC53 NunnaHeiii npodunb: pacwmpeHHbin (Lipid Profile: Extended )

OBC54 NiunuaHsbivi npodunb: ckpuHuHr (Lipid Profile: Screening)

ObC127 NunnaHebii npodunb: paclmpeHHbIN He HaTowak (Lipid Profile: Extended )

0BC128 NInnnaHbii Nnpoduab: CKPUHMHE He HaTowak (Lipid Profile: Screening)




OBC173

KapAMOopUCK, CKPUHUHT-NEW - C BK/IKOYEHMEM BbICOKOYYBCTBUTE/IBHOTO
TponoHuHa n HaTpuypeTuyeckoro ropmoHa (B-tvna) N-kKoHueBoro nponentuaa
(Cardiovascular risk screening panel including hs-Troponin and NT-proBNP)

1680 XonectepuH He-JIMBI1 HaTowWwaK

1682 XonectepuH He-JIMBI He HaTowWwaK

1675 PeMHaHTHbIN X0NecTepuH HaToWwakK

1685 PeMHaHTHbIM X0NecTepuH He HaToLaK

0OBC200 NnunugHbii npodunb: 340poBoe cepaue

APUTMOTE |Aputmortect

CcT

0BC233 NabopaTtopHoe obcnegoBaHMe Npu apTepmnanbHon rmnepteHsum (Laboratory
diagnostics in arterial hypertension)

OBC246 Kapauopuck: npodpunb gnsa SCORE2, c BKAOYEHMEM BbICOKOYYBCTBUTENIbHOIO
TponoHwuHa-I (B4-Tnl) n C-peaktmsHoro 6enka (CPB) (Cardiovascular mini panel for
SCORE2, with hs-Tnl and CRP)

PACYETAPU |APUTMOTECT (ARHYTHMOTEST)

TMO

28.8. inarHocTuka aHTUdoconunMaHoro cuHapoma

OBC55 AHTUdochonunuaHbin cuHapom (ADC), nabopaTopHbie KpUTepun
(Antiphospholipid Syndrome, APS)
OBC55NEW |AHTMdOChOONMNNAHBIN cMHAPOM, nabopaTopHble Kputepun (Antiphospholipid

syndrome, laboratory criteria)

28.9. [inarHocTuKa COCTOSAHUS XKeNnyAoYHO-KMLLEYHOro TpakTa

0OBC62 [ANarHocTvKka uenmakumn: HenepeHocMmocTb 6esika 31akoB (rntTeHa) (Coeliac
Disease: Gluten Intolerance )

FACTP lactponaHens (GastroPanel)

FACTP978 |FacTponaHenb + FacTpuH-17 CTUMYIMPOBAHHBIN.

OBC226 enyHokameHHas 601€e3Hb: NPU NOLO3PEHMN HA PA3BUTME OCIOKHEHWN
(Gallstone disease: suspected complications)

OBC255 HenHBa3MBHasA gMarHoCcTUKa 3aboneBaHUin CAnM3NCToi 060104KK Kenyara (Non-
invasive diagnostics of gastric mucosal diseases)

0BC271 CuHApOM pasapaxkeHHoro KuweyHuKka (CPK) (Irritable bowel syndrome (IBS))

OBC284 HenHBa3MBHasA AMarHOCTUKA XPOHUYECKOro racTpmuTa: MMHUMabHbIN (Non-
invasive diagnostics of chronic gastritis: minimal)

OBC285 HenHBa3MBHaA AMarHOCTUKA XPOHNYECKOro racTpmuTa: paclmpeHHbin (Non-

invasive diagnostics of chronic gastritis extended)

28.10. OueHka PyHKLMU NMeYeHU

OBC56 O6cnepoBaHue nedyeHu: paclmpeHHoe (Survey of Liver: Extended )

OBC57 O6cnepoBaHue nedeHu: CKPUHKUHT (Survey of Liver: Screening)

OBC59 CKPMHMHI ayTOMMMYHHOTO nopakeHusa nedeHn (Autoimmune Liver Disease:
Screening)

OBC59NEW [CKpUHWUHT ayTOMMMYHHOTO NOopaXKeHnA nevyeHu

OBC176 CKPUHWHT ayTOMMMYHHOIO NOpa*KeHUs NeYeHn — paclnpeHHbIN

OBC186 AyTOMMMYHHbIV renatut Tuna 1 (AUr-1; ayTOMMMYHHbIW renaTuT B3pOC/bIX),

CKPUHWHT




0OBC215 MepBMYHOE 0b6CcesoBaHNE NPY NOAO3PEHNN Ha OCTPbIN BUPYCHbIN renatuT (Acute
viral hepatitis: initial examination)

0BbC283 OndodepeHumnanbHaa AMArHOCTUKA OCTPbIX BUPYCHbIX renatutoB A, B, C:
pacwmpeHHbI npoduns (Differential diagnosis of viral hepatitis A, B, C: Extended
Profile)

OBC287 OnddepeHumanbHas AMarHocTUKa OCTPbIX BUPYCHbIX renatuToB A, B, C:
MWHUManbHbI Nnpoduns (Differential diagnosis of viral hepatitis A, B, C: Minimal
Profile)

28.11. HemHBa3uBHas oueHka pubpo3a neyeHu

1CTC CreaTtoCkpuH (SteatoScreen)
30T dubpoTect (FibroTest)

dT-P dubpoTect (FibroTest)
4HOT NASH-FibroTest

H®T-P NASH-FibroTest (pacyeTHbIi)

28.12. OueHka pyHKLMU MoYekK

0OBC61 O6cnepoBaHue novek: ckpuHUHr (Survey of Kidneys: Screening)

OBC60 Ob6cnepoBaHue noyek: pacwmpeHHoe (Survey of Kidneys: Extended )
0OBC192 OunabeTnyeckas HedponaTma: eXkerogHoe MMHMUMabHOe obcneaoBaHue
OBbC195 Ounabetnyeckaa HedponaTma: paclUMpPEHHbIN

OBC60NEW |ObcnepgoBaHMe noyek: pacwmpeHHoe (Tests for kidney disease: extended)

OBC6INEW |ObcnegoBaHMe noyek: CKpUHUHT (Screening kidney function tests)

0OBbC301 JunarHocTmKa 6bicTponporpeccupytowero rnomepyoHedpuTa, pacliMpeHHbI
npoowunb (Tests for rapidly progressive glomerulonephritis)

0BC332 NHdeKumnsa mouesbiBogawmx nyten (Urinary tract infection)

28.13. Nl'ocnuTanbHbIe UccrnegoBaHUA

OBC77 locnuTanusauma B TepaneBTUYeckuii ctaumoHap (Hospitalization in Therapeutic
Hospital)

OBC78 locnuTanusauma B XMpypruyeckuii ctaumoHap (Hospitalization in Surgical
Hospital)

OBC106 lfocnuTanusaums B XMpyprmyeckmin CTallMoHap: paclumpeHHoe obcienoBaHue

(Hospitalization in Surgical Hospital: Extended Survey)

OBC189 MapTHepcKkne poapl

OBC197 MnaHoBaa rocNUTaAM3aLMNA B aKyLLEPCKOe oTAeNeHne

0B6C198 FocnuTtanusayma B otaeneHmne rmHeKonormm

0ObC273 locnuTanbHbIN Npodunb: cTaHaapTHbIN (BUY, cudunuc, renatutsl B, C) (Hospital
profile: standard (HIV, syphilis, hepatitis B, C))

0ObC272 FocnuTanbHbIN Npodunb: MMHUMaNbHbIN (BUY, cndunumc, renatutel B, C) (Hospital
profile: minimal (HIV, syphilis, hepatitis B, C))

0OBbC286 FocnuTtanbHbIM npodunb: BUY, renatutsl B, C, cubumnmc (TpenoHemHbIn TecT)

Hospital profile: HIV, hepatitis B, C, syphilis (treponemal test))

OBC77NEW |[Focnutanusaums B TepaneBTUYECKUIA cTaumoHap (Hospitalization in therapeutic
hospital)

OBC78NEW |lFocnutanusaums B XMpyprudeckuii ctaumoHap (Hospitalization in surgical hospital)




OBC106NE |FocnuTanusaums B XMpPYpPruYecknin cTalMoHap: paclumMpeHHoe obcnenoBaHme
w (Hospitalization in surgical hospital, extended examination)

28.14. lnarHocTuka 3aboneBaHun coegUHUTENbLHOW TKaHWU

0OBC63 Bonu B cycTtaBax: paclumpeHHoe obcnegoBaHue (Joint Pain: Extended Survey)

ObCo64 ApTpuTbl Npun peBmaTnyeckmx sabonesaHmax (Rheumatic arthritises)

OBC64MOD |Bonun B cyctaBax: CKpUHUHT (Arthralgia: screening test)

0OBC120 Moparpa

0OBC125 PeBmaTtounaHsbii apTpuT (Rheumatoid arthritis).

OBC170 BonesHb BunbcoHa-KoHoBanosa, buoxmmmueckune tectol (Wilson-Konovalov
disease, biochemical tests)

0OBC247 Moparpa: BbiABNEHME PaKTOPOB pUCKA pa3BMTUA 3aboseBaHMA, pacluMpeHHoe

obcnepoBaHue (Gout: identification of risk factors for disease, extended
examination)

0BC250 NabopaTtopHas anarHoctTuKa remoxpomarosa (Laboratory diagnostics in
hemochromatosis)
0OBC289 Mcopuas. ObcnenoBaHue nepes HasHaYeHUEM CUCTEMHOM Tepanun (Psoriasis.

Examination before prescribing systemic therapy)

OBC64MOD |Bonu B cycTaBax: cKpuHUHT (Arthralgia: screening tests)
2

OBC63NEW |Bonu B cycTaBax: paclumpeHHoe obcnegoBaHme (Arthralgia: extended
examination)

OBC4069 CuctemHas KpacHana Bon4yaHKa (CKB), MOHUTOPUHI aKTUBHOCTM NpoLecca
(Systemic lupus erythematosus (SLE), monitoring of activity)

28.15. lnarHocTuka caxapHoro gua6eta

0OBC65 KoHTponb gmabeta: pacwmpeHHbil (Diabetes Control: Extended)

OBC65NEW |KoHTposb anabeTa: pacluMpeHHbIin

OBC66 KoHTponb gmabeta: ckpuHuHr (Diabetes Control: Screening)

OBC67 Onabet: ayToummyHHble Mapkepbl (Diabetes: Autoimmune Markers)

0OBC214 OunddepeHumauma TMnos caxapHoro auabeta (Differentiation of types of
diabetes)

0OBC341 CaxapHblit gMabeT 2 TMNa: reHeTUYECKMIA PUCK U TEKYLLNI cTaTyC

28.16. [InarHocTUKa U KOHTPONbL Tepanuu octeonoposa

OBC71 OnarHocTuka octeonoposa (Diagnosis of Osteoporosis)

0OBC124 OueHKa meTabonnsma KOCTHOM TKaHM M pUCKa OCTeoNopo3a: pacllMpeHHoe
obcneposaHue (Metabolic bone and osteoporosis risk evaluation: comprehensive
examination).

OBC124NE |OueHKa meTaboiM3ma KOCTHOM TKAHW M PUCKA OCTEONOPO3a: pacluMpeHHoe
w obcnenosaHue (Bone metabolism and osteoporosis risk assessment: extended
panel)

OBC71NEW |/labopaTopHas AnarHoctTuKa octeonoposa (Osteoporosis Lab Test Panel)

28.17. OueHka PyHKLMU LUITOBUAHOW Xene3bl

OBC75 LLinToBngHan »enesa: paclumpeHHoe obcnegosaHue (Thyroid Gland: Extended
Survey)




0OBC76 LLmToBMAaHan Kenesa: CKpUHUHT (Thyroid Gland: Screening)

0BC207 LLnToBMAaHan Kenesa: MMHMUManbHbI (Thyroid Gland: Minimal Profile)

0BbC229 MNMocneonepaumoHHbIN 1abopaTOPHbLIA MOHUTOPUHT NPU MeAYNIAPHOM paKe
LWMTOBNAHOW Kenesbl: 6a3oBbii (Postoperative laboratory monitoring for
medullary thyroid cancer: basic)

0OBC230 MocneonepauMoHHbI N1abopPaTOPHbIN MOHUTOPUHT NPU MeayNNAPHOM pakKe
LWMTOBMAHOW Xenesbl: paclunmpeHHblli (Postoperative laboratory monitoring for
medullary thyroid cancer: extended)

0OBbC231 MNMocneonepayMoHHbIA N1abopPaTOPHbIN MOHUTOPUHT NpU anddepeHLMPOBAHHOM
paKe WNTOBMAHOM Kenesbl: 6a3oBbii (Postoperative laboratory monitoring for
differentiated thyroid cancer: basic)

0OBbC232 MNMocneonepayMoHHbIA N1abopPaTOPHbIN MOHUTOPUHT NpK anddepeHLMPOBAHHOM
paKe LWNTOBUAHOM Kenesbl: paclumpeHHbln (Postoperative laboratory monitoring
for differentiated thyroid cancer: extended)

0BC321 LLnToBMAHanA Kenesa: ropmoHanbHbi npodunb (Thyroid function assessment)

28.18. UHdekummn, nepeaaBaembie NONOBbLIM NYTEM

0OBC90

BUY, cudmnunc, renatutsl B u C (HIV, Syphilis, Hepatitis B, C)

OBC91

NccneposaHue KomnaekcHoe «Ceke B 60a1bwom ropoge: 6 nHdekunin (aHanms
Kposu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

0BC92

UccnepoBaHme komnnekcHoe «CeKc B 6osbwiom ropoge: 14 nHdekumnii + masok
Ha muKpodnopy» (Comprehensive Study «Sex in City: 14 Infections + Smear on
Flora»)

OBC105

UccnepoBaHme KomnnekcHoe «CeKc B 6onbliom ropoge: 12 uHdekuunii + KBM
(yporeHuTanbHbIl cockob)» (Comprehensive Study «Sex in City: 12 Infections
(Urogenital Scraping)»)

OBC93

UccnepoBaHue KomnaekcHoe «CeKe B 60/1bwomM ropoge: 8 MHPEKUMA + Ma30K Ha
Mmukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

OBC317

BbisBneHue Bo3byautenei UMMM B cekpeTe npocTaThl, 3akynsaTe: Chlamydia
trachomatis, Mycoplasma genitalium, Trichomonas vaginalis, Neisseria
gonorrhoeae, onpeaenexne AHK (STI pathogens in prostate secretions and
ejaculate: Chlamydia trachomatis, Mycoplasma genitalium, Trichomonas vaginalis,
Neisseria gonorrhoeae, DNA)

OBC318

BbiaBneHue Bo3byautenei UMMM (ycnoBHble naTtoreHsl, 3akyaaT, NLUP, nkon.):
Ureaplasma urealyticum, Ureaplasma parvum, Mycoplasma hominis, Gardnerella
vaginalis, Candida albicans (Detection of STI pathogens (opportunistic pathogens,
ejaculate, PCR, semi-quantitative): Ureaplasma urealyticum, Ureaplasma parvum,
Mycoplasma hominis, Gardnerella vaginalis, Candida albicans)

OBC333

BobisiBNieHWe MHPEKLMI ypOreHUTa/IbHOTO TPaKTa B CEKpeTe NPOoCTaThl, IAKyAATe
(Bo3byauTenu UMMM + ycnoBHo-NnaToreHHble MUKpoopraHuambl) (Detection of
urogenital tract infections in prostate secretions and ejaculate (STl pathogens +
opportunistic microorganisms))

28.19. NMpobnembl Beca




0ObCo9%4 Mpobnemsbl Beca (nepBnyHoe obcnenoBaHMe 340P0BbA NALMEHTOB C
HapyweHuamu Beca) (Weight Problems: Primary Survey)

OBC94NEW |Mpobnembl Beca (nepBnyHoe obcnenoBaHMe NaLMEHTOB C HapyLeHWeM Beca)

0OBC107 Mepen aneton: mmMHMUManbHoe obcnegoBaHme (Survey Before Diet: Minimum )

0OBC108 Mepen aneton: gononHuTenbHoe obcnepgosaHue (Survey Before Diet: Additional )

OBC116 MoarotoBka K anete npodunb basosbiii

OBC117 MoparotoBKa K anete npodunb PaclumpeHHbii

MC Komnnekc nccnegosanuin "Mpobnembl Beca: MeTaboMYeCcKUiA CUHAPOM
(ckpuHMHroBoe NepBUYHOE BbiABAEeHMe)" " BKAoYaeT NabopaTopHbie
nccnenoBaHuA: TPUIMLEPUAbI, XONecTepuH obwuii, xonectepuH SMBN,
xonectepuH JIMHM, rntoKosa; ycayrm no GyHKUMOHANAbHOM ANArHOCTUKE U
aHTPOMOMETPUN: N3MEPEHME apTepmanbHOro AaBAEHNA, U3SMEPEHMNE OKPYKHOCTU
Tanun (Weight Problems: Metabolic Syndrome (Primary Identification, creening)

0bC234 MNepep nocelweHemM Bpaya-ANEeTos1ora: pacluMpeHHoe obcnegoBaHme

0OBC234G Mepen nocelleHNeM Bpava-aneTosiora: pacluMpeHHoe obcnegoBaHne

OBC237 Mepepn nocelweHnem Bpava-gMeTosiora: MMHUManbHoe obcnenosaHne

0BbC238 Mepen nocelwieHnem Bpava-auertosora: 6asosoe obcnegoBaHune

0bC238G MNepep noceweHnem Bpaya-anetosora: 6asosoe obciegoBaHune

OBC326 NabopaTtopHoe obcnegoBaHMe nepes NPUMEHEHMEM NPENapaToB
cemarnytuaa/anparnytuaa/mpsenatnaa: MUHMManbHbIN npoduns (Laboratory
evaluation before use of semaglutide/liraglutide/tirzepatide: minimal profile)

OBC327 NabopaTtopHoe obcnegoBaHMe nepes NPUMEHEHMEM NPENapaToB
cemarnytuaa/nuparnytmaa/TmpsenaTuaa: paclumpeHHblii npoduab (Laboratory
evaluation before use of semaglutide/liraglutide/tirzepatide: expanded profile)

OBC328 JTabopaTopHbIA KOHTPO/Ib COCTOAHMA 340PO0BbA NPU NPUMEHEHUM
cemarnytuaa/nuparnytmaa/Tmpsenatuaa: MMHUMaNbHbIA npoduab (Laboratory
monitoring of health status during the use of semaglutide/liraglutide/tirzepatide:
minimal profile)

OBC329 JTabopaTopHbIA KOHTPO/Ib COCTOAHMA 340P0BbA NPU NPUMEHEHUM
cemarnytuaa/nuparnytmaa/TmpsenaTuaa: paclumpeHHblid npoduab (Laboratory
monitoring of health status during the use of semaglutide/liraglutide/tirzepatide:
expanded profile)

28.20. OueTbl

0OBC112 BeretapuaHubl

OBC113 MuTaHne, uckntoyatoLLee KpacHoe MACO

OBbC114 benkoBas gmeta

OBC129 Mpodunnb BeraHbl < MUHUMANbHbIN»

OBC130 Mpodunb BeraHbl «ba3oBbIN»

OBC131 Mpodunnb BeraHbl «PaclMpPeHHbIN»

0BC292 Ketoaueta (Keto diet)




OBC331

O6cnenoBaHWe nepea AMETOW ANA CHUXKEHUA MaccChl Tela U noabopa paunoHa
NUTaHMA (C BKAOYEeHNEeM HyTpureHeTukm) (Pre-diet examination for weight loss

and diet selection (including nutrigenetics))

28.21. 3aboneBaHusi BepXHUX AbiXaTeNnbHbIX NyTen

0OBC97 OP3, OPBW (Hacmopk, Kawenb, 6onb B ropne) (Acute Respiratory Infections, ARI:
Runny Nose, Cough, Sore Throat)

OBC158 KoHTposbHOE uccneaoBaHue Nocse nepeHeceHHo oOCTPon pecnmpaTopHoO
BUPYCHOM MHbEKUUM

0OBbC163 Ob6cnepoBaHue nepeg BakumMHaumnen npotmus COVID-19

0BC294 NHbeKUNOHHbI MOHOHYKNeo3 (Infectious mononucleosis)

28.22. Anneprus

OBC98 Anneprus Ha XMBOTHbIX, Nblab, NneceHb (Allergy to Animals, Dust, Mold)

OBbC99 Anneprus Ha nuwesble npoayKTbl (Food Allergy)

0BC100 Anneprus Ha nneceHb (Mold Allergy)

0OBbC101 Anneprus Ha pacteHusa (Plant Allergy )

OBC239Ab |MeaunaTtpuyeckasa naHenb Ankop bro (20 annepreHos: 10 nuwesbix 1 10
pecnupaTtopHsbix) (Pediatric Panel), IgE

OBC240AB6 |PecnupaTtopHasa naHenb Ankop buo (20 pecnupatopHbix annepreHos) (Respiratory
Panel), IgE

OBC241A6 |Muuwesasa naHenb Ankop Bro (20 nuwesbix annepreHos) (Food Panel), IgE

0OBC261 MporHo3s apdekTnBHocTM ACUT: 3nakosble Tpassbl, IgE, ImmunoCAP (ASIT
effectiveness prognosis: Cereal grasses, IgE, ImmunoCAP)

0BC262 Anneprus Ha monoko, Igk, ImmunoCAP (Milk allergy, IgE, ImmunoCAP)

0OBbC263 MporHos apdpekTmBHOCTU ACUT: Bepésa, IgE, ImmunoCAP (ASIT effectiveness
forecast: Beech trees, IgE, ImmunoCAP)

0OBbC265 MporHo3 apdpekTnBHOCT ACUT: CopHble Tpassbl, IgE, ImmunoCAP (ASIT
effectiveness prognosis: Weeds, IgE, ImnmunoCAP)

0ObC264 Anneprus Ha anuo, Ige, ImmunoCAP (Egg allergy, IgE, ImmunoCAP)

28.23. lemaTonorM4yeckue nccrnegoBaHus

OBC68 OunarHoctuka aHemui (Diagnosis of Anemia)
OBbC185 enesogedmunTHas aHeMMA: AMArHOCTUKA U KOHTPO/b 3G PEKTUBHOCTU leveHmn
0OBC191 KoHTposb 3¢pdeKTUBHOCTM NeveHuns xenesogePpuumMtHo aHemmm npenapaTamu

Kenesa, MUHUMaNbHbIN

28.24. KpacoTa kox

WU, BOJIOC U HOITEeNn

0OBC118 KpacoTa 3g0poBoi Koxu (Healthy skin beauty)

OBbC119 CunbHble BONOCHI, KpenKkue Hortu, 6apxaTHas Koxa (Strong hair and nails, velvet
skin)

0bC254 YcuneHHoe BbinageHue sonoc (Increased hair loss)

0OBbC253 MpobnemHas Koxa, KomnaekcHoe uccnegosaHue (Blood tests for diagnosing skin
problems)

0BC290 MoBsblweHHas yTomasemocTb (Fatigue Panel)

0OBC312 CucTemHble peTUHoMAbI: NabopaTopPHbIN KOHTPOb Tepanun akHe (Systemic

retinoids: laboratory control for acne managemen)

28.25. BupycHble nHdekummn




28.26. NMNapasutapHble MH(eKLUUn

OBC274 Ceponoruyeckas AnarHocTuKa napasmutosos, 6asoBoe obcnegosaHue (Serologic
diagnostics of parasitoses, basic profile)
OBC275 Ceponoruyeckas AnarHocTUKa NapasmnTos3os, pacliMpeHHoe obcnegoBaHme

(Serologic diagnostics of parasitoses, extended profile)

28.27. OueHKa cBepTbIBaloLwen CUCTeMbl KPOBU

OBC174

I'Iepep, Ha3Ha4YeHUNem aHTUKOarynaHToB

OBC259

AnarHoctrka Tpombodpuanmn: reHeTUYECKME UccnefoBaHMA U GaKTOPbI PUCKA
(Diagnosis of thrombophilia: genetic studies and risk factors)

28.28. COVID-19

0OBC172 [narHoctmka noctkoBMaHoro cuHapoma (Diagnosis of Post-COVID-19 syndrome)

OBC177 KomnnekcHoe nabopatopHoe obcnenosaHme nocne nepeHeceHHoro COVID-19.
[NarHocTMka NnocTKOBMAHOTO CMHApPOMa (6e3 onpeaeneHuns IgG aHTUTEN K BUPYCY
SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome (without IgG antibodies to
SARS-CoV-2)

0OBC178 Ona nepeboneswmnx COVID-19. OueHKa KapguopucKa (For recovered from COVID-
19. Heart risk assessment)

OBC179 Ona nepeboneswmnx COVID-19. O6cnepoBaHmne ¢yHKLMM nedveHn (For recovered
from COVID-19. Liver function tests)

0BC180 Ona nepeboneswmnx COVID-19. O6cnepoBaHne dyHKLMM noyek (For recovered
from COVID-19. Kidney function tests)

0OBbC181 Ona nepeboneswmnx COVID-19. BuTamuHbl U muHepansl (For recovered from

COVID-19. Vitamins and minerals)

28.29. JlabopaTtopHasi auarHocTuka 3aboneBaHui, CONMPOBOXAALMXCHA CUMNTOMaMu Aenpeccum

0OBC209

JNTabopaTtopHas AnarHocTuKa 3aboneBaHUi, CONPOBOXKAAOLWMXCA CUMATOMaMMU
aenpeccuun (Laboratory diagnostics of diseases manifested by symptoms of
depression)

28.30. UHpeKuMoHHbIe 3a6oneBaHUA

OBC47NEW |OueHKa MMMYHHOTrO OTBeTa K AeTCKMM MHbeKumam (Evaluation of the immune
response to childhood infections)
0OBC213 OugeHKa Hainyma UMMYHUTETa K BO36yaMTeNaM BaKLMHOYNPaBAAEeMbIX MHOEKLNIM

(Vaccine-preventable Infections: Immune Response)

28.31. ABTOpCckue npodunu

AOBC1 STOPDEF

AOBC2 CheckUp PROtelo. ba3a »keHcKoro 340poBba: oTeku, aeduumntol, KT

VITO4 (Halsa) NoaaepkKa UMMyHUTETA

VITO5 (Halsa) NamATb 1 BHUMaHMEe

VITO6 (Halsa) Pabota co cTpeccom

AOBC7 (Sugar Pulse) KoHTponb caxapHoro guabeta 1 Tvna: 6a3oBas KapTa puUcka

VITO7 (Halsa) OueHka ropmoHanbHOro ¢oHa — ANS XKeHLUWH PeENPoAYyKTUBHOIO BO3pacTa




VITO8 (Halsa) OueHKa ropmoHanbHOro poHa — 15 JKEHLMH B Nepuog, MeHomnay3abHoro
nepexoaa

VIT09 (Halsa) KoHTponb Beca

VIT10 (Halsa) NoarotoBKa K 6epeMeHHOCTU: KoppeKuusa aeduumtos

VIT11 (Halsa) Nerkoe nuwieBapeHue

VIT12 (Halsa) Monopaa mama

VIT13 (Halsa) *upHan KoxKa, akHe

VIT14 (Halsa) CbanaHcMpoBaHHbIN paunoH

VIT15 (Halsa) 3popoBoe cepale v cocyapl

VIT16 (Halsa) 3popoBble Koa, BOIOCbl U HOTTH

VIT17 (Halsa) 3Heprua n 6oapocTtb

VIT18 (Halsa) CnopTuBHble pe3yibTaThbl

VIT19 (Halsa) CoH u cnokolicTBue

ANNMDEPIKE |AJTUDEP npoduab ana KeHwmH

H

AJTMGEPMY [ATUDEP npodumnb ana myR4mH

K

AOBC8 (Sugar Pulse) KoHTposnb caxapHoro anabeta 1 TMna: pacluMpeHHas KapTa pucKa

28.32. OueHka pucka pa3BuUTUs 3aboneBaHUi ceppevHo-cocyaucTon cucteMbl (Cardiovascular disease risk

OBC320 KatexonamuHbl (agpeHanvH, HopagpeHanuH, 4obammH) U CEPOTOHUH B Naasme
Kposu (Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
Dopamine; Serotonin, Plasma)

30. NPOYME YCNYTU

30.1. MNpouenypHLle ycnyrn

* metoTcs orpaHuUyeHus no B3sTuio GMomatepuana Ha foMy (YTOUHATb MHChOPMaLUIO Y aAMUHUCTPaTopa MeaULIMHCKOro

VEN B3sTWe BEHO3HO KPOBMU

KAN B3aTue KanuanAapHoi KpoBU (MMetoTca orpaHUYeHUsA No B3ATUIO KanUANAPHOM
KPOBU; YTOUHSATE Y aAMUHUCTPATOPa MegMLIMHCKOro oduca)

VENOUT B3saTue kKposu 6e3 nocneayroLLeEro Uccnen0BaHmA

coLv MpobonoaroToBKa

SEROUT MonyyeHne cbIBOPOTKM 6€3 NocneaytoLLero uccaeoBaHma

1MC Mpoueaypa B3aTMA BOMaTepmana Ha aHTepobumos

1B-T'MH B3aTne unTonormyeckoro matepuana, matepuana gna NUP anarHoctunku,
MUKPOBNONOTMYECKUX UCCIEA0BAHNI Y }KEHLWMH

1Cov B3sATWe MasKa 4/1A AMArHOCTUKU U3 BEPXHUX AbIXaTesibHbIX NyTen

2Cov B3atne matepuana gna NUP anarHoctnku

1B-63 B3saTue cockoba byKKanbHOro anuTenus

2B-b3 B3aTne cockoba OyKKaNbHOro aNUTENNS Yy ABYX YENOBEK

3B-b3 B3saTne cockoba BYKKaNbHOro aNUTeNnaA y Tpex YesoBekK

1B-CJ/H B3atmne cntoHbl ana MNLUP anarHoCcTukm

VEN2 B3sATWe BEHO3HOM KPOBM Y 2-X YeNl0BEK

VENITT B3AaTme BeHo3HOM Kposu ans I'TT, [TB-C, I'TI, ITIC

1B-MYXK B3AaTue unTonormyeckoro matepuana, matepuana gna NUP anarHoctuku,
MUKPOBNONOTUYECKNX UCCNEA0BAHNMN Y MYMKUMH

30.2. Ycnyrv no nony4yeHuio pe3ynbTata oocneaoBaHus

*CpoK BbINOJTHEHUA NepeBoAa Ha aHIMUMUCKUIA A3bIK COBMNaAaeT Co CPOKOM FrOTOBHOCTM 3aKa3aHHbIX K nepeBoay




BPPOST [ocTaBKa pe3ynbTaTa UccieioBaHUs No onpeaeneHno 6UoNorMyeckoro poacTea
B 3aMeYyaTaHHOM KOHBepTe B MeAUUNHCKNIN oduc
ENG Bblaaya pe3y/ibTaToB Ha aHIIMICKOM A3biKe (NepeBos pes3y/bTaToB Ha

aHIMNCKUMA A3bIK). *

84. HEMHBA3UBHbIW NMPEHATAJbHbIA TECT (HUMT)

84.1. HenHBa3unBHbIN NpeHaTanbHbIN TecT (HUMT)

IHNNT HewnHBasuBHbIM npeHaTanbHbi TecT (HUMT T21) (Noninvasive Prenatal Testing
(NIPT trisomy 21))

3HMNT HewnHBasuBHbIM npeHaTanbHbIn TecT (HUMT) - pacwmpeHHan naHenb (Noninvasive
Prenatal Testing (advanced))

4HUNT HewnHBa3uBHbIN NpeHaTanbHbii TecT (HUMT 6a3o8biit) (Non-Invasive Prenatal Test
(base))

SHUNT HenHBasuBHOe goponoBoe onpegeneHme otyoscTea (Non-Invasive Prenatal
Paternity)

SHUNT-O0TM|YcTaHoBNAEHMe OTUOBCTBA A40POA0BOE, HEMHBA3UBHOE, UCCNe0BaHue
aononHutenbHoro obpasua (Non-Invasive Prenatal Paternity, additional research
participant)

6HUNT HeunHBa3uBHbIN npeHaTanbHbin TecT (HUMNT Makcumym) (Non-Invasive Prenatal
Test (Maximum))

2HUNT3 HewnHBa3suBHbIN NpeHaTanbHbin TecT (HUMT) (Non-Invasive Prenatal Test (NIPT))

85. TEHETUMECKAA MOEHTU®UKALIMA NPUHAONEXHOCTU BUOMATEPUATIA

85.1. FeHeTHYeckasi uAeHTUdMKaLUs NPUHAANEXHOCTU Guomartepuana

7321

NaeHTUdUKaLma NpuHaaNesKHOCTU FMCTONOMMYECKMX NpenapaTtos (NnapaduHoBbIX
6n0koB) (Identification of histological preparations (paraffin blocks))

7332

OHK-npodunuposaHue c aeHtudurkaumein amyHoctn (DNA profiling with
personal identification)

77718

OHK-TecT Ha HaUMOHANbHOCTb NO MAaTEPUHCKOWN IMHUM (MUTOXOHAPWAbHAA
ranjorpynna) MeTo4om NpsMoro cekseHnposaHua no CaHrepy (DNA test for
nationality on the maternal line (mitochondrial haplogroup) using direct Sanger
sequencing)

77719

OHK-TecT Ha HaUMOHANBbHOCTb NO OTLOBCKOW MHUU (Y-XPOMOCOMHas
ranjorpynna) metogom annenb-cneymouyron MLUP B peanbHom BpemeHun (DNA
test for nationality on the paternal line (Y-chromosomal haplogroup) using allele-
specific real-time PCR)

77718/19

[OHK-TecT Ha HauMOHaNbHOCTb NO MAaTEPMHCKOM U MO OTLLOBCKOW NMHUN

86. UICCNEOQOBAHUSA CIOHbI, MOKPOTbI, COOEPXXUMOIO ObIXATENbHbIX MYTEN

86.1. UccnegoBaHuUA CNOHbI U CBA3aHHbIE TECTbI

1570CK

UccnenoBaHuMe CNOHHbIX KamHel (Salivary stones diagnosis)

87. HETEHETUYECKAS] ANATHOCTUKA HACNEACTBEHHbIX 3AB0JIEBAHUN

87.1. JlakTasHaa He[OCTaTOYHOCTb




NPOBOMNOAroTOBKU

nnmac MpobonoaroToBKa (CbIBOPOTKA KPOBK)
MNMNM3K MpobonoarotoBKa (KpoBb LenbHas)
nNM3am MpobonoaroTtosKka (Moua)

nnMamc MpobonoaroTtoBKa (cyTouHas moua)
nnmvsB MpobonoaroToBKa (BosioChI)

MNMNM3H MpobonoaroTtoBKa (HorTu)




Cpok LleHa c 01.08

40 2 K.A. 560
00 2 K.A. 800
00 2 K.A. 470
00 2 K.A. 380
4o 2 K.A. 400
00 2 K.A. 290
0o 2 K.A. 430
00 2 K.A. 290
0o 2 K.A. 140
0o 8 p.4. 2.220
00 6 p.4. 4.380
00 6 p.4. 4.010
40 3 K.A. 530
00 2 K.A. 530
4o 5k.a. 6.040
00 3 K.A4. 530
40 2 K.A. 350
00 2 K.A. 350
40 2 K.A. 990
00 2 K.A. 750




00 2 K.A. 1.560
00 6 p.4. 7.510
40 2 K.A. 700
00 2 K.A. 290
40 2 K.A. 290
4o 5 p.a. 1.690
4o 8 p.4. 1.080
00 2 p.4. 2.600
[0 5 p.a. 2.480
00 2 K.A. 350
0o 2 K.A. 490
00 2 K.A. 290
0o 2 K.A. 1.410
00 2 K.A. 1.140
0o 2 K.A. 2.690
00 2 K.A. 2.900
0o 2 K.A. 990
00 2 K.A. 1.190
00 2 K.A. 3.890
4o 5 p.a. 3.210
005 p.4. 3.210
4o 5 p.4. 3.060
[0 5 p.a. 3.060
405 p.4. 3.060
[0 5 p.a. 7.680
00 2 K.A. 5.350
0o 8 p.4. 2.820
0o 8 p.4. 3.970




0o 8 p.4. 6.920
A0 8p.A. 5.650
00 8 p.4. 5.230
4o 5k.a. 3.290
00 2 K.A. 230
00 3 p.4. 1.210
00 2 K.A. 670
00 2 K.A. 720
4o 2 K.A. 410
0o 2 K.A. 1.160
0o 2 K.A. 260
00 2 K.A. 230
0o 2 K.A. 290
00 2 K.A. 270
0o 2 K.A. 290
00 2 K.A. 680
00 2 K.A. 1.270
00 2 K.A. 780
00 2 K.A. 640
40 2 K.A. 3.740
0o 8 p.4. 6.040
no 12 k.a. 3.510
0o 2 K.A. 190




00 2 K.A. 200
00 2 K.A. 580
no 12 p.a. 3.430
no 12 p.a. 6.340
00 10 p.a. 2.320
00 10 p.a. 2.990
00 10 p.a. 5.380
009 p.4. 3.200
009 p.4. 2.180
0o 2 K.A. 2.230
00 6 K.A. 6.680
00 6 K.A. 10.120
0o 6 K.A. 8.565
£o 11 k.a. 4.060
£o 11 k.a. 2.405
00 8 K.A. 4.180
00 7 K.A. 4.130
00 9 K.Aa. 4.500
00 2 K.A. 290
0o 2 K.A. 10
40 5 K.A. 2.740




[0 5 K.Aa. 2.740
4o 5k.a. 2.740
00 5 K.a. 3.290
4o 5k.a. 4.390
[o 5k.a. 4.840
00 6 K.A. 3.290
00 2 K.A. 200
40 2 K.A. 200
00 2 K.A. 260
40 2 K.A. 230
00 2 K.A. 1.100
4o 2 K.A. 1.160
00 2 K.A. 1
00 2 K.A. 50
40 2 p.4. 230
0o 2 K.A. 10
00 2 K.A. 1020
0o 2 K.A. 230
00 2 K.A. 210
00 2 K.A. 230
00 2 K.A. 230
40 2 K.A. 260
00 2 K.A. 370
00 2 K.A. 230
0o 2 K.A. 230




00 2 K.A. 500
00 2 K.A. 390
40 2 K.A. 230
40 2 K.A. 330
40 2 K.A. 230
00 5 K.a. 3.680
0o 8 p.4. 4.360
no 10 k.4. 3.680
no 4 p.a. 990
no7p.4. 1.400
no 7 p.4. 1.400
no7p.4. 2.880
4o 7 K.A. 6.280
00 7 K.A. 1.740
00 2 K.A. 1.210
00 2 K.A. 2.230
00 2 K.A. 1.490
0o 2 K.A. 2.140
0o 2 K.A. 2.120
40 5 K.A. 2.740
4o 5k.a. 3.370
00 5 K.Aa. 3.730
4o 5k.a. 17.470
00 8 K.A. 3.360
0o 2 K.A. 1.080
40 2 K.A. 1.190




00 2 K.A. 2.230
A0 4 K.A. 1.870
00 5 K.a. 3.390
00 5 K.a. 3.390
4o 5k.a. 3.390
4o 5k.a. 7.130
4o 5k.a. 12.980
00 5 K.a. 3.390
4o 5k.a. 3.390
40 5K.4. 3.390
[o 5k.a. 3.390
[0 4 K.4. 3.390
[o 5k.a. 3.390
[0 5K.4. 3.390
[o 5k.a. 3.390
40 5K.4. 3.390
[o 5k.a. 4.460
40 5K.4. 5.460
b0 5 p.o. 28.690
[0 5 p.a. 11.050
0o 5 p.a. 18.710
[0 5 p.a. 6.280
00 2 K.A. 3.230
[o 5k.a. 2.820
00 5 K.Aa. 2.820
00 5 K.Aa. 5.140
[0 5kK.a. 21.480
00 7 K.A. 4.480
00 7 K.A. 2.795
00 7 K.Aa. 8.545




00 9 K.A. 7.820
00 5 K.a. 3.230
0o 5 k.4, 3.230
00 9 K.A. 7.450
00 4 k.4, 890
4o 2 K.A. 800
4o 2 K.A. 270
40 2 p.4. 440
4o 2 K.A. 450
0o 2 K.A. 270
00 2 K.A. 230
0o 2 K.A. 290
00 2 K.A. 360
Ao 2 K.A. -
no 3 K.A. 760
4o 3 p.4. 720
0o 2 K.A. 470
00 2 K.A. 520
0o 2 K.A. 860
00 2 K.A. 470
0o 2 K.A. 1.250
00 2 K.A. 920
00 2 K.A. 700
009 p.4. 1.970
00 10 p.a. 3.860
00 2 K.A. 590
40 2 K.A. 550
00 3 K.A4. 850




00 2 K.A. 3.420
00 2 p.4. 1.090
[0 5 p.4. 4.450
A0 3 p.A. 4.790
no7p.4. 9.290
009 p.a. 2.640
00 2 K.A. 2.440
4o 3 K.A. 910
no7p.4. 4.390
40 6 p.4. 9.430
00 3 p.4. 4.180
no 7 p.4. 10.780
no7p.4. 6.040
00 2 K.A. 660
00 2 K.A. 1.250
00 3 K.A4. 4.310
00 2 p.4. 1.410
00 2 K.A. 590
0o 2 K.A. 780
0o 2 K.A. 850
0o 2 K.A. 1.190
00 2 K.A. 850
00 2 K.A. 1.350
00 2 K.A. 790
40 2 K.A. 1.780




00 2 K.A. 3.060
00 2 p.A. 100
00 2 K.A. 3.060
00 2 p.A. 100
[0 4 K.Ao. 1.460
00 2 K.A. 1.300
00 2 K.A. 2.220
00 6 p.4. 7.810
00 2 K.A. 3.760
00 6 p.4. 2.950
0o 8 p.4. 2.970
no 12 p.p. 3.430
0012 p.a. 6.340
00 2 K.A. 660
00 2 K.A. 660
4o 8 p.4. 6.370
40 3 K.4. 310
no 4 p.a. 3.290
0o 2 p.a. 900




00 2 K.A. 520
00 2 K.A. 650
00 2 p.4. 1.350
40 2 K.A. 460
40 2 K.A. 480
00 2 K.A. 490
40 2 K.A. 1.400
0o 5 k.4, 5.200
00 3 p.4. 510
00 2 K.A. 520
00 2 K.A. 480
00 2 K.A. 520
4o 2 K.A. 480
00 2 K.A. 480
[o 5k.a. 8.840
00 3 p.4. 830
no 3 K.A. 860
00 2 K.A. 480
0o 2 K.A. 590
no 7 p.4. 800
0o 2 K.A. 1.920
00 2 K.A. 1.220
00 2 K.A. 460
40 2 K.A. 1020
40 2 K.A. 790
0o 2 K.A. 850




00 2 K.A. 1.350
0o 3 p.4. 1.350
00 2 p.A. 2.130
00 5 K.a. 3.230
no 7 p.4. 6.740
00 2 p.4. 850
4o 8 K.A. 1.110
00 7 K.4. 2.065
[o 7 K.Ao. 5.240
4o 7 K.A. 8.120
£o 10 K.a. 5.740
no7p.4. 8.250
no 7 p.4. 8.490
no7p.4. 10.390
00 2 K.A. 480
0o 2 K.A. 1.370
4o 5 p.a. 1.910
0o 2 K.A. 1.370
[0 5 p.4. 1.670
00 2 K.A. 670
[0 5kK.a. 2.180
no 4 k.a. 2.650
00 2 K.A. 670
0o 2 K.A. 670
00 9 K.Aa. 8.800
go 11 k.a. 2.385
go 11 k.a. 5.310
00 9 K.A. 8.640




00 9 K.A. 14.400
0o 9 K.A. 2.110
00 9 K.4. 2.240
no 11 k.a. 8.415
£o 11 k.a. 8.270
no 11 k.a. 2.385
no 11 k.a. 9.320
0o 9 K.A. 6.280
0o 9 K.A. 5.220
00 7 K.A. 6.870
009 p.4. 7.330
no 7 p.4. 1.410
no 7 p.4. 1.410
no 7 p.4. 1.410
£o 8 p.4. 8.140
40 2 K.A. 490
00 2 K.A. 730
4o 5k.a. 9.650
00 9 K.A. 2.100
no 10 k.a. 2.980
00 9 K.Aa. 2.240




00 7 K.A. 1.860
00 9 K.A. 2.240
no 11 k.a. 2.330
0o 9 K.A. 8.510
0o 9 K.A. 6.535
4o 8 K.4. 7.870
no7p.4. 6.490
no 7 p.a. 1.630
4o 10 K.Aa. 13.270
no 11 Kk.a. 9.160
00 7 K.A. 8.545




no 11 k.a. 16.330
no 11 k.a. 32.190
005 p.4. 8.990
00 3 K.A. 2.760
00 6 K.A. 2.670
00 6 p.4. 700
0o 2 K.A. 590
0o 2 K.A. 590
0o 2 K.A. 590
00 2 K.A. 590
0o 2 K.A. 680
00 2 K.A. 680
0o 2 K.A. 1000
0o 2 K.A. 1000
0o 2 K.A. 780
00 2 K.A. 780
0o 8 p.4. 1000
00 2 K.A. 2.010
00 2 K.A. 2.300




00 2 p.A. 170
00 2 K.A. 2.160
40 2 K.A. 1.530
00 2 p.A. 2.820
00 2 p.4. 130
00 3 p.4. 5.950
4o 3 p.4. 4.600
00 3 p.4. 8.620
4o 3 p.4. 1.700
00 3 p.4. 1.790
40 5K.4. 1.860
[0 5kK.4. 1.860
[o 5k.a. 3.560
[0 5 p.4. 4.170
[0 5 p.4. 4.170
4o 5 p.a. 7.020
40 2 p.4. 240
40 2 p.4. 360
40 2 p.4. 360
0o 2 K.A. 670
no 7 p.4. 1.330
0o 2 K.A. 590




00 2 K.A. 960
00 2 p.A. 65
00 2 p.A. 65
00 8 K.A4. 1.720
40 2 K.A. 750
40 2 K.A. 10
[0 5 K.Aa. 3.320
[o 5k.a. 3.270
[0 4 K.Aa. 3.610
[o 5k.a. 3.470
00 5 K.A4. 3.270
no 4 k.a. 3.950
00 4 K.Ao. 3.210
00 10 p.a. 2.680
00 5 K.Aa. 2.720
[o 5k.a. 3.560
00 5 K.Aa. 3.450




00 8 K.A. 9.540
4o 8 K.4. 11.350
4o 7 K.A. 8.470
0o 7 K.A. 2.140
[o 7 K.A. 6.040
[o 7 K.A. 3.890
no 8 K.A. 3.890
[0 5kK.a. 2.740
no 5k.a. 3.840
40 2 p.4. 1.410
00 2 K.A. 670
[0 5p.4. 1.210
00 3 K.A. 1.880




4o 5k.a. 6.200
00 2 K.A. 8.690
0o 6 p.4. 2.090
00 6 p.4. 2.090
00 6 p.4. 5.100
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 1.670
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 4.360
00 6 p.4. 420
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420




00 6 p.a. 420
00 6 p.4. 420
00 6 p.a. 420
00 6 p.4. 420
00 6 p.a. 420
00 6 p.4. 420
00 6 p.a. 420
00 6 p.4. 2.710
0o 6 p.4. 5.190
0o 6 p.4. 9.100
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 400




00 6 p.a. 420
00 6 p.4. 420
00 6 p.a. 420
00 6 p.4. 420
00 6 p.a. 2.710
00 6 p.4. 5.190
00 6 p.4. 9.100
00 6 p.4. 420
0o 6 p.4. 400
00 6 p.4. 400
40 6 p.4. 400
00 6 p.4. 400
40 6 p.4. 400
00 6 p.4. 400
40 6 p.4. 400
00 6 p.4. 400
40 6 p.4. 420
00 6 p.4. 400
40 6 p.4. 420
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 420
00 6 p.4. 420
40 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 420
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 400
00 6 p.4. 420
00 6 p.4. 420




00 6 p.4. 400

005 p.4. 4.140
4o 5k.a. 1.830
00 2 p.4. 1.300
4o 5k.a. 4.140
00 3 k.4, 1.490
[o 4 k.a. 5.130
00 4 k.4, 5.130
4o 3 K.A. 2.270
no 4 k.a. 4.880
[0 5K.4. 5.390
[0 5 K.Aa. 4.510
00 2 p.4. 1.930
40 2 p.4. 2.050
no 3 K.A. 4.750
4o 5 p.a. 3.860
[o 5k.a. 3.730
[0 5kK.4. 3.730
[o 5k.a. 3.730
[0 5kK.a. 3.730
[o 5k.a. 3.730
[0 5kK.a. 3.730
[o 5k.a. 3.730
4o 5kK.a. 3.730
[o 5k.a. 3.980
[0 5kK.a. 3.490
[o 5k.a. 3.490
[0 5kK.a. 3.490
no 5k.a. 3.490
4o 5kK.a. 3.490
[o 5k.a. 3.490
4o 5kK.a. 3.490
00 5 K.Aa. 3.490
4o 5k.a. 5.610
00 5 K.Aa. 3.130
4o 5k.a. 3.130
00 5 K.Aa. 3.660
4o 5k.a. 3.620
00 5 K.Aa. 3.070
4o 5k.a. 3.070
00 5 K.Aa. 3.070




00 5 K.a. 3.290
no 4 k.4. 1.430
[0 4 K.Ao. 1.430
[0 4 K.Ao. 4.190
00 4 k.4, 3.290
00 4 k.4, 5.630
no 4 k.a. 4.000
00 4 k.4, 2.930
[o 4 k.a. 5.630
00 5 K.a. 4.000
[o 4 k.a. 4.000
[0 4 K.4. 4.000
no 4 k.a. 3.660
[0 4 K.4. 3.780
no 4 k.a. 3.950
[0 4 K.4. 2.600
no 4 k.a. 1.700
[0 4 K.4. 4.000
[o 5k.a. 3.590
00 2 K.A. 360
00 2 K.A. 270
4o 3 p.4. 210
00 2 K.A. 65
0o 2 K.A. 920
00 2 K.A. 720
00 2 K.A. 460
00 2 K.A. 280
40 2 K.A. 410
00 2 K.A. 320
0o 2 K.A. 260
40 2 K.A. 240




00 2 K.A. 340
40 2 K.A. 240
00 2 K.A. 270
40 2 K.A. 470
40 2 K.A. 290
00 2 K.A. 290
00 2 K.A. 260
40 2 K.A. 480
00 2 K.A. 1.240
[0 5K.4. 2.960
4o 2 K.A. 450
4o 2 K.A. 860
40 6 p.4. 2.000
00 6 p.4. 2.220
00 6 K.A. 7.200
00 6 p.4. 3.400
40 6 p.4. 4.220
00 5 K.A4. 3.230
no 5k.a. 2.820
009 p.4. 5.550
00 6 p.4. 1.380
4o 8 K.A. 3.055
4o 8 K.A. 6.155
00 8 K.A. 9.235




00 3 K.A4. 4.670
4o 3 K.A. 1.770
00 3 k.4, 1.770
0o 3 K.4. 1.770
00 4 k.4, 1.600
4o 5k.a. 5.200
[0 5 K.Aa. 5.200
00 10 p.a. 7.080
no 4 p.a. 5.570
[o 5k.a. 2.920
00 6 p.4. 1030
00 2 K.A. 340
4o 3 p.4. 1.500
00 2 K.A. 380
no 4 p.a. 1030
0o 4 K.4. 3.830
0o 8 p.4. 2.440
4o 8 p.4. 1.860
0o 8 p.4. 4.240
bo 8 p.4. 4.380
0o 8 p.4. 9.740
no 7 p.4. 2.300
no7p.4. 1.710




[o 4 Kk.ao. 4.260
009 p.4. 3.070
005 p.4. 6.070
005 p.4. 6.070
009 p.4. 3.390
00 6 p.a. 10.160
A0 5 p.A. 760
[o 5 p.a. 760
4o 5 p.4. 1.460
4o 5 p.a. 770
4o 5 p.4. 1.460
[0 5 p.a. 2.900
00 6 p.4. 6.920
00 2 K.A. 510
no 3 K.A. 2.610
no 3 K.A. 870
£o 11 k.a. 3.550
00 6 p.4. 1.120
00 6 p.4. 1.120
[0 4 K.A. 1.210
00 6 p.4. 9.630




00 6 p.4. 9.630
no7p.4. 820
no7p.4. 820
4o 2 K.A. 370
4o 3 p.4. 770
4o 3 p.4. 850
4o 8 p.4. 3.590
no 7 p.4. 3.070
[0 4 K.4. 1.140
00 2 K.A. 720
00 2 K.A. 720
4o 5 p.a. 960
40 3 K.4. 1.170
4o 3 p.4. 400
4o 3 p.4. 400
0o 3 p.4. 400




0o 3 p.4. 400
00 2 K.A. 390
40 2 K.A. 3.860
00 2 p.4. 7.200
00 3 p.a. 1.250
00 3 p.4. 1.310
4o 3 p.4. 1.310
00 3 p.4. 590
00 3 p.4. 1.420
4o 3 p.4. 590
4o 3 p.4. 590
4o 3 p.4. 590




A0 3 p.A. 860
00 3 p.a. 1.480
00 3 p.4. 3.370
00 2 K.A. 1.330
4o 3 p.4. 1.310
00 3 p.4. 1.660
00 2 K.A. 480
00 2 K.A. 480
00 2 K.A. 480
40 5 K.A. 2.250
4o 8 K.4. 1.100
00 8 K.A. 1.460
00 6 K.A. 1010
00 6 K.A. 1.140
[0 5 p.a. 3.090




A0 5 p.A. 890
00 9 K.4. 2.190
00 9 K.4. 2.190
00 9 K.4. 2.190
00 2 K.A. 700
40 2 K.A. 1.040
00 2 K.A. 940
00 2 K.A. 660
4o 2 K.A. 780
00 2 K.A. 740
0o 2 K.A. 1000
0o 2 K.A. 700
00 2 K.A. 780
0o 2 K.A. 1.900
00 2 K.A. 740
00 2 K.A. 4.690
00 2 K.A. 460
00 2 K.A. 870
00 6 p.4. 1.270
00 2 K.A. 6.020
40 2 K.A. 4.530
405 p.4. 4.990




A0 6 p.Aa. 3.700
no 13 p.a. 17.350
0o 13 p.a. 17.350
£0 6 p.a. 8.120
00 6 p.4. 1.170
A0 6 p.a. 1.170
00 2 K.A. 950
00 2 K.A. 900
[o 5k.a. 1.170
40 5K.4. 1.300
0o 2 K.A. 950
0o 2 K.A. 480
[0 5 p.4. 1.080
4o 5 p.a. 860
00 3 p.4. 480
00 6 p.4. 950
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
0o 2 K.A. 610




00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 480
40 2 K.A. 670
40 2 K.A. 670
00 2 K.A. 670
4o 2 K.A. 670
4o 2 K.A. 670
00 2 K.A. 670
0o 2 K.A. 860
0o 2 K.A. 670
0o 2 K.A. 670
0o 2 K.A. 670
0o 2 K.A. 610
4o 5 p.4. 830
00 2 K.A. 490
00 2 K.A. 490
40 2 K.A. 490
00 2 K.A. 490
40 2 K.A. 610
40 2 K.A. 490




00 2 K.A. 490
00 2 K.A. 490
00 2 K.A. 490
00 6 p.4. 1.140
A0 6 p.A. 1.090
4o 5 p.a. 1.040
4o 2 K.A. 480
00 2 K.A. 480
00 2 K.A. 500
0o 2 K.A. 500
00 2 K.A. 480
00 2 K.A. 480
00 2 K.A. 480
0o 6 K.A. 1.150
00 2 K.A. 2.090
00 2 K.A. 2.210
00 6 K.A. 1000




0o 4 k.4, 680
[o 4 k.a. 680
00 4 k.4, 680
00 6 K.A. 1.770
00 8 K.A. 2.260
00 8 K.A. 2.400
4o 5 p.4. 1.440
00 6 K.A. 1.090
no 15 k.a. 2.020
no 4 k.a. 680
[0 4 K.4. 680
[0 4 K.4. 680
00 6 K.A4. 810
0o 6 K.A. 810
00 6 K.A. 810
00 6 K.A. 810
no 7 p.4. 1.140
4o 10 K.a. 2.020




A0 6 p.A. 960
no4p.a. 810
00 2 K.A. 500
00 2 K.A. 500
00 2 K.A. 500
40 2 K.A. 500
00 2 K.A. 500
00 2 K.A. 500
40 2 K.A. 500
4o 2 K.A. 480
00 2 K.A. 1.450
4o 2 K.A. 580
00 2 K.A. 1.040
0o 7 K.A. 1.500
4o 5 p.a. 3.370
00 7 K.A. 1.140
40 6 p.4. 5.550
40 6 p.4. 5.550
00 6 p.4. 720
00 6 p.4. 920
0o 4 K.4. 5.000
no 4 k.a. 1.140




00 4 p.a. 1.830
no 7 p.o. 2.050
40 2 K.A. 2.070
4o 5 p.4. 1.300
4o 5 p.a. 1.300
4o 5 p.4. 1.300
no 10 k.Aa. 2.360
4o 3 p.4. 1.230
0o 8 p.4. 1.250
4o 5 p.a. 1.070
[o 7 K.A. 1.080
[0 5 p.4. 1.340
40 2 K.A. 1.340
40 2 K.A. 1.340
no4p.a. 2.160




4o 5 p.a. 2.160
40 2 K.A. 2.070
0o 3 p.4. 700
40 2 K.A. 480
00 2 K.A. 560
no7p.4. 8.120
00 6 p.4. 1.460
00 2 K.A. 940
4o 2 K.A. 1.270
00 2 K.A. 580
no4p.a. 310
no4p.a. 340
40 6 p.4. 340
no 4 p.a. 340
[0 4 p.4. 720
no 4 p.a. 350
00 6 K.Aa. 1.090




4o 4 k.4, 780
00 2 K.A. 1.710
00 6 K.4. 1.150
no4p.a. 3.100
40 2 K.A. 1030
4o 3 p.4. 1.340
00 24 p.p. 2.570
00 24 p.p. 2.570
no7p.4. 1.400
[0 5 p.a. 9.910
00 2 K.A. 500
00 2 K.A. 500
0o 2 K.A. 480
00 2 K.A. 500
00 2 K.A. 500
0o 2 K.A. 500
4o 3 p.4. 940
4o 3 p.4. 640
4o 3 p.4. 490
0o 4 p.a. 390




no 5 p.a. 1.300
A0 5 p.A. 650
[o 5 p.a. 650
A0 6 p.A. 880
[o 5 p.a. 1.530
00 4 p.a. 700
00 4 p.a. 700
4o 5 p.4. 1000
00 2 K.A. 580
0o 2 K.A. 370
00 2 K.A. 390
[0 5 p.a. 2.770
00 2 K.A. 2.560
[0 5 p.4. 2.200
[0 5 p.4. 3.200
0o 2 K.A. 4.840
00 2 K.A. 1.920
40 2 K.A. 2.380
0o 2 K.A. 770




00 2 K.A. 580
40 2 K.A. 580
00 2 K.A. 580
005 p.4. 3.450
4o 5 p.4. 2.810
005 p.a. 3.340
[0 5 p.a. 3.340
[0 5 p.a. 3.500
[0 5 p.a. 2.240
00 2 p.4. 3.280
00 2 K.A. 2.850
00 2 K.A. 2.540
00 2 K.A. 6.500
0o 2 K.A. 1.860
4o 5 p.a. 1.660
005 p.4. 3.290
0o 4 K.4. 4.020
40 5 K.A. 2.740
405 p.4. 5.240
[0 5 p.a. 1.890
[0 5 p.a. 1.990




00 2 K.A. 390
0o 4 K.a. 1.090
A0 5 p.A. 810
005 p.4. 830
00 2 p.4. 2.440
00 3 p.4. 1020
4o 3 p.4. 1020
00 3 p.4. 1020
00 9 K.A. 970
0o 9 K.A. 1.150
no 4 p.4. 1.120
00 6 p.4. 1.120
[0 5 p.4. 3.230
00 6 p.4. 1.120
00 6 p.4. 1.120

1k.4. 2.190




00 6 p.4. 680
40 2 K.A. 1.080
no 4 k.a. 760
00 4 K.4. 680
[o 4 k.a. 680
0o 4 K.a. 680
[o 4 k.a. 680
[0 4 K.4. 680
no 4 k.a. 680
[0 7 K.Ao. 1.310
00 8 K.A. 1.430
40 8 K.A. 1.810
00 2 K.A. 340
00 2 K.A. 520
40 6 p.4. 1.300
no 7 p.4. 2.820
no 7 p.4. 2.820
00 2 K.A. 490
00 2 K.A. 490
00 2 K.A. 490
40 2 K.A. 490




00 2 K.A. 490
40 2 K.A. 590
40 2 K.A. 490
40 2 K.A. 490
40 2 K.A. 490
[o 5 p.a. 260
0o 6 K.A. 1010
4o 7 K.A. 1.290
no7p.4. 1.440
[o 7 K.A. 1.560
[o 5k.a. 1.100
00 6 K.Aa. 1.290
no 7 p.4. 1.390




00 6 K.Aa. 1.560
4o 5 p.a. 1.440
no 4 p.a. 1.270
00 4 p.a. 940
no 4 p.a. 640
no 4 p.a. 640
00 6 K.A. 990
0o 7 K.A. 1.300
0o 6 K.A. 1.090
00 7 K.A. 1.400
00 2 K.A. 1.670
4o 3 p.4. 1000
4o 3 p.4. 1000
4o 3 p.4. 1000
4o 3 p.4. 1000
4o 3 p.4. 920
4o 3 p.4. 920
4o 3 p.4. 920
405 p.4. 1.140




A0 3 p.A. 920
00 4 p.a. 750
00 6 K.4. 1.440
[o 7 K.Ao. 1.250
[0 4 K.4. 650
4o 2 K.A. 480
00 2 K.A. 480
4o 2 K.A. 1.440
00 2 K.A. 490
00 2 K.A. 590
00 2 K.A. 490
[0 4 K.4. 740
00 6 p.4. 880
0o 2 K.A. 480
0o 2 K.A. 480
0o 2 K.A. 450
00 6 K.A. 2.590
00 2 K.A. 490
40 2 K.A. 890
40 2 K.A. 490




00 2 K.A. 470
00 2 K.A. 550
00 2 K.A. 720
00 2 K.A. 490
00 2 K.A. 490
00 9 K.Aa. 930
00 9 K.A. 930
00 9 K.Aa. 760
005 p.4. 1.630
no4p.a. 3.950
no4p.a. 1.630
00 6 p.4. 920
00 6 p.4. 920
0o 2 K.A. 500
0o 2 K.A. 500
00 2 K.A. 480
00 2 K.A. 520
00 2 K.A. 520
40 2 K.A. 480
00 2 K.A. 500
40 2 K.A. 500




00 2 K.A. 460
00 2 K.A. 480
no4p.a. 960
A0 5 p.A. 1000
no7p.4. 4.430
no7p.4. 4.430
no4p.a. 3.050
005 p.4. 950
00 3 K.A. 400
00 3 p.4. 670
00 3 p.4. 480
no4p.a. 1.210
[0 5 p.a. 700
[0 5 p.4. 740
0o 2 K.A. 520
0o 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 720
40 2 K.A. 520




00 2 K.A. 520
40 2 K.A. 455
[o 5 p.a. 960
Ao 4 p.4. 700
Ao 4 p.4. 740
A0 3 p.A. 1.270
4o 3 p.4. 940
4o 3 p.4. 640
00 3 p.4. 640
[0 5 p.a. 730
00 2 K.A. 490
0o 2 K.A. 580
£0 2 K.A. 1.440
0o 2 K.A. 520
00 2 K.A. 520
0o 2 K.A. 520
0o 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 480
40 2 K.A. 550
40 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
0o 2 K.A. 480




0o 4 p.a. 580
[0 5p.4. 1.490
00 2 K.A. 520
00 2 K.A. 520
40 2 K.A. 520
40 2 K.A. 480
4o 2 K.A. 550
4o 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
00 2 K.A. 520
0o 2 K.A. 580
0o 2 K.A. 580
0o 2 K.A. 780
0o 2 K.A. 990
0o 2 K.A. 640
0o 9 K.A. 1.340
00 4 K.a. 1.090
40 2 K.A. 1.460
[o 7 p.A4. 3.210




00 6 p.A. 8.220
A0 6 p.A. 3.550
005 p.4. 760
0o 8 p.4. 710
4o 8 p.4. 930
00 8 p.4. 1.480
no 4 p.a. 1.250
no4p.a. 1.250
no 4 p.a. 790
no 4 p.a. 790
no 4 p.a. 790
00 10 p.a. 5.500
005 p.4. 1.450
I 300
00 6 K.A. 2.170




4o 4 k.4, 610
£o 10 K.a. 2.050
00 8 K.A. 1.290
0o 8 p.a. 1.450
40 8 K.A. 1.560
00 7 K.A. 1.490
no 7 p.4. 1.650
00 7 K.A. 1.540
no 7 p.4. 1.690
00 7 K.A. 1.690
00 7 K.A. 1.340
no 7 p.4. 1.390
[0 7 K.A. 1.560
[0 7 K.A. 1.830




no 7 p.a. 1.990
4o 7 K.Ao. 2.120
00 7 K.4. 1.690
no7p.4. 1.990
4o 7 K.A. 2.120
4o 7 K.A. 1.830
no 7 p.4. 1.990
[0 7 K.A. 2.120
00 7 K.A. 1.330
[o 7 K.A. 1.540
0o 2 K.A. 1.370
00 2 K.A. 1.160
00 2 K.A. 1.700
00 2 K.A. 1.400
40 2 K.A. 2.360




00 2 K.A. 2.360
40 2 K.A. 1.770
00 2 K.A. 1.510
4o 7 K.A. 1.780
4o 7 K.A. 2.190
no 8 K.A. 1.790
00 8 K.A. 2.020
[o 7 K.A. 2.250
[o 7 K.A. 2.020
00 7 K.A. 2.190
no 8 K.A. 2.140
4o 5 p.a. 5.230
no7p.4. 2.330
no 7 p.A4. 1.970
00 6 K.Aa. 3.290
0o 4 K.4. 1.530
00 4 K.a. 310




4o 5 p.a. 1.340
A0 5 p.A. 3.290
40 2 K.A. 370
00 2 K.A. 370
40 2 K.A. 370
00 2 K.A. 510
00 8 p.a. 18.620
40 2 K.A. 1.270
no 4 p.a. 1.580
no 7 p.4. 3.550
no7p.4. 2.820
no7p.4. 2.820
00 6 p.4. 7.510
00 2 K.A. 1.150
00 2 K.A. 580
0o 2 K.A. 580
no 7 p.4. 2.180
no 7 p.4. 3.200
0o 8 p.4. 4.170
no 7 p.4. 4.180
no 7 p.4. 2.290
00 6 p.4. 3.100
[0 5 p.a. 3.100
00 6 p.4. 3.100
00 6 p.4. 3.100
405 p.4. 3.060
no7p.4. 5.750




no4p.a. 1.770
no4p.a. 1.520
009 p.a. 1.810
009 p.4. 1.860
00 8 p.4. 2.370
no 4 p.a. 1.770
009 p.4. 6.150
009 p.4. 5.070
£0 12 p.a. 1.770
009 p.4. 3.400
no 17 p.a. 6.120
no 12 p.a. 3.400
00 2 K.A. 1.940
405 p.4. 1.950
[0 5 p.a. 1.950
[0 5 p.a. 1.950
[0 5 p.a. 1.950




A0 5 p.A. 1.950
0o 5 p.a. 1.950
005 p.4. 2.120
005 p.4. 1.950
005 p.4. 1.950
005 p.4. 1.950
005 p.4. 1.950
A0 5 p.A. 1.950
4o 5 p.4. 1.910
009 p.4. 13.980
no 7 p.4. 5.430
009 p.4. 3.450
009 p.4. 8.380
[0 5 p.a. 990
00 6 p.4. 2.510
[0 5 p.4. 1.630
00 6 p.4. 1.210
4o 5 p.a. 1.250
[0 5 p.4. 1.620
4o 5 p.a. 1.560
no 7 p.4. 1.950
no 12 p.a. 1.910
bo 12 p.a. 1.910
009 p.4. 12.750
00 10 p.a. 2.720
no 14 p.a. 4.440




no 14 p.a. 6.070
no7p.4. 2.740
no 7 p.4. 2.740
no 7 p.4. 2.740
no 7 p.4. 1.480
no 7 p.4. 1.850
Ao 7 p.A. 1.950
no7p.4. 1.620
0o 8 p.4. 1.740
0o 8 p.4. 8.650
40 9 p.4. 3.450
4o 5 p.4. 1.370
40 9 p.4. 4.710
00 2 K.A. 2.380
00 9 p.4. 3.230
009 p.4. 2.070
£0 12 p.a. 1.770
4o 8 p.4. 2.440
no 7 p.4. 4.020
00 10 p.a. 2.480
b0 10 p.a. 2.190
009 p.4. 2.440
no 12 p.a. 4.460




A0 9 p.A. 1.680
no 12 p.a. 1.770
no 12 p.a. 1.770
A0 9 p.A. 4.910
009 p.4. 3.580
009 p.4. 4.210
40 9 p.4. 5.920
[0 12 p.a. 6.260
£o 12 p.a. 2.180
no 12 p.a. 2.510
009 p.4. 3.090
£0 12 p.a. 920
A0 12 p.pa. 2.440
no 12 p.a. 2.440
00 9 p.4. 4.180
00 9 p.4. 2.020
009 p.4. 1.770
009 p.4. 2.440
009 p.4. 4.280




009 p.4. 3.200
009 p.4. 3.430
009 p.4. 3.430
009 p.4. 3.430
009 p.4. 3.430
009 p.4. 3.430
40 9 p.4. 6.280
4o 8 p.4. 7.700
80 10 p.a. 1.750
009 p.4. 1.920
009 p.4. 2.150
009 p.4. 1.830
[0 5 p.4. 960
[0 5 p.4. 960
[0 5 p.4. 1.400
[0 5 p.4. 1.400
n0 12 p.a. 2.360
009 p.4. 1.800
009 p.4. 1.800
009 p.4. 1.770
009 p.4. 2.650




no 12 p.a. 4.290
009 p.4. 6.980
A0 9 p.Aa. 3.220
009 p.4. 5.100
Ao 8 p.a. 1.770
A0 8 p.a. 2.960
4o 8 p.4. 1.770
0o 8 p.4. 2.970
4o 5 p.4. 1.530
4o 5 p.4. 2.290
4o 5 p.a. 2.190
40 9 p.4. 2.090
00 9 p.4. 2.090
00 9 p.4. 2.090
00 9 p.4. 2.090
4o 5 p.a. 4.190
009 p.4. 4.500
009 p.4. 2.180
00 9 p.4. 2.180
009 p.4. 2.270
009 p.4. 5.270
009 p.4. 2.440




[0 5 p.a. 2.390
no 12 p.a. 4.040
00 10 p.a. 1.750
009 p.4. 8.290
009 p.4. 5.550
no 12 p.p. 8.290
009 p.4. 8.290
009 p.4. 6.340
40 9 p.4. 4.500
00 10 p.a. 6.340
009 p.4. 2.590
no 7 p.4. 2.180
00 9 p.4. 9.160
009 p.4. 9.160
009 p.a. 19.260
009 p.a. 19.460
009 p.4. 4.910
009 p.4. 8.160




no 10 p.a. 8.470
no7p.4. 3.030
Ao 7 p.A. 5.550
no 7 p.4. 4.180
no 12 p.a. 9.020
no7p.4. 7.040
009 p.a. 4.810
00 10 p.a. 1.950
no 4 p.a. 3.470
40 9 p.4. 2.440
[0 12 p.a. 3.910
009 p.4. 4.500
no 12 p.a. 4.720
[o 5k.a. 1.340
[o 5k.a. 3.070
no 5k.a. 1.220
[o 5k.a. 720
o 5k.a. 1.210
00 5 K.Aa. 1.530
o 5k.a. 1.210
00 5 K.Aa. 3.430
4o 5k.a. 1.530




00 5 K.a. 1.350
4o 5k.a. 3.070
00 5 K.a. 3.070
00 5 K.a. 960
4o 5k.a. 1.210
[0 5 K.Ao. 1.220
4o 5k.a. 1.530
009 p.4. 1.530
4o 5k.a. 1.210
40 5K.4. 1.190
[o 5k.a. 960
[0 5K.4. 3.070
[0 5K.4. 2.080
40 5K.4. 3.070
40 9 p.4. 1.530
00 5 K.Aa. 1.210
00 5 K.A4. 1.210
[o 5k.a. 1.350
[0 5kK.a. 1.350
[o 5k.a. 1.220
00 9 p.4. 1.250
00 5 K.Aa. 1.220
[0 5kK.a. 1.060
00 5 K.Aa. 1.210
o 5k.a. 1.210
no5k.a. 1.210
00 5 K.Aa. 3.070
no5k.a. 1.210
009 p.4. 1.530
4o 5k.a. 1.210
00 5 K.Aa. 970




4o 5 k.a. 1.060
4o 5k.a. 1.070
[0 5 K.Ao. 1.220
4o 5k.a. 1.210
4o 5k.a. 2.560
4o 5k.a. 1.090
0o 5k.a. 1.350
4o 5k.a. 970
[0 5 K.Aa. 1.210
[0 5 K.Aa. 1.210
[o 5k.a. 1.210
[0 5K.4. 1.350
40 9 p.4. 1.530
[o 5k.a. 1.210
[o 5k.a. 1.210
[0 5 K.Aa. 1.210
[o 5k.a. 1.210
[o 5k.a. 1.060
00 5 K.A4. 1.210
[o 5k.a. 1.350
[o 5k.a. 1.210
[o 5k.a. 2.200
no 5k.a. 1.210
4o 5kK.a. 3.070
00 5 K.Aa. 1.210
4o 5k.a. 1.300
no5k.a. 1.210
4o 5k.a. 1.340
00 5 K.Aa. 1.350
4o 5k.a. 1.680
00 5 K.Aa. 1.530
00 5 K.Aa. 1.090




[0 5 K.Aa. 2.200
00 5 K.a. 3.070
[0 5 K.Ao. 1.210
005 p.4. 1.330
4o 5k.a. 1.530
4o 5k.a. 1.090
[0 5 K.Aa. 1.210
4o 5k.a. 1.530
00 5 K.a. 1.530
4o 5k.a. 1.210
40 5K.4. 1.350
[o 5k.a. 1.550
[0 5K.4. 1.550
40 5K.4. 1.330
40 5K.4. 1.550
[0 5kK.4. 1.550
[0 5kK.a. 1.550
00 9 p.4. 2.040
4o 5kK.a. 1.440
[0 5 p.4. 1.680
no 5k.a. 3.070
[o 5k.a. 1.090
o 5k.a. 1.220
009 p.4. 1.470
4o 5k.a. 1.220
4o 5k.a. 2.450
4o 5k.a. 2.450
4o 5k.a. 1.220




00 6 p.4. 3.200
4o 5k.a. 1.210
009 p.4. 1.350
[0 5 K.Ao. 1.210
00 6 p.4. 1.680
4o 5k.a. 1.210
009 p.4. 1.530
4o 5k.a. 1.210
00 5 K.a. 1.350
00 5 K.a. 960
[0 5 K.Aa. 890
[0 5 K.Aa. 1.710
[o 5k.a. 1.210
[0 5K.4. 1.350
[o 5k.a. 4.160
[o 5k.a. 1.210
[o 5k.a. 3.070
[o 5k.a. 3.070
[o 5k.a. 3.070
[o 5k.a. 3.070
[o 5k.a. 1.210
no 3 K.A. 1.110
no 3 K.A. 1.110
[o 5k.a. 1.210
40 5 K.A. 1.400
40 5 K.A. 1.340
40 5K.A. 1.340
4o 5k.a. 1.670
4o 5k.a. 2.090
4o 5k.a. 2.610




00 5 K.a. 6.990
4o 5k.a. 2.400
009 p.4. 2.040
00 6 p.4. 1.680
4o 5k.a. 1.680
4o 5k.a. 3.660
4o 5k.a. 3.660
[0 5K.4. 3.660
[o 5k.a. 1.560
[o 5k.a. 7.990
[o 5k.a. 1.040
[o 5k.a. 8.790
[o 5k.a. 1.040
[o 5k.a. 1.560
[o 5k.a. 1.040
[0 5kK.a. 1.040
[0 5kK.a. 1.040
no 5k.a. 1.350
[o 5k.a. 970
00 5 K.Aa. 1.350
40 5 K.A. 1.040
40 5K.A. 1.040
40 5K.A. 1.040
4o 5k.a. 1.560
4o 5k.a. 1.350




[0 5 K.Aa. 1.040
4o 5k.a. 1.560
[0 5 K.Ao. 1.040
[o 5k.a. 1.040
4o 5k.a. 1.040
4o 5k.a. 1.350
4o 5k.a. 1.350
0o 5k.a. 1.350
4o 5k.a. 1.350
40 5K.4. 740
[0 5K.4. 830
[o 5k.a. 1.350
[0 5K.4. 1.350
40 5K.4. 1.350
40 5K.4. 1.350
[0 5kK.4. 1.460
[0 5 p.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[0 5kK.a. 1.350
[o 5k.a. 1.350
[0 5kK.a. 1.350
00 6 p.4. 1.680
[o 5k.a. 2.240
00 5 K.Aa. 1.350
[0 5 p.a. 1.350
40 5K.A. 770
4o 5k.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.610




00 5 K.a. 1.350
4o 5k.a. 1.350
[0 5 K.Ao. 1.720
4o 5k.a. 2.610
[o 5k.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.220
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
40 5K.4. 1.350
[0 5kK.4. 1.350
[0 5kK.a. 1.350
[0 5kK.a. 1.350
4o 5kK.a. 1.350
[0 5kK.a. 1.350
[0 5kK.a. 1.350
no 5k.a. 1.350
4o 5kK.a. 1.350
4o 5kK.a. 1.350
00 5 K.A4. 1.350
4o 5k.a. 1.190
00 5 K.Aa. 1.350
00 5 K.Aa. 830
4o 5k.a. 1.350
4o 5k.a. 1.350




00 5 K.a. 1.590
00 5 K.a. 1.590
00 5 K.a. 1.350
00 5 K.a. 1.350
00 5 K.a. 1.350
00 5 K.a. 1.350
00 5 K.a. 1.350
40 5K.4. 740
[0 5K.4. 1.350
[0 5K.4. 1.350
40 5K.4. 1.350
40 5K.4. 980
[0 5kK.4. 1.350
[0 5kK.a. 1.350
[0 5kK.a. 1.350
[o 5k.a. 1.370
[o 5k.a. 1.040
[o 5k.a. 1.250
no 5k.a. 1.250
[o 5k.a. 1.250
40 5 K.A. 1.250
40 5 K.A. 1.040
40 5K.A. 1.160
40 5K.A. 1.040
40 5 K.A. 1.070




4o 5 k.a. 3.070
0o 5 p.a. 3.070
005 p.4. 3.070
[o 5 p.a. 3.070
005 p.4. 3.070
40 5K.4. 1.350
[0 5K.4. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[o 5k.a. 1.350
[0 5 p.4. 8.490
[0 5 p.4. 4.490
4o 5 p.a. 5.490
005 p.4. 1.990
[0 5 p.a. 2.990
405 p.4. 3.490
405 p.4. 3.660
405 p.4. 5.760




A0 5 p.A. 3.660
005 p.4. 4.490
00 5 K.a. 1.350
00 5 K.a. 1.350
00 5 K.a. 1.350
00 5 K.a. 1.350
40 5K.4. 1.350
[0 5K.4. 1.350
[0 5K.4. 1.350
40 5K.4. 1.350
40 5K.4. 1.350
[0 5kK.4. 1.350
[0 5kK.a. 1.350
[0 5kK.a. 1.350
4o 5kK.a. 1.350
[0 5kK.a. 1.350
[0 5kK.a. 1.350
4o 5kK.a. 1.350
4o 5kK.a. 1.350
4o 5k.a. 1.350
4o 5k.a. 1.530
4o 5k.a. 2.030
4o 5k.a. 1.530
00 5 K.Aa. 1.350




00 5 K.a. 1.850
[0 5p.4. 2.480
009 p.4. 15.040
009 p.4. 14.250
4o 5k.a. 16.530
4o 5k.a. 3.710
4o 5k.a. 2.340
[o 5k.a. 6.670
00 6 p.4. 8.790
40 9 p.4. 4.890
40 9 p.4. 7.030
00 5 K.Aa. 5.100
00 5 K.A4. 3.170
00 5 K.A4. 4.230
00 9 p.4. 8.370
[o 5k.a. 8.070
009 p.4. 5.070
[o 5k.a. 5.910
00 6 p.4. 6.040
00 5 K.Aa. 1.980
4o 5k.a. 2.240
4o 5k.a. 1.560
4o 5k.a. 1.350
40 5 K.A. 3.140




4o 5 p.a. 2.240
4o 5 p.a. 1.770
[0 5 K.Aa. 1.870
00 5 K.a. 1.850
4o 5 p.a. 1.770
005 p.4. 1.770
4o 5k.a. 1.850
4o 5k.a. 1.850
005 p.4. 1.770
4o 5 p.a. 3.140
40 5 K.Aa. 6.160
40 5K.4. 1.670
no 14 p.p. 28.490
40 9 p.4. 11.010
009 p.4. 12.060
009 p.a. 14.370
009 p.4. 11.110
00 10 p.a. 24.550
00 10 p.a. 61.510
00 10 p.a. 43.450
00 10 p.a. 35.160
00 2 K.A. 510
00 6 p.a. 11.530
00 6 p.4. 5.770
00 6 p.4. 5.560
00 6 p.a. 12.540
00 6 p.a. 12.370




A0 5 p.A. 6.950
005 p.4. 5.020
[o 5 p.a. 10.800
005 p.4. 8.280
00 5 K.a. 22.990
4o 5k.a. 25.390
00 6 p.4. 14.600
[0 6 p.4. 5.980
[0 6 p.4. 7.870
no 4 p.a. 1.490
no4p.a. 1.490
no 4 p.a. 1.490
no4p.a. 660
no 4 p.a. 660
no4p.a. 660
no 4 p.a. 660
£o 4 p.4. 660
no 4 p.a. 590
£o4p.a. 660
no 4 p.4. 660
no 4 p.a. 660
no4p.a. 590
no 4 p.a. 660
no4p.a. 660
no 4 p.a. 660
no 4 p.4. 660
00 2 p.4. 590
no4p.4. 660
0o 4 p.a. 660
no4p.a. 590
0o 4 p.a. 660




0o 4 p.a. 660
no4p.a. 660
no 4 p.a. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 660
no 4 p.a. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 660
no 4 p.a. 660
no4p.a. 660
no 4 p.a. 590
no4p.a. 660
no 4 p.a. 660
no4p.a. 660
00 3 K.A. 1.650
00 3 K.A. 1.650
no 3 K.A. 680
00 2 K.A. 1.490
no4p.a. 660
no 4 p.a. 660
£o 4 p.4. 660
no 4 p.a. 660
£o4p.a. 660
40 2 p.4. 590
no 4 p.a. 590
00 2 p.4. 590
0o 3 p.4. 1.650




no 4 p.a. 1.490
0o 4 p.a. 590
00 2 p.4. 590
A0 4 p.A. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 660
0o 4 p.a. 660
no4p.a. 890
00 2 K.A. 1.480
no 4 p.a. 1.490
00 2 K.A. 1.490
0o 2 K.A. 1.490
no4p.a. 590
no 4 p.a. 660
no4p.a. 660
no 4 p.a. 590
no4p.a. 590
no 4 p.a. 890
£o4p.a. 680
no 4 p.4. 1.490
[0 4 p.4. 1.700
no4p.a. 1.490




4o 5 k.a. 22.850
00 4 p.a. 810
no4p.a. 810
00 4 p.a. 810
no4p.a. 810
00 4 p.a. 810
no4p.a. 810
00 4 p.a. 810
no4p.a. 810
00 4 p.a. 810
00 4 p.a. 810
no4p.a. 810
no4p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
no 4 p.a. 810
no4p.a. 810
no4p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
£o 4 p.4. 810
no 4 p.a. 810
£o4p.a. 810
no 4 p.4. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
no4p.a. 810
no 4 p.a. 810
4o 5k.a. 30.740




Ao 4 p.4. 1.480
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no4p.a. 810
no 3 K.A. 720
no 3 K.A. 720
00 3 K.A4. 720
00 3 K.A4. 720
00 3 K.A4. 720
00 3 K.A4. 720
40 3 K.4. 1.080
40 3 K.4. 720
40 3 K.4. 720
00 3 K.A. 720
00 3 K.A. 720




00 3 k.4, 720
00 3 k.4, 720
4o 3 K.A. 720
4o 3 K.A. 720
00 3 k.4, 720
4o 3 K.A. 720
00 3 k.4, 720
0o 3 K.4. 1.080
00 3 k.4, 1.080
00 3 k.4, 720
4o 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 720
no 3 K.A. 720
00 3 K.A4. 2.120
no 3 K.A. 1.630
40 3 K.A. 2.280
no 3 K.A. 1.590
40 3 K.A. 1.630
no 3 K.A. 2.120
40 3 K.4. 1.630
00 3 K.A4. 1.420
40 3 K.4. 1.490
no 3 K.A. 1.770
40 3 K.4. 1.770
00 3 K.A4. 1.420
00 3 K.A. 1.420
00 3 K.A4. 1.710
00 3 K.A. 1.420
00 3 K.A4. 1.400




00 3 k.4, 1.080
4o 3 K.A. 1.570
00 3 k.4, 1.940
4o 3 K.A. 1.420
00 3 k.4, 1.900
4o 3 K.A. 1.080
00 3 k.4, 1.150
4o 3 K.A. 1.150
00 3 k.4, 1.150
0o 3 K.4. 1.150
00 3 k.4, 1.150
4o 3 K.A. 1.150
00 3 k.4, 1.150
4o 3 K.A. 1.150
00 3 K.A. 1.150
no 3 K.A. 1.110
00 3 K.A. 1.150
no 3 K.A. 1.110
00 3 K.A. 1.150
no 3 K.A. 1.070
00 3 K.A. 1.150
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
00 3 K.A4. 1.400
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 1.140
00 3 K.A. 760
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760




00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
0o 3 K.4. 760
00 3 k.4, 760
4o 3 K.A. 760
4o 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760




00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
00 3 p.4. 760
0o 3 p.4. 760
00 3 p.4. 760
0o 3 p.4. 760
00 3 p.4. 640
0o 3 p.4. 640
00 3 p.4. 640
00 3 p.4. 640
4o 3 p.4. 640
00 3 p.4. 640
00 3 p.4. 640
4o 3 p.4. 640
4o 3 p.4. 640
00 3 p.4. 640
4o 3 p.4. 640
00 3 p.4. 640
4o 3 p.4. 640
00 3 p.4. 640
4o 3 p.4. 640
no 3 K.A. 640
00 3 K.A. 640
no 3 K.A. 640
00 3 K.A. 640
no 3 K.A. 640
00 3 K.A. 640
no 3 K.A. 640
00 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
40 3 K.4. 1.080
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760




00 3 k.4, 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
0o 3 K.4. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
no 3 K.A. 760
40 3 K.A. 760
00 3 K.A4. 760
40 3 K.4. 760
40 3 K.4. 760
00 3 K.A4. 760
40 3 K.4. 760
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760
00 3 K.A. 760
00 3 K.A4. 760




00 3 k.4, 1.400
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
0o 3 K.4. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 k.4, 760
4o 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 1.080
no 3 K.A. 1.080
00 3 K.A4. 760
40 3 K.4. 1.080
00 3 K.A. 1.080




00 3 k.4, 1.080
4o 3 K.A. 1.080
00 3 k.4, 1.080
4o 3 K.A. 1.080
00 3 K.A. 1.080
no 3 K.A. 1.080
00 3 K.A. 760
no 3 K.A. 760
00 3 K.A. 1.080
no 3 K.A. 750
no 12 p.a. 2.110
009 p.4. 5.200




00 6 p.4. 1.860
00 8 p.4. 13.990
00 8 p.a. 12.110
00 6 p.4. 1.660
no4p.a. 1.550
4o 3 p.4. 1.590
00 3 p.4. 1.070
00 3 p.4. 640
4o 3 p.4. 940
00 3 p.4. 940
00 3 p.4. 940
£o 4 p.4. 820
£o4p.a. 790
0o 3 p.4. 800
0o 3 p.4. 800
00 3 p.4. 770
4o 3 p.4. 770
40 3 p.4. 770




00 3 p.a. 1.170

40 3 p.4. 940
00 3 p.4. 940
A0 3 p.A. 1.170
0o 3 p.4. 910
0o 3 p.4. 1.080
00 3 p.4. 1.120
4o 3 p.4. 610

[0 5 p.a. 2.640
00 6 p.4. 8.360
40 6 p.4. 1.750
00 6 p.4. 3.050
00 6 p.4. 5.530
00 3 p.4. 430
no 7 p.4. 3.320
no 7 p.4. 2.380
00 3 p.4. 4.310

00 6 p.4. 4.900




Ao 41 p.A. 7.870
009 p.4. 11.180
009 p.4. 16.840
009 p.4. 14.010
009 p.4. 17.980
009 p.4. 17.880
40 9 p.4. 11.180
40 9 p.4. 9.770
809 p.a. 19.680
00 6 p.4. 8.100
40 6 p.4. 8.100
0o 8 p.4. 12.980
009 p.4. 14.010
[0 5 p.4. 10.230
[0 5 p.4. 3.400
[0 5 p.4. 4.870
[0 5 p.4. 6.370
005 p.4. 7.780
[0 5 p.4. 9.220
[0 5 p.A4. 10.700
[0 5p.4. 12.170
[0 5 p.a. 13.900
[0 5p.4. 2.400
[0 5 p.a. 2.080




A0 5 p.A. 3.130
0o 5 p.a. 3.550
[o 5 p.a. 6.280
4o 5 p.a. 11.020
[o 5 p.a. 17.830
[o 5 p.a. 4.390
005 p.4. 4.390
b0 7 p.o. 12.900
no 7 p.4. 12.900
bo 7 p.a. 26.900
no7p.4. 26.900
no 7 p.4. 10.480
bo 7 p.a. 11.330
no 7 p.4. 8.310
no 7 p.4. 8.310




A0 7 p.A. 9.520
0o 8 p.4. 34.600
00 8 p.4. 18.620
0o 8 p.4. 18.620
no7p.4. 9.520
no7p.4. 8.180
no 7 p.4. 7.800
no 7 p.4. 7.230
no 7 p.4. 7.230
00 18 p.a. 34.990
00 18 p.a. 34.990
b0 18 p.a. 34.990




no 18 p.a. 34.990
0o 18 p.a. 31.800
0o 18 p.a. 31.800
no7p.4. 2.500
£o 13 p.a. 20.810
£o 13 p.a. 20.810
no 13 p.a. 28.970
no 11 p.a. 19.550
no 11 p.a. 19.550
no 1l p.a. 25.970
00 6 p.4. 2.660
00 6 p.4. 2.680
4o 8 p.4. 3.070
no 7 p.A4. 7.470
b0 7 p.a. 40.840
00 6 p.4. 3.070
00 8 p.a. 14.220
00 8 p.a. 14.220




0o 8 p.a. 24.130
no 11 p.a. 62.760
no 17 p.a. 72.310
no 17 p.a. 72.310
no 17 p.a. 72.310
no 17 p.a. 72.310
00 6 p.4. 12.880
00 6 p.4. 17.620
00 6 p.4. 22.360
00 6 p.4. 26.990
00 6 p.4. 31.740
00 6 p.4. 38.900
00 6 p.4. 43.640
00 6 p.4. 49.040
00 6 p.4. 53.790
no 17 p.a. 84.740
00 6 p.4. 7.450




00 6 p.4. 5.350
no 7 p.4. 11.990
no7p.4. 11.990
no7p.4. 10.480
0o 7 p.ao. 10.480
00 22 p.Aa. 10.470
00 22 p.Aa. 10.910
009 p.4. 12.590
009 p.a. 23.920
00 33 p.a. 40.900
no 14 p.p. 21.740
£o 15 p.a. 32.360
40 22 K.A. 13.100
00 10 p.a. 15.310
0o 8 p.4. 5.360




0o 10 p.a. 8.580
00 24 p.a. 12.020
0o 8 p.4. 13.110
0o 8 p.4. 13.110
00 8 p.4. 13.110
0o 8 p.4. 13.110
00 24 p.a. 7.700
00 24 p.a. 7.700
00 24 p.a. 7.700
no 13 p.a. 11.140
00 10 p.a. 4.480
00 10 p.a. 4.480
00 10 p.a. 7.360
4o 8 p.4. 13.110
4o 8 p.4. 13.110
4o 8 p.4. 13.110
8o 8 p.a. 14.160
8o 8 p.a. 14.160
8o 8 p.a. 14.160
80 10 p.a. 4.480
80 10 p.a. 4.130
80 8 p.a. 14.160
80 8 p.a. 14.160




0o 8 p.a. 13.110
0o 8 p.4. 14.160
0o 8 p.4. 13.110
0o 8 p.a. 13.110
0o 8 p.4. 13.110
0o 8 p.a. 13.110
4o 8 p.4. 13.110
4o 8 p.4. 13.110
00 8 p.a. 14.160
00 10 p.a. 28.530
0o 8 p.4. 13.110
4o 8 p.4. 13.110
4o 8 p.4. 13.110
00 10 p.a. 24.380
0o 8 p.4. 14.160
b0 10 p.a. 16.840
0o 8 p.4. 13.110
00 6 p.4. 24.380
no 8 p.4. 4.320
00 24 p.4. 38.230
0o 24 p.a. 39.290




0o 8 p.4. 50.470
00 24 p.a. 38.230
00 10 p.a. 51.230
00 10 p.a. 38.230
00 10 p.a. 24.180
00 10 p.a. 25.290
0o 8 p.4. 12.250
0o 8 p.a. 10.160
0o 8 p.4. 12.250
0o 8 p.a. 15.440
0o 8 p.4. 8.350
no 11 p.n. 16.840
00 8 p.4. 9.770
4o 8 p.4. 9.770
0o 8 p.4. 9.810
no 11 p.n. 15.440
0o 8 p.4. 12.590
00 8 p.a. 12.590
0o 8 p.4. 11.180
009 p.a. 14.010
009 p.4. 14.010
009 p.a. 14.010
009 p.4. 12.590
009 p.a. 14.010
0o 8 p.4. 11.180
00 8 p.a. 14.010
009 p.4. 13.450
no 13 p.a. 19.580
b0 10 p.a. 8.350
00 25 p.a. 21.090
009 p.4. 8.600
00 10 p.a. 12.720
00 10 p.a. 15.610
00 8 p.a. 16.780
00 8 p.a. 16.780




no 14 p.a. 10.480
00 8 p.4. 17.920
0o 8 p.4. 17.920
00 8 p.4. 17.920
0o 8 p.4. 23.240
0o 8 p.4. 17.920
0o 8 p.4. 30.310
0o 8 p.4. 30.310
0o 8 p.a. 17.920
0o 8 p.4. 30.310
00 8 p.4. 17.920
0o 8 p.4. 17.920
0o 8 p.4. 17.920
0o 8 p.4. 17.920
0o 8 p.4. 17.920
0o 8 p.4. 26.230
00 8 p.a. 27.280
no 11 p.a. 10.130
00 10 p.a. 18.370
no 11 p.a. 17.620
00 24 p.n. 10.630
00 24 p.a. 10.630
00 24 p.n. 16.190
00 24 p.a. 10.630
00 24 p.n. 10.630
00 24 p.a. 10.630
00 24 p.4. 10.630
00 24 p.a. 9.350
00 24 p.4. 16.190
00 24 p.a. 14.460
00 24 p.4. 16.190
00 24 p.a. 35.040
00 24 p.4. 9.350
00 24 p.a. 18.510
b0 10 p.a. 6.920




0o 10 p.a. 13.290
00 10 p.a. 8.090
00 10 p.a. 8.090
00 24 p.a. 18.510
00 8 p.4. 15.610
00 10 p.a. 9.470
00 10 p.a. 4.950
00 10 p.a. 4.950
00 10 p.a. 9.470
00 10 p.a. 8.660
00 10 p.a. 9.470
00 8 p.a. 24.130
00 8 p.a. 19.930
00 8 p.a. 17.310
00 8 p.a. 26.240
00 23 p.a. 47.390
00 24 p.n. 47.390
no 17 p.a. 18.730
no 13 p.a. 38.310
0o 8 p.4. 34.990
no 12 p.a. 6.820
00 6 K.Aa. 5.580
4o 33 Kk.Aa. 2.900
no 33 k.4. 6.900
4o 33 Kk.a. 9.900
no 33 Kk.Aa. 19.900




0o 8 p.a. 11.570
00 38 p.a. 103.830
00 38 p.a. 197.150
00 38 p.a. 1
00 92 p.a. 79.470
00 92 p.Aa. 86.920
4o 32 K.Aa. 27.900
0o 33 p.a. 46.630
00 29 p.a. 32.170
0o 7 p.ao. 17.830
40 9 p.4. 4.670
4o 33 K.Aa. 9.900
no 12 p.a. 13.110
£0 12 p.a. 22.030
0032 p.a. 19.830
00 32 p.a. 1
[0 32 p.a. 1
00 32 p.a. 1
4o 33 Kk.A4. 27.900
4o 33 K.Aa. 10.390
4o 33 Kk.Aa. 20.890
4o 33 K.Aa. 15.900
4o 33 Kk.A4. 15.900
4o 33 Kk.a. 15.900
no 33 k.4. 15.900
4o 33 Kk.a. 3.490
no 33 k.4. 4.490
4o 33 Kk.Aa. 3.990
no 33 k.4. 4.990
4o 33 Kk.a. 20.690
no 33 Kk.Aa. 17.390
4o 33 Kk.a. 8.490
no 33 K.Aa. 10.900




no 33 k.4. 2.490
4o 33 Kk.Aa. 1.490
no 33 k.4. 4.990
[0 58 p.a. 158.900
00 53 p.a. 140.900
[0 58 p.a. 158.900
no 15 p.a. 2.680
go 11 Kk.a. 2.040
00 23 p.4a. 28.180
0019 p.a. 33.320
00 16 p.a. 24.180
£0 12 p.a. 4.260
00 6 K.A4. 4.020
no 12 p.a. 6.820
00 6 K.A. 5.580
no 12 p.a. 3.980
00 6 K.A. 3.600




no 12 p.a. 4.460
00 6 K.Aa. 4.020
0o 14 p.a. 11.440
no 12 p.a. 4.460
00 6 K.Aa. 4.020
no 12 p.a. 3.980
0o 6 K.A. 3.600
00 23 p.a. 32.030
b0 19 p.a. 24.180
no 12 p.a. 15.310
009 p.4. 14.020
no 14 p.p. 15.440
00 10 p.a. 14.010
£0 12 p.a. 2.300
no7p.4. 1.400
bo 14 p.n. 11.010
0093 p.a. 76.390
00 19 p.a. 9.980
00 19 p.a. 16.850
00 16 p.a. 16.080
no 8 p.4. 9.060




00 6 K.A. 2.230
00 10 p.a. 10.020
00 10 p.a. 6.920

40 2 K.A. 1
no 12 p.a. 6.820

00 6 K.Aa. 5.580
n0 12 p.a. 10.130

4o 7 K.A. 7.590
no 12 p.p. 4.260
00 6 K.A4. 4.020
0012 p.a. 2.920
00 7 K.A. 2.300
0012 p.a. 3.980
0o 6 K.A. 3.600
bo 12 p.a. 3.220
[0 7 K.A. 2.570
no 12 p.a. 1.970
no 7 K.A. 1.280




00 6 K.Aa. 1.360
00 6 K.A. 910
4o 7 K.A. 570
00 6 K.Aa. 1.090
00 6 K.A. 1.090
00 7 K.A. 570
00 6 K.A. 1.250
0o 6 K.A. 1.370
0o 7 K.A. 650
00 19 p.a. 12.860
00 16 p.a. 5.800
no 13 p.a. 3.220
b0 10 p.a. 2.880
00 19 p.a. 2.300
00 16 p.a. 1.900
00 23 p.a. 49.600
00 23 p.a. 49.600




0019 p.a. 11.200
no 14 p.a. 2.820
0o 14 p.a. 10.160
no 14 p.a. 4.310
no 14 p.a. 3.040
00 64 p.a. 56.680
no 14 p.a. 11.010
no 14 p.a. 9.910
no 14 p.p. 11.010
00 33 p.a. 59.990
00 33 p.a. 59.990
00 33 p.a. 59.990
00 33 p.a. 59.990
00 33 p.a. 59.990
bo 12 p.a. 4.000
no7p.4. 3.600
£0 12 p.a. 4.000
no7p.4. 3.600
bo 12 p.a. 8.870
00 25 p.a. 28.240
00 19 p.a. 11.480




0o 25 p.a. 17.440
no 14 p.a. 14.010
00 8 p.a. 14.160
no 14 p.a. 4.750
00 33 p.a. 59.990
no 14 p.a. 5.990
[0 12 p.a. 11.700
40 9 p.4. 5.270
40 9 p.4. 3.460
no 14 p.a. 5.990
no 14 p.a. 19.680
no 14 p.p. 19.680
no 12 p.a. 1.280
[o 7 K.A. 940
no 13 p.a. 1.280
no 14 p.a. 2.190
no 14 p.a. 13.210
4o 8 p.4. 5.500
no 13 p.a. 4.500




no 13 p.a. 2.440
no 12 p.a. 2.970
£o 13 p.a. 2.440
Ao 13 p.a. 2.440
00 10 p.a. 1.090
no 14 p.a. 8.870




no 15 p.a. 4.750
009 p.a. 7.160
009 p.4. 11.010
00 23 p.4a. 8.030
00 32 p.Aa. 52.490
009 p.4. 11.010
no 14 p.p. 8.350
£o 13 p.a. 2.440
no 14 p.a. 3.980
0o 8 p.4. 595
0o 8 p.4. 1.195
4o 8 p.4. 2.380
0o 8 p.4. 5.355
0o 8 p.4. 6.120
no 18 p.a. 4.310
00 33 p.a. 59.990
b0 18 p.a. 16.080
00 25 p.a. 42.950




0o 25 p.a. 26.870
0o 25 p.a. 29.570
0o 25 p.a. 15.600
00 25 p.a. 26.870
[0 18 p.a. 6.170
00 25 p.a. 29.470
no 14 p.p. 7.070
0o 25 p.a. 21.470
00 25 p.a. 42.950
00 19 p.a. 10.650
00 25 p.a. 34.040
00 22 p.Aa. 17.440
no 14 p.a. 8.350
no 14 p.p. 5.530
00 22 p.Aa. 49.850
00 18 p.a. 4.310
bo 14 p.n. 8.350
0o 38 p.a. 78.180
00 25 p.a. 10.820
00 25 p.a. 20.120
00 25 p.a. 48.890
00 25 p.a. 20.120




0o 25 p.a. 48.890
0o 25 p.a. 16.080
no 14 p.a. 8.870
00 25 p.a. 20.120
0o 18 p.a. 9.980
no 14 p.a. 10.160
0o 18 p.a. 16.080
0o 25 p.a. 20.120
0o 34 p.p. 59.300
00 25 p.a. 80.940
00 25 p.a. 38.500
00 25 p.a. 42.950
no 14 p.a. 3.520
no 14 p.p. 3.520
no 14 p.a. 6.920
no 14 p.p. 10.160
00 25 p.a. 54.840
00 25 p.a. 29.570
00 25 p.a. 24.500
00 25 p.a. 20.120
00 32 p.a. 88.790
00 22 p.a. 18.810
00 25 p.a. 49.850
00 25 p.a. 49.850




0o 25 p.a. 38.500
0032 p.a. 67.270
00 25 p.a. 20.120
00 25 p.a. 34.990
A0 25 p.A,. 44.450
00 25 p.a. 15.310
8o 32 p.a. 51.350
80 25 p.a. 19.170
80 25 p.a. 16.080
80 25 p.a. 14.720
00 25 p.a. 54.840
00 25 p.a. 10.650
80 25 p.a. 49.850
8o 18 p.a. 9.980
80 32 p.a. 59.300
8o 14 p.a. 4.110
8o 14 p.a. 3.520
0o 20 p.a. 16.080
no 14 p.a. 8.870
no 14 p.a. 14.010
00 19 p.a. 23.220
no 14 p.a. 4.110




no 14 p.a. 12.740
0o 34 p.a. 59.300
0o 25 p.a. 37.180
0o 25 p.a. 49.850
0o 25 p.a. 20.120
00 25 p.a. 16.080
00 25 p.a. 11.190
no 14 p.a. 11.480
00 25 p.a. 24.180
no 14 p.p. 39.490
0o 25 p.a. 24.180
no 14 p.p. 6.920
no 14 p.p. 8.350
00 25 p.a. 17.580
00 25 p.a. 29.570
00 18 p.a. 22.840
00 32 p.a. 77.090
00 25 p.a. 40.900
00 25 p.a. 11.190
b0 18 p.a. 4.110
no 14 p.a. 9.810
00 19 p.a. 41.470




0o 32 p.a. 51.350
[0 18 p.a. 9.980
0o 25 p.a. 34.990
00 34 p.a. 70.630
00 25 p.a. 53.350
no 14 p.a. 11.180
no 15 p.a. 23.630
00 25 p.a. 29.470
00 34 p.a. 53.930
00 25 p.a. 16.080
00 34 p.a. 84.800
00 25 p.a. 89.940
00 25 p.a. 84.800
00 34 p.a. 89.940
00 25 p.a. 30.940
no 14 p.p. 9.770
no 14 p.p. 5.530
no 14 p.a. 14.010
no 14 p.p. 12.590
no 14 p.a. 16.840
00 25 p.a. 26.870
00 25 p.a. 20.120




0o 34 p.a. 53.930
00 34 p.a. 80.940
0o 18 p.a. 9.980
00 25 p.a. 16.080
Ao 34 p.A. 53.930
0o 25 p.a. 24.180
0o 25 p.n. 53.930
0o 25 p.a. 30.940
0o 25 p.a. 64.970
00 25 p.a. 19.170
00 25 p.a. 24.180
00 18 p.a. 11.190
00 25 p.a. 16.080
00 25 p.a. 38.500
00 25 p.a. 48.890
00 34 p.a. 59.300
00 25 p.a. 25.490
00 25 p.a. 24.180
00 25 p.a. 38.500
00 25 p.a. 42.950
00 25 p.a. 44.450
00 25 p.a. 38.500




no 18 p.a. 9.980
00 25 p.a. 15.310
0o 34 p.a. 84.800
0o 25 p.a. 26.870
0o 25 p.a. 16.080
no 14 p.a. 3.520
0o 25 p.n. 22.840
0o 25 p.a. 36.660
00 25 p.a. 15.600
00 25 p.a. 20.120
00 34 p.a. 89.940
00 25 p.a. 11.190
00 32 p.a. 91.780
00 25 p.a. 42.950
no 14 p.a. 22.510
00 25 p.a. 11.190
00 25 p.a. 15.600
00 34 p.a. 59.300
00 25 p.a. 23.020
bo 14 p.a. 6.920




0o 34 p.a. 70.630
no 12 p.a. 2.680
0o 25 p.a. 33.320
00 25 p.a. 48.890
0o 34 p.a. 84.800
0o 25 p.a. 38.500
0o 25 p.a. 46.560
0o 25 p.n. 20.120
no 14 p.a. 16.840
00 25 p.a. 19.170
00 25 p.a. 38.500
00 25 p.a. 42.950
00 25 p.a. 48.890
00 25 p.a. 54.840
00 34 p.a. 89.940
0o 25 p.a. 20.120
00 28 p.4. 22.840
bo 14 p.a. 12.590
00 25 p.a. 29.570
00 25 p.a. 11.190




no 18 p.a. 16.890
0o 25 p.a. 42.950
no 14 p.a. 8.350
00 34 p.a. 67.430
no 14 p.a. 7.840
00 25 p.a. 42.950
no 14 p.a. 5.010
bo 18 p.a. 9.980
no 18 p.a. 9.980
no 14 p.p. 9.200
no 14 p.a. 7.590
00 25 p.n. 20.120
00 25 p.a. 33.320
00 25 p.a. 24.180
00 25 p.a. 38.500
no 14 p.a. 4.110
0o 25 p.a. 54.840
0o 25 p.a. 42.950
00 25 p.a. 20.120
0o 34 p.a. 53.930
00 19 p.a. 22.120
00 25 p.a. 24.180




0o 25 p.a. 36.660
00 34 p.a. 84.800
00 25 p.a. 89.940
0o 25 p.a. 70.630
[0 18 p.a. 78.180
00 25 p.a. 24.180
0o 25 p.n. 11.190
00 25 p.a. 23.020
00 32 p.a. 56.480
bo 18 p.a. 3.220
00 34 p.a. 67.430
00 34 p.a. 53.930
00 34 p.a. 89.940
00 34 p.a. 59.300
00 34 p.a. 70.630
00 25 p.a. 16.080
00 25 p.a. 42.950
00 25 p.a. 17.680
00 20 p.a. 10.630
00 25 p.a. 30.940




0o 25 p.a. 16.080
0o 25 p.a. 15.410
0o 25 p.a. 20.120
[0 18 p.a. 11.480
009 p.a. 11.180
009 p.4. 11.180
40 9 p.4. 11.180
no 15 p.a. 4.750
no 15 p.a. 4.750
no 15 p.a. 4.750
009 p.4. 6.810
no 14 p.a. 12.590
00 23 p.a. 50.040
0023 p.a. 51.410
00 23 p.a. 50.040
00 23 p.a. 54.860




0o 23 p.a. 51.350
no 14 p.a. 14.120
no 14 p.a. 5.990
no 14 p.a. 10.480
no 14 p.a. 12.730
no 14 p.a. 12.730
no 14 p.a. 11.980
no 14 p.a. 11.980
no 14 p.a. 11.980
no 14 p.a. 5.350
no 14 p.a. 13.600
b0 10 p.a. 11.360
bo 14 p.a. 4.240
no 15 p.a. 15.480
no 14 p.a. 14.970
bo 14 p.a. 10.980
bo 14 p.a. 14.970
b0 10 p.a. 21.970




no 10 p.a. 21.970
00 10 p.a. 21.970
no 17 p.a. 38.710
no 17 p.a. 38.710
no 17 p.a. 38.710
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 17.470
no 17 p.a. 17.470
no 17 p.a. 17.470
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 27.460
no 17 p.a. 27.460
00 38 p.4. 78.180
bo 14 p.a. 19.200
0022 p.4. 23.280
00 22 p.4. 23.280
0o 24 p.a. 13.760




no 14 p.a. 11.010

00 8 p.4. 42.320
00 10 p.a. 23.920
0o 8 p.4. 42.320
00 10 p.a. 20.450
00 10 p.a. 9.480
4o 8 p.4. 39.210
00 2 p.4. 250
00 6 p.4. 15.950
no7p.4. 10.400

I 340

no 12 p.a. 7.780
00 16 p.a. 11.700
no 12 p.a. 8.200

[0 12 p.a. 8.200




no 12 p.a. 7.070

[0 12 p.a. 8.200
no 12 p.a. 8.200
no 12 p.a. 13.630
£o 12 p.a. 6.600
8o 12 p.a. 4.390
[o 5k.a. 8.800

|/ 500

00 10 p.a. 7.020
no7p.4. 22.910
009 p.4. 11.670
009 p.4. 9.640
009 p.4. 13.340
b0 7 p.a. 12.680
00 6 p.4. 11.320

00 6 p.4. 4.260




009 p.a. 9.420
00 23 p.Aa. 20.990
00 23 p.Aa. 31.440
0o 15 p.a. 20.880
no 15 p.a. 11.220
[0 6 p.4. 8.450
00 2 K.A. 1.150
4o 3 p.4. 4.140
00 2 K.A. 2.180
00 2 K.A. 2.670
0o 2 K.A. 1.670
0o 2 K.A. 3.510
00 6 p.4. 3.020
4o 3 p.4. 5.400
no 4 p.a. 8.160
[0 4 p.4. 2.970
no 4 p.4. 5.320
0o 3 p.4. 2.370
0o 3 p.4. 4.480




00 3 p.a. 10.840
40 2 K.A. 3.870
00 2 K.A. 1.150
00 2 K.A. 5.260
0o 8 p.4. 15.170
40 2 K.A. 7.950
00 2 K.A. 1.730
00 2 p.4. 4.110
no 4 p.a. 2.780
00 2 K.A. 2.300
00 2 K.A. 2.270
00 2 K.A. 7.440
no 17 p.a. 16.740
no 17 p.a. 32.810
no4p.a. 10.590
00 4 p.o. 20.480
no4p.a. 23.550
00 6 p.4. 7.610
0o 2 K.A. 6.700
00 6 p.4. 4.740
00 6 p.4. 5.150
00 2 K.A. 3.770
00 3 K.A4. 10.010
00 6 p.4. 20.490
no 33 k.4. 41.100
no 7 p.a. 5.080




A0 9 p.a. 6.600
RO 4 K.4. 3.090
[0 4 K.Ao. 7.740
£o 33 k.4. 68.760
no 7 p.4. 27.550
4o 8 K.A. 6.700
A0 2 p.A,. 2.290
4o 2 K.A. 4.390
no4p.a. 5.760
no4p.a. 9.540
no 7 p.4. 13.690
0o 8 p.4. 4.920
0o 2 K.A. 1.450
0o 2 K.A. 1.250
0o 2 K.A. 5.190
£0 2 K.4. 3.440
00 2 p.4. 1.700
00 2 p.4. 3.200
00 2 p.4. 3.580
fo4p.a. 19.600
[0 4 p.4. 22.070
40 2 p.4. 7.460
00 2 K.A. 5.540
40 2 K.A. 4.170
40 2 K.A. 9.470




00 6 p.4. 20.820
no 33 k.4. 41.880
0o 6 p.4. 31.300
4o 33 K.Aa. 72.230
40 2 K.A. 3.620
A0 4 p.A. 8.700
no4p.a. 8.280
00 2 K.A. 4.840
4o 2 K.A. 7.310
4o 2 K.A. 4.890
0o 2 K.A. 3.070
0o 2 K.A. 5.420
00 2 K.A. 1.700
0o 2 K.A. 920
00 2 K.A. 2.850
0o 2 K.A. 4.390
4o 5 p.a. 5.720
[0 5 p.4. 9.600
40 2 p.4. 6.750
00 2 p.4. 6.710
40 6 p.4. 3.980
[0 5 p.4. 13.290
00 2 K.A. 5.300
40 2 p.4. 3.380
00 2 p.4. 2.390
40 2 p.4. 810
00 2 p.4. 630
40 2 p.4. 750
00 2 p.4. 7.570
00 6 p.4. 13.130
00 2 p.4. 3.980




00 2 p.A. 5.130
00 6 p.4. 9.910
00 2 K.A. 5.470
00 2 K.A. 3.410
00 2 K.A. 3.080
00 5 K.a. 3.480
40 2 K.A. 2.740
4o 2 K.A. 2.780
00 6 p.4. 6.920
0o 2 K.A. 1.310
00 2 K.A. 1.410
0o 2 K.A. 5.430
00 2 K.A. 5.300
00 6 p.4. 4.700
40 2 p.4. 3.320
00 2 p.4. 7.870
00 3 p.ao. 17.100
00 3 p.4. 2.600
00 2 K.A. 3.400
£0 12 p.a. 16.300
4o 5 p.4. 8.740
00 2 K.A. 4.740
00 2 K.A. 4.310
00 2 K.A. 1020
00 2 K.A. 4.280
0o 2 K.A. 1020




00 2 K.A. 7.510
00 2 K.A. 520
40 2 K.A. 800
00 2 K.A. 1.210
40 2 K.A. 1.210
00 2 p.A. 730
00 6 p.4. 11.530
00 2 p.4. 3.140
4o 3 K.A. 2.160
4o 5 p.a. 1.310
no 7 p.4. 5.390
no 7 p.4. 6.590
00 9 p.4. 8.860
[0 7 K.A. 6.280
[o 7 K.A. 7.860
40 2 p.4. 4.210
00 9 K.A. 8.460
00 6 p.a. 13.100
no 12 p.a. 9.470
no 12 p.a. 11.780
40 2 K.A. 3.760
00 2 K.A. 1.280
009 p.a. 10.120
00 8 p.a. 10.350
no 12 p.a. 16.360
no 8 p.4. 4.500




A0 2 p.A. 5.910
00 2 K.A. 4.230
40 2 K.A. 2.900
00 3 p.a. 9.140
00 3 p.4. 17.720
0o 3 p.4. 16.610
00 3 p.4. 24.610
4o 3 p.4. 23.110
4o 2 K.A. 1.720
4o 3 p.4. 4.250
00 2 p.4. 1.570
40 2 p.4. 6.030
00 2 p.4. 5.740
00 2 p.4. 3.390
no 12 p.p. 11.520
no 4 k.a. 2.190
00 2 K.A. 5.770
00 2 K.A. 7.760
b0 5 p.a. 10.860
4o 5 p.a. 2.900
00 3 p.4. 7.360
00 6 p.4. 9.130
00 2 K.A. 2.250
00 2 K.A. 1.560
00 2 K.A. 1.630
00 3 K.A4. 5.280
00 3 K.A4. 5.720




00 3 k.4, 7.150
005 p.4. 10.540
40 2 K.A. 2.610
009 p.a. 7.200
00 2 K.A. 1.300
40 2 K.A. 4.370
Ao 7 p.4. 5.110
4o 2 p.4. 3.820
00 2 p.4. 2.670
4o 2 K.A. 5.440
009 p.4. 5.500
009 p.4. 12.550
no4p.a. 3.180
0o 2 K.A. 5.820
00 2 K.A. 5.760
0o 2 K.A. 910
no 12 p.a. 5.590
£0 12 p.a. 7.850
00 33 p.a. 5.440
00 2 K.A. 4.220
00 3 p.4. 8.350
00 3 p.a. 10.380
00 3 p.4. 3.770
40 2 K.A. 2.470




00 2 K.A. 1.630
00 2 K.A. 970
A0 2 p.A. 2.590
00 2 p.4. 3.870
00 3 p.a. 2.260
0o 3 p.4. 3.540
00 2 K.A. 1.290
00 2 K.A. 2.250
[0 5 p.a. 4.930
no 4 p.4. 7.400
00 3 p.4. 5.350
[0 4 K.4. 4.450
0o 2 K.A. 1.590
00 2 K.A. 1.590
00 2 K.A. 3.090




00 6 p.4. 4.550
40 2 K.A. 5.430
40 2 K.A. 2.430
40 2 K.A. 7.170
005 p.4. 4.690
[o 5 p.a. 9.340
40 2 K.A. 1.300
00 2 p.Ao. 10.260
00 2 p.4. 10.260
40 2 p.4. 1.870
00 2 p.4. 4.280
40 2 p.4. 4.280
00 2 p.4. 3.730
00 2 p.4. 7.660
0o 2 K.A. 1.460
0o 2 K.A. 6.670
00 2 K.A. 4.330
40 2 K.A. 1.590
00 2 K.A. 5.380
no7p.4. 8.410
no 7 p.4. 9.780
b0 7 p.a. 19.270
40 5 K.A. 7.700




no 12 p.a. 26.860
no 7 p.4. 11.580
40 2 K.A. 3.230
no4p.a. 3.620
A0 4 p.A. 3.510
no4p.a. 8.690
00 2 K.A. 12.300
4o 2 K.A. 2.990
00 2 K.A. 6.770
no 3 K.A. 13.780
no 3 K.A. 13.740
no 3 K.A. 14.160
[0 5 p.a. 4.425
[0 5 p.a. 11.115
[0 5 p.4. 4.660
[0 5 p.4. 9.760
bo 5 p.a. 10.325
0o 2 K.A. 4.840
00 2 K.A. 2.030
00 2 K.A. 1.170
40 2 K.A. 3.180
[o 7 p.A4. 4.700
00 6 p.4. 15.820
00 6 p.a. 21.450
40 2 K.A. 5.300
0o 2 K.A. 4.100




4o 5k.a. 6.220
00 8 p.4. 11.880
40 2 K.A. 2.370
0o 12 p.a. 9.940
4o 3 p.4. 6.220
00 2 K.A. 4.940
00 2 K.A. 3.620
00 2 K.A. 1.930
00 2 K.A. 2.780
no 7 p.4. 6.680
40 2 p.4. 6.940
[0 5 p.4. 4.150
005 p.4. 6.160
00 6 p.4. 11.850
00 6 p.a. 11.490
00 6 p.4. 7.020
00 6 p.4. 5.020
£o 4 p.a. 4.600
40 2 K.A. 9.190
0o 2 K.A. 2.690




00 2 p.A. 2.690
A0 2p.A. 3.090
40 2 K.A. 4.590
A0 6 p.A. 4.090
40 2 K.A. 5.390
00 2 p.A. 3.490
40 2 K.A. 4.090
00 2 K.A. 2.690
40 2 K.A. 4.390
00 2 K.A. 4.090
40 2 K.A. 2.890
00 2 K.A. 1.690
4o 5k.a. 20.690
[o 5k.a. 18.890
005 p.a. 12.590
[o 5k.a. 2.590
300

225

225

85

385

85

350

350

350

105

215

320

60

400

360

350

1.300

215




A0 6 p.A. 1.300
no 11 p.a. 21.900
0o 12 p.a. 38.900
no 11 p.a. 24.900
no 13 p.a. 44.900
no 13 p.a. 28.900
no 11 p.a. 44.900
00 10 p.a. 28.900
00 10 p.a. 22.360
4o 8 p.4. 9.430
00 29 p.a. 9.430
00 29 p.a. 9.430
00 29 p.4. 19.820
00 3 K.A4. 5.130




970

1020

1020

1020

1020

1020




